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gi|9256529|ref|NP_061375.1| MGIMELFSPIAIAVLGSCVLFLFSRLKNLLGPPCIQGWIPWIGAGLEFGKAPLEFIEKARIKYGPVFTIFAMGNRMTFVSEEEGINVLLKSEHVDFESAVQSPVYHTAWIPKNVFSALHERLYALMKGKMGTFNTHHFTGPLTEELHEQL   150
gi|109485827|ref|XP_236983.4| MGIMELFSPIAIAVLGSCVLFLFSRWKNLRGPPCIQGWIPWIGAGFEFGKAPLEFIEKARIKYGPVFTVFAVGKRMTFVTEEEGINVLLKSKHVDFELAVQRPLYHTAWIPKNIFFALHEKLYVLMKGKMGTFNTHHFTGQLTEEFHDQL   150
gi|32313587|ref|NP_057677.2| ---MELISPTVIIILGCLALFLLLQRKNLRRPPCIKGWIPWIGVGFEFGKAPLEFIEKARIKYGPIFTVFAMGNRMTFVTEEEGINVFLKSKKVDFELAVQNIVYRTASIPKNVFLALHEKLYIMLKGKMGTVNLHQFTGQLTEELHEQL   150
gi|114607654|ref|XP_518518.2| ---MELISPTVIIILGCLALFLLLQRKNLRRPPCVKGWIPWIGVGFEFGKAPLEFIEKARIKYGPVFTVFAMGNRMTFVTEEEGINVFLKSKKVDFELAVQNIVYRTASIPKNVFLALHEKLYIMLKGKMGTVNLHQFTGQLTEELHEQL   150
gi|73973079|ref|XP_538946.2| ---MELISPTVIIILGCVALLLFLQRKNLRGPPCIRGWIPWIGAGFEFGKAPLEFIEKARIKYGPIFTVFVMGNRMTFVTEEEGINVFLKSKEVNFELAVQNPVYRTASIPKNTFLALHEKLYIMMKGKIGTFNLYQFTGQLTEELHEQL   150
gi|149642639|ref|NP_001092408.1| ---MEFISPTVIIILGCVAVLLFLQWKNLRRPPCIRGWIPWIGAGFEFGKTPLEFIEKARIKYGPVFTVIVMGTRMTFVTEEEGINVFLKSKEINFELAVQNPVYHTASIAKNIFLKLHEKLYITVKGKMGIFNLYKFTGQLTEELQEQL   150
gi|118089224|ref|XP_420063.2| ---MAAAVLLAALLAVAVVAWVLFPPSEPRRPPCIGSRVPCLGAAFRLARAPLEFIERARAEHGPIFTVFALGKRFTFVTEDEGAEVFFTSKDLNFEQAVQRVVANAVSVPAEAFYQNHGRLYSMMKGKMGPSNLHMFTGTLCKELHEHM   150
gi|71834522|ref|NP_001025360.1| ---MEWITLILTVSVVIISFHLLFGKSHPNAPPCIRGWIPWFGAAFEFGKAPLHFIQQARAKYGPVFTVVAAGKRMTFVTLNEDFRVFFTSKDVDFEQAVQEPVHNTASISKDNFFESHPTCSAIIKGRLTPGNTAMLSPHLCEEFNDHL   150
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gi|9256529|ref|NP_061375.1| EGLGTHGTMDLNDFVRYLLYPATLNTLFKKGLFLTDKRTIKEFYQQFKTYDEGFEYGSQLPEWLLRNWSKSKRWLLALFEKNIGNIKAHGSAG-HSGTLLQAILEVVETETR-QYSPNYGLVVLWAALANAPPIAFWTLGYILSHPDIHR   300
gi|109485827|ref|XP_236983.4| EGLGTHGTMDLNDFVRYLLYPATLNTLFMKGLFLTDKRKIKEFYQHFKTYDEGFEYGSQLPEWLLRNWSKSKRWLLALFEKNIGDIKTHGSAG-HSETLLQAVLGMVETETR-LHSPNYGLVMLWASLANAAPIAFWTLAYILSHPDLHR   300
gi|32313587|ref|NP_057677.2| ENLGTHGTMDLNNLVRHLLYPVTVNMLFNKSLFSTNKKKIKEFHQYFQVYDEDFEYGSQLPECLLRNWSKSKKWFLELFEKNIPDIKACKSAKDNSMTLLQATLDIVETETSKENSPNYGLLLLWASLSNAVPVAFWTLAYVLSHPDIHK   300
gi|114607654|ref|XP_518518.2| ENLGTHGTMDLNNLVRHLLYPVTVNMLFNKSLFSTNKKKIKEFHQYFQAYDEDFEYGSQLPECLLRNWSKSKKWFLELFEKNIPDIKACKSAKDNSMTLLQATLDIVETETSKENSPNYGLLLLWASLSNAVPVAFWTLAYVLSHPDIHK   300
gi|73973079|ref|XP_538946.2| ENLGTHGTMELNHLVRNLLYPVTMNMLFKKGLFPRNEGKIREFYQHFQAYDEGFEYGSQMPECLLRNWSKSKKWLLALFEKNIPDIKTYKSAKDNSMTLMQTMLDIVEMERKEEKSPNYGLLLLWASLSNAVPVAFWTLAFVLSHPSIHK   300
gi|149642639|ref|NP_001092408.1| QNLGTHGTTDLNKFMRHLLYPVTVNILFKKGLFPTDERKIREFHQHFQAYDEGFEYGSQLPECLLRNWSKSKKWLLALFEKNIPDIKTHKSAKENYPTVMQAVLDLLEMEANEQKSPNYGLLLLWASLSNTVPVAFWTFAFVLSHPNIHR   300
gi|118089224|ref|XP_420063.2| AHLGTEGTGDLMELVRHLLN-----------------------------------------------WSKSKKWLLKLFEKVVSDAERTNPSETTSKTLLQHLLDNLQGKHL---APNYGLLMLWASQANAVPIAFWTLVFILSSPSVYK   300
gi|71834522|ref|NP_001025360.1| ESLGSEGSGQLNELIKSVMYPSVMSNLLGRCNSPSSALSRQEFLEKFTTYDEGFEYGSQLPEMFLKEWSNSKHWLLSLLRKMVIKSEETLYSESDRKTLLQHLAASISEQYL----PNYGLLLLWASLANAIPVTFWAVAFILSNPTAYK   300
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gi|9256529|ref|NP_061375.1| TVLESISSVFGTAGKDKIKVSEDDLKKLLIIKWCILESVRLRAPGVITRKVVKPVKILNHTVPSGDLLMLSPFWLHRNPKYFPEPESFKPERWKEANLDKYIFLDYFMAFGGGKFQCPGRWFALLEIQLCIILVLYKYECSLLDPLPKQS   450
gi|109485827|ref|XP_236983.4| TIVESISSVFGTAGKDKIQVSENDLKKLLLIKWCILESIRLRAPGVITRKVVKPVKILNHTVPSGDLLMLSPFWLHRNPKYFPEPESFKPERWKEANLDKYIFLDYFMAFGGGKFQCPGRWFALLEIQLCIILVLYKYECSLLDPLPKQS   450
gi|32313587|ref|NP_057677.2| AIMEGISSVFGKAGKDKIKVSEDDLENLLLIKWCVLETIRLKAPGVITRKVVKPVEILNYIIPSGDLLMLSPFWLHRNPKYFPEPELFKPERWKKANLEKHSFLDCFMAFGSGKFQCPARWFALLEVQMCIILILYKYDCSLLDPLPKQS   450
gi|114607654|ref|XP_518518.2| AIMEGISSVFGKAGKDKIKVSEDDLEKLLLIKWCVLETIRLKAPGVITRKVVKPVEILNYIIPSGDLLMLSPFWLHRNPKYFPEPELFKPERWKKANLEKHSFLDCFMAFGSGKFQCPARWFALLEVQMCIILILYKYDCSLLDPLPKQS   450
gi|73973079|ref|XP_538946.2| TIMEGVSSVFGTAGKDKMKVSEDDLKKLPLIKWCILEAIRLRAPGIITRKVLKPVKILNYTVPSGDLLMLSPFWLHRNPEYFPEPELFKPERWKKANLEKHAFLDWFMAFGSGKYQCPGRWFALLEIQICIILILYKYDCSLLDPLPKQS   450
gi|149642639|ref|NP_001092408.1| TIMEGISSVFGTAGKDKIKVSEDDLKKLPLIKWCILETIRLRAPGVIARKVLKPVKILDYTVPSGDLLMLSPFWLHRNPKYFPEPDLFKPERWKEANLEKHAFLDCFMAFGSGKYQCPGRWLALLEIQICIILIFYYYDCSLLDPLPKQS   450
gi|118089224|ref|XP_420063.2| KVMEDLTSVFGNTGKDEIEVSEEDLKNLPYIKWCTLEAIRLRSPGAITKKVIKPIRIQSFTIPAGDMLMLSPYWLHRNPKYFPDPEMFKPDRWKEANLEKNAFLDGFVAFGGGNHQCPGRWFAIMEIQLLVALFLYKYEFVLLDAVPKES   450
gi|71834522|ref|NP_001025360.1| IVMDQINSVLGRQDKQKTKVTLDDLQQMPYVKWCIMEAIRLRAPGAITRKVVRPLKLQNYVIPPGDMLMLSPYWAHRNPKYFPDPEDFKPERWETADLEKNVLLEGFVAFGGGKNQCPGRWYAIMELHMFVALILYKFEFAQLDPMPKPS   450
                         .......310.......320.......330.......340.......350.......360.......370.......380.......390.......400.......410.......420.......430.......440.......450

                                    ****. **     :.:*   
gi|9256529|ref|NP_061375.1| SRHLVGVPQPAGKCRIEYKQRA   472
gi|109485827|ref|XP_236983.4| SLHLVGVPQPAGKCRIEYKQRV   472
gi|32313587|ref|NP_057677.2| YLHLVGVPQPEGQCRIEYKQRI   472
gi|114607654|ref|XP_518518.2| YLHLVGVPQPEGQCRIEYKQRI   472
gi|73973079|ref|XP_538946.2| FLHLVGVQQPEGQCRIEFKQRK   472
gi|149642639|ref|NP_001092408.1| SLHLVGVQQPEGRCRIQFKQRK   472
gi|118089224|ref|XP_420063.2| PLHLVGTQQPLTPFRVQYKGWE   472
gi|71834522|ref|NP_001025360.1| PLHLVGTQQPDGPCTVRYKHR-   472
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