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gi|47419907|ref|NP_057653.3| MSLSMRDPVIPGTSMAYHPFLPHRAPDFAMSAVLGHQPPFFPALTLPPNGAAALSLPGALAKPIMDQLVGAAETGIPFSSLG--PQAHLRPLKTMEPEEEVEDDPKVHLEAKELWDQFHKRGTEMVITKSGRRMFPPFKVRCSGLDKKAK   150
gi|114647148|ref|XP_001154426.1| MSLSMRDPVIPGTSMAYHPFLPHRAPDFAMSAVLGHQPPFFPALTLPPNGAAALSLPGALAKPIMDQLVGAAETGIPFSSLG--PQAHLRPLKTMEPEEEVEDDPKVHLEAKELWDQFHKRGTEMVITKSGRRMFPPFKVRCSGLDKKAK   150
gi|73995264|ref|XP_534692.2| MSLSMRDPVIPGTSMAYHPFLPHRAPDFAMSAVLGHQPPFFPALTLPPNGAAALSLPGALAKPIMDQLVGAAETGIPFSSLG--PQAHLRPLKTMEPEEEVEDDPKVHLEAKELWDQFHKRGTEMVITKSGRRMFPPFKVRCSGLDKKAK   150
gi|194674676|ref|XP_001787873.1| MSLSMRDPVIPGTSMAYHPFLPHRAPDFAMSAVLGHQPPFFPALTLPPNGAAALSLPGALAKPIMDQLVGAAETGIPFSSLG--PQTHLRPLKTMEPEEEVEDDPKVHLEAKELWDQFHKRGTEMVITKSGRRMFPPFKVRCSGLDKKAK   150
gi|37622347|ref|NP_035665.2| MSLSMRDPVIPGTSMAYHPFLPHRAPDFAMSAVLGHQPPFFPALTLPPNGAAALSLPGALAKPIMDQLVGAAETGIPFSSLG--PQAHLRPLKTMEPEEDVEDDPKVHLEAKELWDQFHKRGTEMVITKSGRRMFPPFKVRCSGLDKKAK   150
gi|31745146|ref|NP_853669.1| MSLSMRDPVIPGTSMAYHPFLPHRAPDFAMSAVLGHQPPFFPALTLPPNGAAALSLPGALAKPIMDQLVGAAETGIPFSSLG--PQAHLRPLKTMEPEEDVEDDPKVHLEAKELWDQFHKRGTEMVITKSGRRMFPPFKVRCSGLDKKAK   150
gi|118098874|ref|XP_001234535.1| --------------MAYHPFLPHRAPDFAMSAVLGHQPPFFPALALPPNGAAALSLPGALAKPIMDQLVGAAETAIPFSSLGHQAAAHLRPLKTLEPEEEVEDDPKVHLEAKELWEQFHKRGTEMVITKSGRRMFPPFKVRCTGLDKKAK   150
gi|156104899|ref|NP_001095140.1| ----MRDPVIQGSSMAYHPFLPHRGPEFAMSAMLGHQPPFFPALALPPNGS--LSLPGALGKPIMEQLMGAAETGLHFSSLG-HQAAHLRPLKTLEPEEEVEDDPKVHLEAKELWELFHKRGTEMVITKSGRRMFPPFKVRCTGLDKKAK   150
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gi|47419907|ref|NP_057653.3| YILLMDIIAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVTFHKLKLTNNISDKHGFTLAFPSDHATWQGNYSFGTQTILNSMHKYQPRFHIVRANDILKLPYSTFRTYLFPETEFIAVTAYQNDKITQLKIDNNP   300
gi|114647148|ref|XP_001154426.1| YILLMDIIAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVTFHKLKLTNNISDKHGFTLAFPSDHATWQGNYSFGTQTILNSMHKYQPRFHIVRANDILKLPYSTFRTYLFPETEFIAVTAYQNDKITQLKIDNNP   300
gi|73995264|ref|XP_534692.2| YILLMDIIAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVTFHKLKLTNNISDKHGF--------------------TILNSMHKYQPRFHIVRANDILKLPYSTFRTYLFPETEFIAVTAYQNDKITQLKIDNNP   300
gi|194674676|ref|XP_001787873.1| YILLMDIIAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVTFHKLKLTNNISDKHGFTLAFPSDQATWQGNYSFGTQTILNSMHKYQPRFHIVRANDILKLPYSTFRTYLFPETEFIAVTAYQNDKITQLKIDNNP   300
gi|37622347|ref|NP_035665.2| YILLMDIIAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVTFHKLKLTNNISDKHGFTLAFPSDHATWQGNYSFGTQTILNSMHKYQPRFHIVRANDILKLPYSTFRTYLFPETEFIAVTAYQNDKITQLKIDNNP   300
gi|31745146|ref|NP_853669.1| YILLMDIIAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVTFHKLKLTNNISDKHGFTLAFPSDHATWQGNYSFGTQTILNSMHKYQPRFHIVRANDILKLPYSTFRTYLFPETEFIAVTAYQNDKITQLKIDNNP   300
gi|118098874|ref|XP_001234535.1| YILLMDIVAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVTFHKLKLTNNISDKHGF--------------------TILNSMHKYQPRFHIVRANDILKLPYSTFRTYVFPETEFIAVTAYQNDKITQLKIDNNP   300
gi|156104899|ref|NP_001095140.1| YILLMDIVAADDCRYKFHNSRWMVAGKADPEMPKRMYIHPDSPATGEQWMSKVVNFHKLKLTNNISDKHGF--------------------TILNSMHKYQPRFHIVRANDILKLPYSTFRTYVFPETDFIAVTAYQNDKITQLKIDHNP   300
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gi|47419907|ref|NP_057653.3| FAKGFRDTGNGRREKRKQLTLQSMRVFDERHKKENGTSDESSSEQAAFNCFAQASSPAASTVGTSNLKDLCPSEGESDAEAESKEEHGPEACDAAKISTTTSEEPC------------RDKGSPAVKAHLFAAE---RPRDSGRLDKASP   450
gi|114647148|ref|XP_001154426.1| FAKGFRDTGNGRREKRKQLTLQSMRVFDERHKKENGTSDESSSEQAAFNCFAQASSPAVSTVGTSNLKDLCPSEGESDAEAESKEEHGPEACDAAKISTTTSEEPC------------RDKGSPAVKAHLFAAE---RPRDSGRLDKASP   450
gi|73995264|ref|XP_534692.2| FAKGFRDTGNGRREKRKQLTLQSMRVFDDRHKKENGTSDESSSEQAAFNCFAQSSSPAVSTVGTSNLKDLCPSEGESDAEADSKEEHGPEACDAAKISTTTSEEPS------------RDKGSPALKAHLFAAEPGGRPRDGGRPDKASP   450
gi|194674676|ref|XP_001787873.1| FAKGFRDTGNGRREKRKQLTLQSMRVFDDRHKKENGTSDESSSEQAAFNCFAQSSSPAVSTVGTSNLKDLCPSEGESDAEADSKEEHGPEACDTAKISTTTSEDPC------------RDKGSPAVKAHLFAAEPGGRARDSGRLDKASP   450
gi|37622347|ref|NP_035665.2| FAKGFRDTGNGRREKRKQLTLQSMRVFEERHKKET--SDESSSEQAAFNCFAQASSPAVSIVGTSNLKDLCPSEAESDAEAESKEEHGPEACDAAKISTTTAEEPG------------RDKGSPATRAQLFPAEPS-RARDTARLDKASP   450
gi|31745146|ref|NP_853669.1| FAKGFRDTGNGRREKRKQLTLQSMRVFDERHKKETGTSDESSSEQAAFNCFAQASSPAVSTVGTSNLKDLCPSEAESDAEAESKEEHGPEACDTAKISTTTAEEPG------------RDKGSPATRAQLFPAEPS-RARDTARLDKASP   450
gi|118098874|ref|XP_001234535.1| FAKGFRDTGNGRREKRKQLTLQSMRVYDERQKKENPTSDESSNEQTAFKCFAQSSCPAVPAVGTSSLKDLCPSEG--DSDADSKDDPLLEASESGKISTTTATTPAPASSGAAASDDPRDKGGSPSKSHFFPSDSA-TSRSRERTEKAPP   450
gi|156104899|ref|NP_001095140.1| FAKGFRDTGNGRREKRKQLALQSMRSYEEQQKKENGTSDDSSGEQASFKCFRQASSPAVSTAGHNHLKDFCDSDE--DSDEEDKDANAKEGPDSSKISTTTEDSKD------------QDAG--LGKSVFGESDSS----SGRRSEKTRA   450
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gi|47419907|ref|NP_057653.3| DSRHSPATISSSTR--GLGAEERRSPVREGTAPAK-VEEARALPGKEAFAPLTVQTDAAAAHLAQGPLPGLGFAPGLAGQQFF----NGHPLFLHPSQFAMGGAFSSMAAAGMGPLLATVSGASTGVSGLDSTAMASAAAAQGLSGASAA   600
gi|114647148|ref|XP_001154426.1| DSRHSPATISSSTR--GLGAEERRSPVREGTAPAK-VEEARALPGKEAFAPLTVQTDAAAAHLAQGPLPGLGFAPGLAGQQFF----NGHPLFLHPSQFAMGGAFSSMAAAGMGPLLATVSGASTGVSGLDSTAMASAAAAQGLSGASAA   600
gi|73995264|ref|XP_534692.2| DSRHSPATISSSTR--GLGADERRSPGREGAAPSK-AEEARALPGKEAFAPLTVQTDAAAAHLGQGPLPGLGFAPGLAGQQFF----NGHPLFLHPGQFAMGGAFSGMAAG-MGPLLATVSGASTGVSGLDSTAMASAAAAQGLSGASAA   600
gi|194674676|ref|XP_001787873.1| DSRHSPATISSSTR--GLGAEERRSPGRDSAATSKAAEEARVLPGKEAFAPLTVQTDPAAAHLGQGPLPGLGFAPGLAGQQFF----NGHPLFLHPGQFAMGGAFSSMAAG-MGPLLATVSGASTGVSGLDSTAMASAAAAQGLSGAS-A   600
gi|37622347|ref|NP_035665.2| DSRHSPATISSSTR--VPGADERRSPGREGPVATK-VDEARAIPAKDAFAPLSVQTD-ATAHLAQGPLPGLGFAPGLAGQQFF----NGHPLFLHPGQFAMGGAFSSMAAG-MGPLLATVSGASTGVSGLESTAMASAAAAQGLSGASAA   600
gi|31745146|ref|NP_853669.1| DSRHSPATISSSTR--VPGADEHRSPGREGPVSAK-VDEARALPAKDAFAPLSVQTD-ATAHLTQGPLPGLGFAPGLAGQQFF----NGHPLFLHPGQFAMGGAFSSMAAG-MGPLLATVSGASTGVSGLDSTAMASAAAAQGLSGASAA   600
gi|118098874|ref|XP_001234535.1| DSRHSPATISSSSRGGGLSGEELKSPLRDG---PK-VDENRLLAG--------------------------------------------IALLLHPGQFAMGGALSGKAAG-MGLLLATVSGASAGGSGLDSTVMP-TEAAQGLSGASTS   600
gi|156104899|ref|NP_001095140.1| DSRSPITLISSTTR----SGEELKSPVREP---AKTTDDCRTVSK-ENYMPLTVQTD-GAAHLNQNHLHNFGFPTGLAGQQFFNHLGGAHPFLLHPSQFNMGGAFSNMAAG-MGPILAAVS--SGGVGSLDGSSLP--SPSQSLTGAP--   600
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gi|47419907|ref|NP_057653.3| TLPFHLQQHVLASQGLAMSPFGSLFPYPYTYMAAAAAASSAAASSSVHRHPFLNLNTMRPRLRYSPYSIPVPVPDGSSLLTTALPSMAAAAGPLDGKVAALAASPASVAVDSGSELNSRSSTLSSSSMSLSPKLCAEKEAATSELQSIQR   750
gi|114647148|ref|XP_001154426.1| TLPFHLQQHVLASQGLAMSPFGSLFPYPYTYMAAAAAASSAAASSSVHRHPFLNLNTMRPRLRYSPYSIPVPVPDGSSLLTTALPSMAAAAGPLDGKVAALAASPASVAVDSGSELNSRSSTLSSSSVSLSPKLCAEKEAATSELQSIQR   750
gi|73995264|ref|XP_534692.2| TLPFHLQQHVLASQGWGRRRKLSRH-LAFPNALLSVREPLLETSSSVG--------------SRGPYSIFMPVPDGSSLLTTALPAMAAAAGPLDAKAAALAASPASVAVDSGSELNSRSSTLSSSSVSLSPKLCPEKEAATSELQSIQR   750
gi|194674676|ref|XP_001787873.1| TLPFHLQQHVLASQG--------------------VEEGWWMRSAPPH--------------RAG-------------------PAXXXXXXXXXXXXXXXXXSPASVAVDSGSELNSRSSTLSSSSVSLSPKLCPEKEAATSELQNIQR   750
gi|37622347|ref|NP_035665.2| TLPFHLQQHVLASQGLAMSPFGSLFPYPYTYMAAAAAASTAAASSSVHRHPFLNLNSMRPRLRYSPYSIPVPVPDSSSLLATALPSMASAAGPLDGKAAALAASPASVAVDSGSELNSRSSTLSSGSVSLSPKLCSEKEAATSELQSIQR   750
gi|31745146|ref|NP_853669.1| TLPFHLQQHVLASQGLAMSPFGSLFPYPYTYMAAAAAASSAAASSSVHRHPFLNLNSMRPRLRYSPYSIPVPVPDSSSLLATALPSMASAAGPLDGKSAVLAASPASVAVDSGSELNSRSSTLSSGSVSLSPKLCSEKEAATSELQSIQR   750
gi|118098874|ref|XP_001234535.1| ALPFHLQQHVLASQGLAMSPFGSLFPYPYTYMAAAAAAS-SAASNSVHRHPFLN--AVRPRLRYSPYPLPVPLPDGSSLLTTAMPGALAATS-GETKGSALASSPGAVPLDSASDLTSRSSTLSSGSVSLSPKLGADKEAATSELQNIQR   750
gi|156104899|ref|NP_001095140.1| -MPFHLQQHVLASQGLAMSPFGGLFPYPYTYMAAAAAAS-SAASSSVHRHPFLS--AVRPRLRYSPYSLPS--VPDSTLLTTAMQPMASSG--LEVKGDGMNTSPASAALDS--EVTSRS----SGSVSLSPKTCTEKDSS-SELQSIQR   750
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gi|47419907|ref|NP_057653.3| LVSGLEAKPDRSRSASP-------------------------------------------------------   822
gi|114647148|ref|XP_001154426.1| LVSGLEAKPDRSRSASP-------------------------------------------------------   822
gi|73995264|ref|XP_534692.2| LVSGLEAKPDRSRSGSP-------------------------------------------------------   822
gi|194674676|ref|XP_001787873.1| LVSGLEAKPDRSRSASP-------------------------------------------------------   822
gi|37622347|ref|NP_035665.2| LVSGLEAKPDRSCSGSP-------------------------------------------------------   822
gi|31745146|ref|NP_853669.1| LVSGLEAKPDRSCSGSP-------------------------------------------------------   822
gi|118098874|ref|XP_001234535.1| LVSGLDPKQDRSRSGSPLRAAHRWKINLLITEHEVYVYVAQEIPFNSTETPEIEDYSLYNPPNPNEIRYRNA   822
gi|156104899|ref|NP_001095140.1| LVSGLEPKPDRARSVSP-------------------------------------------------------   822
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