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gi | 59859878| ref | NP_001159. 2| LAAND- 142
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gi | 6753090| r ef | NP_033819. 1] LAA--- 140
gi | 59938766 ref | NP_001012318. 1] NGP--- 142
gi | 21355525] r ef | NP_650608. 1] NGK--- 153
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