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gi|4506067|ref|NP_002728.1| ----------MADVFPGNDSTASQDVANRFARKGALRQKNVHEVKDHKFIARFFKQPTFCSHCTDFIW---------GFGKQGFQCQVCCFVVHKRCHEFVTFSCPGADKGPDTDDPRSKHKFKIHTYGSPTFCDHCGSLLYGLIHQGMK   150
gi|6755078|ref|NP_035231.1| ----------MADVYPANDSTASQDVANRFARKGALRQKNVHEVKDHKFIARFFKQPTFCSHCTDFIW---------GFGKQGFQCQVCCFVVHKRCHEFVTFSCPGADKGPDTDDPRSKHKFKIHTYGSPTFCDHCGSLLYGLIHQGMK   150
gi|73965409|ref|XP_548026.2| -------------------------------------------------------------------------------------------MVLKR---LTKLFCKGQD-------PRSKHKFKIHTYGSPTFCDHCGSLLYGLIHQGMK   150
gi|27806089|ref|NP_776860.1| ----------MADVFPAAEPAAPQDVANRFARKGALRQKNVHEVKNHRFIARFFKQPTFCSHCTDFIW---------GFGKQGFQCQVCCFVVHKRCHEFVTFSCPGADKGPDTDDPRSKHKFKIHTYGSPTFCDHCGSLLYGLIHQGMK   150
gi|109489230|ref|XP_343976.3| -------------------------------------------------------------------------------MTICIKCEFCCFVVHKRCHEFVTFSCPGADKGPDTDDPRSKHKFKIHTYGSPTFCDHCGSLLYGLIHQGMK   150
gi|61098322|ref|NP_001012822.1| ----------MADVFPGSEPGAAPDAARRFARKGALRQKNVHEVKEHKFIARFFKQPTFCSHCTDFIW---------GFGKQGFQCQVCCFVVHKRCHEFVTFSCPGADKGPDTDDPRSKHKFKIHTYGSPTFCDHCGSLLYGLLHQGMK   150
gi|292614846|ref|XP_002662450.1| ----------MADTQSNEQSSS--DVANRFARKGALRQKNVHEVKNHKFTARFFKQPTFCSHCTDFIW---------GFGKQGFQCQVCCFVVHKRCHELVTFSCPGADKGPDTDDPRSKHKFKIHTYGSPTFCDHCGSLLYGLIHQGMK   150
gi|71986426|ref|NP_001024517.1| --------MSLSTNSSVKEDEAQRIEGKAFVRRGALRQKNVHEIKSHKFIARFFKQPTFCSHCKDFLW---------GITKQGFQCQVCTLVVHKRCHEFVNFACPGADKGVDTDDPRQQHKWKVQTYSSPTFCDHCGSLLYGILHQGMK   150
gi|24654282|ref|NP_725626.1| MSEGSDNNGDPQQQGAEG-EAVGENKMKSRLRKGALKKKNVFNVKDHCFIARFFKQPTFCSHCKDFICGYQSGYAWMGFGKQGFQCQVCSYVVHKRCHEYVTFICPGKDKGIDSDSPKTQHNFEPFTYAGPTFCDHCGSLLYGIYHQGLK   150
gi|158300340|ref|XP_320290.4| -GTGRGKMADDDNTLEEIPEAENKMALRNRGRKGALKKKNVYNVKDHRFIPRFFKQPTFCSHCKDFICGFQAVFCHLGFGKQGFQCQVCSFVVHKRCHEYVTFKCPGADKGADSDDTRTKHEFKEWTYSSPTFCDHCGSLLYGLIHQGLK   150
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gi|4506067|ref|NP_002728.1| CDTCDMNVHKQCVINVPSLCGMDHTEKRGRIYLKAEVADEKLHVTVRDAKNLIPMDPNGLSDPYVKLKLIP-DPKNESKQKTKTIRSTLNPQWNESFTFKLKPSDKDRRLSVEIWDWDRTTRNDFMGSLSFGVSELMKMPASGWYKLLNQ   300
gi|6755078|ref|NP_035231.1| CDTCDMNVHNQCVINDPSLCGMDHTEKRGRIYLKAEVTDEKLHVTVRDAKNLIPMDPNGLSDPYVKLKLIP-DPKNESKQKTKTIRSNLNPQWNESFTFKLKPSDKDRRLSVEIWDWDRTTRNDFMGSLSFGVSELMKMPASGWYKAHNQ   300
gi|73965409|ref|XP_548026.2| CDTCDMNVHKQCVINVPSLCGMDHTEKRGRIYLKAEVTDEKLHVTVRDAKNLIPMDPNGLSDPYVKLKLIP-DPKNESKQKTKTIRSTLNPQWNESFTFKLKPSDKDRRLSVEIWDWDRTTRNDFMGSLSFGVSELMKMPASGWYKLLNQ   300
gi|27806089|ref|NP_776860.1| CDTCDMNVHKQCVINVPSLCGMDHTEKRGRIYLKAEVTDEKLHVTVRDAKNLIPMDPNGLSDPYVKLKLIP-DPKNESKQKTKTIRSTLNPRWDESFTFKLKPSDKDRRLSEEIWDWDRTTRNDFMGSLSFGVSELMKMPASGWYKLLNQ   300
gi|109489230|ref|XP_343976.3| CDTCDMNVHKQCVINVPSLCGMDHTEKRGRIYLKAEVTDEKLHVTVRDAKNLIPMDPNGLSDPYVKLKLIP-DPKNESKQKTKTIRSTLNPQWNESFTFKLKPSDKDRRLSVEIWDWDRTTRNDFMGSLSFGVSELMKMPASGWYKLLNQ   300
gi|61098322|ref|NP_001012822.1| CDTCDMNVHKQCVINVPSLCGMDHTEKRGRIYLKAEVTGDKLEVTVREAKNLIPMDPNGLSDPYVKLKLIP-DPKNESKQKTKTFRSTLNPHWNESFTFKLKPTDKDRRLSVEVWDWDRTTRNDFMGSLSFGVSELMKMPASGWYKLLNQ   300
gi|292614846|ref|XP_002662450.1| CDSCDMNVHKQCVMNVPSLCGTDHTERRGRLYMKIEVIGDKMHVTVGEGKNLIPMDPNGLSDPYVKLKLIP-DPKNETKQKTKTIRSSLNPTWNETFTFKLKPADKDRRLAVEVWDWDRTTRNDFMGSMSFGVSELMKSPVCGWYKMLNQ   300
gi|71986426|ref|NP_001024517.1| CQSCDTNVHHRCVKNVPNMCGTDNTEKRGRLRIEAHIENDQLTIKILEAKNLIPMDPNGLSDPYVKCKLIPEDSGCKSKQKTKTLRATLNPQWNETFTYKLLPGDKDRRLSIEVWDWDRTSRNDFMGSLSFGISELMKEAASGWYKLLSA   300
gi|24654282|ref|NP_725626.1| CSACDMNVHARCKENVPSLCGCDHTERRGRIYLEINVKENLLTVQIKEGRNLIPMDPNGLSDPYVKVKLIPDDKDQS-KKKTRTIKACLNPVWNETLTYDLKPEDKDRRILIEVWDWDRTSRNDFMGALSFGISEIIKNPTNGWFKLLTQ   300
gi|158300340|ref|XP_320290.4| CTACDMNVHKRCEESVPNLCGCDHTERRGRIQLTITYAAGKLNIEVKQGRNLIPMDPNGSSDPYVKIKLIP-DADNV-KKKTKTIRASLNPVWNETLIFDLKPEDKDRRLLIEVWDWDRTSRNDFMGSLSFGISEILKNPVDGWFKLLTQ   300
                         .......160.......170.......180.......190.......200.......210.......220.......230.......240.......250.......260.......270.......280.......290.......300

                                  :***:**:  .        :::.             .                 .: : :: :****: **********:*.: * :.**:***:****::********** ******  .**.**. *******:***:****:*****
gi|4506067|ref|NP_002728.1| EEGEYYNVPIPEGDEEGNMELRQKFEK--AKLGPAGNKVISPSEDRKQ----PSNNLDRVKLTDFNFLMVLGKGSFGKVMLADRKGTEELYAIKILKKDVVIQDDDVECTMVEKRVLALLDKPPFLTQLHSCFQTVDRLYFVMEYVNGGD   450
gi|6755078|ref|NP_035231.1| EEGEYYNVPIPEGDEEGNMELRQKFEK--AKLGPVGNKVISPSEDRKQ----PSNNLDRVKLTDFNFLMVLGKGSFGKVMLADRKGTEELYAIKILKKDVVIQDDDVECTMVEKRVLALLDKPPFLTQLHSCFQTVDRLYFVMEYVNGGD   450
gi|73965409|ref|XP_548026.2| EEGEYYNVPIPEGDEEGNVELRQKFEK--AKLGPAGNKVISPSEDRRQ----PSNNLDRVKLTDFNFLMVLGKGSFGKVMLADRKGTEELYAIKILKKDVVIQDDDVECTMVEKRVLALLDKPPFLTQLHSCFQTVDRLYFVMEYVNGGD   450
gi|27806089|ref|NP_776860.1| EEGEYYNVPIPEGDEEGNVELRQKFEK--AKLGPAGNKVISPSEDRRQ----PSNNLDRVKLTDFNFLMVLGKGSFGKVMLADRKGTEELYAIKILKKDVVIQDDDVECTMVEKRVLALLDKPPFLTQLHSCFQTVDRLYFVMEYVNGGD   450
gi|109489230|ref|XP_343976.3| EEGEYYNVPIPEGDEEGNVELRQKFEK--AKLGPAGNKVISPSEDRKQ----PSNNLDRVKLTDFNFLMVLGKGSFGKVMLADRKGTEELYAIKILKKDVVIQDDDVECTMVEKRVLALLDKPPFLTQLHSCFQTVDRLYFVMEYVNGGD   450
gi|61098322|ref|NP_001012822.1| EEGEYYNVPIPDADEDGNAELRQKFEK--AKLGPAGNKVITPSEDRNSSV--PSNNLDRVKLTDFNFLMVLGKGSFGKVMLADRKNTEELYAIKILKKDVVIQDDDVECTMVEKRVLALQDKPPFLTQLHSCFQTVDRLYFVMEYVNGGD   450
gi|292614846|ref|XP_002662450.1| EEGEYYNVPIPDEDDP-DTELRQKFEI--AKLGPP-KKNITALDDSGSSI--TSSNVDNVRLSDFNFLAVLGKGSFGKVMLAEMKSSDELFAIKILKKDVVIQDDDVECTMVEKRVLAQQDKPPFLTQLHSCFQTVDRLYFVMEYVNGGD   450
gi|71986426|ref|NP_001024517.1| EEGEFYNINITPEYDEDMEKVRKKMNENFITRDNSSSKPKDPAAPRASTLPLGSSNHNVIKASDFNFLTVLGKGSFGKVLLGEQKTTKELFAIKVLKKDVIIQDDDVECTMTEKRVLALPEKPSFLVALHSCFQTMDRLYFVMEFVNGGD   450
gi|24654282|ref|NP_725626.1| DEGEYYNVPCA-DDEQDLLKLKQKPSQ---------KKPMVMRSDTNT---HTSSKKDMIRATDFNFIKVLGKGSFGKVLLAERKGSEELYAIKILKKDVIIQDDDVECTMIEKRVLALGEKPPFLVQLHSCFQTMDRLFFVMEYVNGGD   450
gi|158300340|ref|XP_320290.4| EEGEYYNVPVP-EEGADLVQLKS-QMR---------KIPMMGDKDVP----HNMTKKDVIRATDFNFLMVLGKGSFGKVMLAERKGTDELYAIKILKKDIIIQDDDVECTMVEKRVLALSSKPPFLVQLHSCFQTMDRLYFVMEYVNGGD   450
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gi|4506067|ref|NP_002728.1| LMYHIQQVGKFKEPQAVFYA--AEISIGLFFLHK---RGIIYRDLK-LDNVMLDSEG--HIKIADFGMCKEHMMDGVTTRTFCGTPDYIAPEIIAYQPYGKSVDWWAYGVLLYEMLAGQPPFDGEDEDELFQSIMEHNVSYPKSLSKEAV   600
gi|6755078|ref|NP_035231.1| LMYHIQQVGKFKEPQAVFYA--AEISIGLFFLHK---RGIIYRDLK-LNNVMLNSEG--HIKIADFGMCKEHMMDGVTTRTFCGTPDYIAPEIIAYQPYGKSVDWWAYGVLLYEMLAGQPPFDGEDEDELFQSIMEHNVSYPKSLSKEAV   600
gi|73965409|ref|XP_548026.2| LMYHIQQVGKFKEPQAVFYA--AEISIGLFFLHK---RGIIYRDLK-LDNVMLDSEG--HIKIADFGMCKEHMMDGVTTRTFCGTPDYIAPEIIAYQPYGKSVDWWAYGVLLYEMLAGQPPFDGEDEDELFQSIMEHNVSYPKSLSKEAV   600
gi|27806089|ref|NP_776860.1| LMYHIQQVGKFKEPQAVFYA--AEISIGLFFLHK---RGIIYRDLK-LDNVMLDSEG--HIKIADFGMCKEHMMDGVTTRTFCGTPDYIAPEIIAYQPYGKSVDWWAYGVLLYEMLAGQPPFDGEDEDELFQSIMEHNVSYPKSLSKEAV   600
gi|109489230|ref|XP_343976.3| LMYHIQQVGKFKEPQAVFYA--AEISIGLFFLHK---RGIIYRDLK-LDNVMLDSEG--HIKIADFGMCKEHMMDGVTTRTFCGTPDYIAPEIIAYQPYGKSVDWWAYGVLLYEMLAGQPPFDGEDEDELFQSIMEHNVSYPKSLSKEAV   600
gi|61098322|ref|NP_001012822.1| LMYHIQQVGKFKEPQAVFYA--AEISVGLFFLHN---RGIVYRDLK-LDNVMLDSEG--HIKIADFGMCKEHMLDGVTTRTFCGTPDYIAPEIIAYQPYGKSVDWWAYGVLLYEMLAGQPPFDGEDEDELFQSIMEHNVSYPKSLSKEAV   600
gi|292614846|ref|XP_002662450.1| LMYHIQQVGKFKEPQAVFYA--AEIAVGLFFLHK---KGIIYRDLK-LDNVMLDAEG--HIKIADFGMCKENIVEGVTTRTFCGTPDYIAPEIIAYQPYGRSVDWWAYGVLLYEMLAGQPPFDGEDEDELFQSIMEHNVSYSKTLSKEAV   600
gi|71986426|ref|NP_001024517.1| LMYQIQQVGKFKEPVAVFYA--AEIAVGLFFLHS---KGIIYRDLK-LDNVMLERDG--HIKITDFGMCKENIFGDATTKTFCGTPDYIAPEIILYQPYGKSVDWWAYGVLLFEMLAGQPPFDGEDEDELFTAITEHNVSYPKSLSKEAV   600
gi|24654282|ref|NP_725626.1| LMFQIQQFGKFKEPVAVFYA--AEIAAGLFFLHT---KGILYRDLK-LDNVLLDADG--HVKIADFGMCKENIVGDKTTKTFCGTPDYIAPEIILYQPYGKSVDWWAYGVLLYEMLVGQPPFDGEDEEELFAAITDHNVSYPKSLSKEAK   600
gi|158300340|ref|XP_320290.4| LMFQIQQCGKFKEPVAVAIIPIANNAARTMTQRTRVARGMLLRKFCPLDNTSERAKEREQTKIADFGMCKEGILGDKTTKTFCGTPDYIAPEIILYQPYGKSVDWWAYGVLLYEMLVGQPPFDGEDEEELFAAITDHNVSYPKSLSKEAK   600
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gi|4506067|ref|NP_002728.1| SICKGLMTKHPAKRLGCGPEGE---RDVREHAFFRRIDWEKLENREIQPPFKPKVCG-KGAENFDKFFTRGQPVLTPPDQLVIANIDQSDFEGFSYVNPQFVHPILQSAV   710
gi|6755078|ref|NP_035231.1| SICKGLMTKQPAKRLGCGPEGE---RDVREHAFFRRIDWEKLENREIQPPFKPKVCG-KGAENFDKFFTRGQPVLTPPDQLVIANIDQSDFEGFSYVNPQFVHPILQSAV   710
gi|73965409|ref|XP_548026.2| SICKGLMTKHPGKRLGCGPEGE---RDVREHAFFRRIDWEKLENREIQPPFKPKVCG-KGAENFDKFFTRGQPVLTPPDQLVIANIDQSDFEGFSYVNPQFVHPILQSAV   710
gi|27806089|ref|NP_776860.1| SICKGLMTKHPGKRLGCGPEGE---RDVREHAFFRRIDWEKLENREIQPPFKPKVCG-KGAENFDKFFTRGQPVLTPPDQLVIANIDQSDFEGFSYVNPQFVHPILQSAV   710
gi|109489230|ref|XP_343976.3| SICKGLMTKHPAKRLGCGPEGE---RDVREHAFFRRIDWEKLENREIQPPFKPKVCG-KGAENFDKFFTRGQPVLTPPDQLVIANIDQSDFEGFSYVNPQFVHPILQSAV   710
gi|61098322|ref|NP_001012822.1| SICKGLMTKHPAKRLGCGLEGE---RDIREHAFFRRIDWEKLENREIQPPFKPKVCG-KGAENFDKFFTRGQPVLTPPDQLVIANIDQSDFEGFSYVNPQFVHPLLENVA   710
gi|292614846|ref|XP_002662450.1| SICKGLMTKHPSKRLGCGQEGE---RDIREHAFFRRIDWDRLANREVQPPFKPKVCG-KGAENFDKFFTRTQPQLTPPDELVIANIDQADFDGFTFVNPQFVHPSLVNTE   710
gi|71986426|ref|NP_001024517.1| SLCKALLIKNPSKRLGCTGDDESASRDIKEHPFFRRIDWFKIETRQIQPPFKPKLKTDRSTENFDHSFLKLPTKMTPPDWEVLENLKGDEFSNFSFVNPFYVKDVEP---   710
gi|24654282|ref|NP_725626.1| EACKGFLTKQPNKRLGCGSSGE---EDVRLHPFFRRIDWEKIENREVQPPFKPKIKHRKDVSNFDKQFTSEKTDLTPTDKVFMMNLDQSEFVGFSYMNPEYVFSP-----   710
gi|158300340|ref|XP_320290.4| DVCKGLLTKNPQKRLGCGARGE---EDVRAHAFFRRIDWEKIENREVQPPFKPKIKHRKDVSNFDRQFTSEKTDLTPTDKLFMMNLDQTEFNGFSYLNPEFVQYV-----   710
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