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gi|17981704|ref|NP_005183.2| MKPPSSIQTSEFDSSDEEPI-EDEQTPIHISWLSLSRVNCSQFLGLCALPGCKFKDVRRNVQKDTEELKSCGIQDIFVFCTRGELSKYRVPNLLDLYQQCGIITHHHPIADGGTPDIASCCEIMEELTTCLKNYRKTLIHCYGGLGRSCL   150
gi|114653081|ref|XP_510234.2| MKPPSSIQTSEFDSSDEEPI-EDEQTPIHISWLPLSRVNCSQFLGLCALPGCKFKDVRRNVQKDTEELKSCGIQDVFVFCTRGELSKYRVPNLLDLYQQCGIITHHHPIADGGTPDIASCCEIMEELTTCLKNYRKTLIHCYGGLGRSCL   150
gi|73962973|ref|XP_851730.1| MKPPSSLQTSEFDSSDEEPI-EDEQTPIQISWLPLSQVNCSQFLGLCALPGCKFKNVRRNIQKDTEELKSYGIQDIFVFCTRGELSKYRVPNLLDLYHQYGIITHHHPIPDGGTPDIASCCEIMEELAICLKNNRKTLIHCYGGLGRSCL   150
gi|94966956|ref|NP_001035672.1| MKPPSSMQTSEFDSSDEEPI-EDEQTPIQISWLPLSRVNCSQFLGLCALPGCKFKDVRRNIQKDT---------------------------------------------DGGTPDITSCCEIMEELEICLKNNRKTLIHCYGGLGRSCL   150
gi|82953890|ref|XP_904960.1| MKPPISIQASEFDSSDEEPV-DEEQTPIQISWLPLSRVNCSQFLGLCALPGCKFKDVRRNIQKDTEELKSYGIQDVFVFCTRGELSKYRVPNLLDLYQQYGIVTHHHPIPDGGTPDIGSCWEIMEELATCLKNNRKTLIHCYGGLGRSCL   150
gi|62661259|ref|XP_214152.2| MKPPISIQASEFDSSDEEPA-DDEQTPIQISWLPLSRVNCSQFLGLCALPGCKFKDVRRNIQKDTEELKSSGIQDVFVFCTRGELSKYRVPNLLDLYQQYGIVTHHHPIPDGGTPDIGSCWEIMEELATCLKNNRKTLIHCYGGLGRSCL   150
gi|254281290|ref|NP_001139153.1| ------MRTSEFDSSDEEDFGEEETTPFQISWLSLSMVECSQSLGICSLPGCRYKENRRNLQKDVAEMCDQGVEDVFVFCTRGELVRYRVPCLLEVYSQRGLRVHHFPFPDGGAPELYQCSCVLEELKDCLQNQRRTVIHCYGGLGRSGL   150
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gi|17981704|ref|NP_005183.2| VAACLLLYLSDTISPEQAIDSLRDLRGSGAIQTIKQYNYLHEFRDKLAAHLSSRDSQSR-SVSR   214
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gi|73962973|ref|XP_851730.1| VAACLLLYLSDTVSPQQAIDSLRDLRGSGAIQTIKQYNYLHEFRDKLAAHLSSRDPLSR-SVSR   214
gi|94966956|ref|NP_001035672.1| VAACLLLYLSDTVSPQQAIDSLRDLRGSGAIQTIKQYNYLHEFRDKLAAHLSSRNSLSR-SVSR   214
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