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gi|23943920|ref|NP_077734.1| MSFIDPYQHIIVEHQYSHKFTVVVLRATKVTKGAFGDMLDTPDPYVELFISTTPDSRKRTRHFNNDINPVWNETFEFILDPNQENVLEITLMDANYVMDETLGTATFTVSSMKVGEKKEVPFIFNQVTEMVLEMSLEVCSCPDLRFSMAL   150
gi|114568449|ref|XP_001165694.1| MSFIDPYQHIIVEHQYSHKFTVVVLRATKVTKGAFGDMLDTPDPYVELFISTTPDSRKRTRHFNNDINPVWNETFEFILDPNQENVLEITLMDANYVMDETLGTATFTVSSMKVGEKKEVPFIFNQVTEMVLEMSLEVCSCPDLRFSMAL   150
gi|6679369|ref|NP_032895.1| MSFIDPYQHIIVEHQYSHKFTVVVLRATKVTKGTFGDMLDTPDPYVELFISTTPDSRKRTRHFNNDINPVWNETFEFILDPNQENVLEITLMDANYVMDETLGTATFPVSSMKVGEKKEVPFIFNQVTEMILEMSLEVCSCPDLRFSMAL   150
gi|19424224|ref|NP_598235.1| MSFIDPYQHIIVEHQYSHKFTVVVLRATKVTKGTFGDMLDTPDPYVELFISTTPDSRKRTRHFNNDINPVWNETFEFILDPNQENVLEITLMDANYVMDETLGTATFPVSSMKVGEKKEVPFIFNQVTEMILEMSLEVSSCPDLRFSMAL   150
gi|115497134|ref|NP_001069332.1| MSFIDPYQHIIVEHHYSHKFTVVVLRATKVTKGTFGDMLDTPDPYVELFISSTPDSRKRTRHFNNDINPVWNETFEFILDPNQENILEITLMDANYVMDETLGTTTFPISSMKVGEKKQVPFIFNQVTEMILEMSLEVCSSPDLRFSMAL   150
gi|73961231|ref|XP_537170.2| MSFIDPYQHIIVEHQYSHKFTVVVLRATKVTKGAFGDMLDTPDPYVELFISSTPDSRKRTRHFNNDINPVWNETFEFILDPNQENVLEVTLMDANYVMDETLGTATFPISSMRVGDKKEVPFIFNQVTEMFLEMSLEVCSSPDLRFSMAL   150
gi|45382223|ref|NP_990754.1| MSFIDPYQHIVVEHQYSHVFTVTVRKATNVTKGAIGDMLDTPDPYVELFIPSAPDCRKRTKHFNNDVNPVWNETFEFILDPNQDNVLEVTLMDANYVMDETLGMATFPISSLKLGEKKEVQLTFNNVTEMTLELSLEVCSSTDLRFSMAL   150
gi|18858457|ref|NP_571370.1| ------MSNIIVEHQYSHRLKLTVVRAENVTKGAFGDLLDTPDPYVELSVPTTPESRKRTRHINNDINPKWNETFEFILDPNQSNVLEVTLMDANYVMDETLGTAKYSLSKLKVAQMEHVTLSIGKTTKVFLDLLLEVCASTDLRFSMTL   150
gi|68395510|ref|XP_687485.1| ------MS--------PKELSETCV-------------MDTPDPYVELFIPTSPESRKKTRHIDNDINPEWNETFEFILDPNQDNVLKLTLMDANYVVDETLGTASYDISKLKVGQTMLVSFLIGKMTNVFLELSLEECLAMDLRFNLDL   150
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gi|23943920|ref|NP_077734.1| CDQEKTFRQQRKEHIRESMKKLLGPKNSEGLHSA-RDVPVVAILGSGGGFRAMVGFSGVMKALYESGILDCATYVAGLSGSTWYMSTLYSHPDFPEKGPEEINEELMKNVSHNPLLLLTPQKVKRYVESLWKKKSSGQPVTFTDIFGMLI   300
gi|114568449|ref|XP_001165694.1| CDQEKTFRQQRKEHIRESMKKLLGPKNSEGLHSA-RDVPVVAILGSGGGFRAMVGFSGVMKALYESGILDCATYVAGLSGSTWYMSTLYSHPDFPEKGPEEINEELMKNVSHNPLLLLTPQKVKRYVESLWKKKSSGQPVTFTDIFGMLI   300
gi|6679369|ref|NP_032895.1| CDQEKTFRQQRKENIKENMKKLLGPKKSEGLYST-RDVPVVAILGSGGGFRAMVGFSGVMKALYESGILDCATYIAGLSGSTWYMSTLYSHPDFPEKGPEEINEELMKNVSHNPLLLLTPQKVKRYVESLWKKKSSGQPVTFTDIFGMLI   300
gi|19424224|ref|NP_598235.1| CDQEKTFRQQRKENIKENMKKLLGPKKSEGLYST-RDVPVVAILGSGGGFRAMVGFSGVMKALYESGILDCATYVAGLSGSTWYMSTLYSHPDFPEKGPEEINEELMKNVSHNPLLLLTPQKVKRYVESLWKKKSSGLPVTFTDIFGMLI   300
gi|115497134|ref|NP_001069332.1| CDQEKAFRQQRKENIKENMKKLLGPKNSEGLHST-RDVPVVAILGSGGGFRAMVGFSGVMKALYESGILDCATYIAGLSGSTWYMSTLYSHPDFPEKGPEEINKELMKNVSHNPLLLLTPQKIKRYVESLWRKKSSGQPVTFTDIFGMLI   300
gi|73961231|ref|XP_537170.2| CDQEKAFRQQRKENIKENMKKLLGPENSEGLCST-RDVPVVAILGSGGGFRAMVGFSGVIKALYESGILDCATYVAGLSGSTWYMSTLYSHPDFPEKGPEEINEELMKNVSYNPLLLLTPQKVKRYVESLWKKKSSGQPVTFTDIFGMLI   300
gi|45382223|ref|NP_990754.1| CDEEKKFRQQRKDNIMQSMKSFLGEENSKNLTTS-RDVPVIAVLGSGGGFRAMVGFAGVMKALYESGVLDCATYIAGLSGSTWYMSTLYSHPDFPEKGPKEINQELMNSVSHNPLLLLTPQKVKRYIEALWNKKSSGQPVTFTDIFGMLI   300
gi|18858457|ref|NP_571370.1| CDQEKLFMQTRRDRVMLSIKKLLKMENPRFLPSSPREVPTIAILGSGGGFRAMVGFSGVMKALYESGVFDCATYVAGLSGSTWYMSMLYSHPEFPAKGPGDINKELMNRVSNNPLKLLLPQNINRYVKALWKKKSAGQPVTFTDIFGMLI   300
gi|68395510|ref|XP_687485.1| CPKEKLYRQHRRDKVMLAIKKLLNIEKPSSLPCSPHEVPVIAVLGSGGGFRAMIGFSGVMKALYISGVLDCVTYVAGLSGSTWYMSTLYSHPEFPTKGPEQINQELMNSVSSNPLRLLHPKHITNYIHALWSKKTTGQPVTFTDIFGMLI   300
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gi|23943920|ref|NP_077734.1| GETLIHNRMNTTLSSLKEKVNTAQCPLPLFTCLHVKPDVSELMFADWVEFSPYEIGMAKYGTFMAPDLFGSKFFMGTVVKKYEENPLHFLMGVWGSAFSILFNRVLGVSGSQSRGSTMEEELENITTKHIVSNDSSDSDDESHEPKGTEN   450
gi|114568449|ref|XP_001165694.1| GETLIHNRMNTTLSSLKEKVNTAQCPLPLFTCLHVKPDVSELMFADWVEFSPYEIGMAKYGTFMAPDLFGSKFFMGTVVKKYEENPLHFLMGVWGSAFSILFNRVLGVSGSQSRGSTMEEELENITTKHIVSNDSSDSDDESHEPKGTEN   450
gi|6679369|ref|NP_032895.1| GETLIQNRMSMTLSSLKEKVNAARCPLPLFTCLHVKPDVSELMFADWVEFSPYEIGMAKYGTFMAPDLFGSKFFMGTVVKKYEENPLHFLMGVWGSAFSILFNRVLGVSGSQNKGSTMEEELENITAKHIVSNDSSDSDDEAQGPKGTEN   450
gi|19424224|ref|NP_598235.1| GETLIQNRIVPTLSSLKEKVSAARCPLPLFTCLHVKPDVSELMFADWVEFSPYEIGMAKYGTFMTPDLFGSKFFMGTVVKKYEENPLHFLMGVWGSAFSILFNRVLGVSGLQNKGSTMEEELENITAKHIVSNDSSDSDDEAQGPKGTEN   450
gi|115497134|ref|NP_001069332.1| GETLIHNRMNTTLSSLKEKVNTGQCPLPLFTCLHVKPDVSELMFADWVEFSPFEIGMAKYGTFMAPDLFGSKFFMGTVVKKYEENPLHFLMGVWGSAFSILFNRVLGVSGSQSKGSTMEEELENITAKHIVSNDSSDSDDESQGPKGTEH   450
gi|73961231|ref|XP_537170.2| GETLIHNRMNTTLSSLKEKVSSGQCPLPLFTCLHVKPDVSELMFADWVEFSPYEIGMAKYGTFMAPDLFGSKFFMGTVVKKYEENPLHFLMGVWGSAFSILFNRVLGVSGSQNKGSTMEEELENITAEHIVSNDSSDSDDETQEPKGTEN   450
gi|45382223|ref|NP_990754.1| GETLIHNRMDTTLSDMKEKVSEAQCALPLFTCLHVKPDVSELMFADWVEFSPYEIGMAKYGTFMSPDLFGSKFFMGTVVKKYSENPLHFLMGVWGSAFSILFNRVLGVSNSQNKGPTMEEELENIRLKHLVSNDSSDSEDESQHPKGTEN   450
gi|18858457|ref|NP_571370.1| GETLIPGRMNIKLSSLKGKINEGQSPLPLFTCLHVKPDVSELMFADWVEFSPYEIGMAKYGTFMSPGLFGSKFFMGSVVKQYEENPLHFLMGVWGSAFSILFNRVLGVKETTS-SSTMEEELEQIKPEHIVGDDSADNEEETQRG-GTES   450
gi|68395510|ref|XP_687485.1| GETLIPARMDTKLRDLQEKINEAQAPLPLFTCLHVKPDVSELKFADWVEFSPYEIGMAKYGTFMTPDLFGSKFFMGNVVKKHEENPLHFLMGVWGSAFSILFNRILGLTDVTN-GSTMEEELEQIKPEHIVGEDSLDNDEDPHK------   450
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gi|23943920|ref|NP_077734.1| EDAGSDYQSDNQASWIHRMIMALVSDSALFNTREGRAGKVHNFMLGLNLNTSYPLSPLSDFATQDSFDDDELDAAVADPDEFERIYEPLDVKSKKIHVVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPSDSSPPFKELLLAEKWAKM   600
gi|114568449|ref|XP_001165694.1| EDAGSDYQSDNQASWIHRMIMALVSDSALFNTREGRAGKVHNFMLGLNLNTSYPLSPLSDFATQDSFDDDELDAAVADPDEFERIYEPLDVKSKKIHVVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPSDSSPPFKELLLAEKWAKM   600
gi|6679369|ref|NP_032895.1| EEAEKEYQSDNQASWVHRMLMALVSDSALFNTREGRAGKVHNFMLGLNLNTSYPLSPLRDFSSQDSFDD-ELDAAVADPDEFERIYEPLDVKSKKIHVVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPSDTSPPFKELLLAEKWAKM   600
gi|19424224|ref|NP_598235.1| EDAEREYQNDNQASWVHRMLMALVSDSALFNTREGRAGKVHNFMLGLNLNTSYPLSPLRDFSPQDSFDDDELDAAVADPDEFERIYEPLDVKSKKIHVVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPSDTSPPFKELLLAEKWAKM   600
gi|115497134|ref|NP_001069332.1| EEAEREYQNDNQASWVQRMLMALVSDSALFNTREGRAGKVHNFMLGLNLNTSYPMSPLRDFTMQESLDEDELDAAVADPDEFEQIYEPLDVKSKKIHVVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPGDSSPPFKELLLAEKWAKM   600
gi|73961231|ref|XP_537170.2| EDAKREYHNDNQASWVHRMIMALVSDSTLFNTREGRAGKVHNFMLGLNLNTSYPMSPLKDLMTQESLDEDELDMAVADPDEFEQIYEPLDVKSKKIHVVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPSDSSPPFKELLLAEKWAKM   600
gi|45382223|ref|NP_990754.1| SEANEEYQNSSQESWVQRMLMALVGDSALFNTREGRAGKVHNFMLGLNLNSCYPLSPLADLLTQESVEEDELDAAVADPDEFERIYEPLDVKSKKIHIVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPSDSSPPFKEILLAEKWAKM   600
gi|18858457|ref|NP_571370.1| ADAEDERQRHAQASWVQRMLTSIMGDTTLFTTREGRAGKVHNFMLGLNLNSTLPFSPFSGI-THQTSLEEEVDA-VTDPDEFERIYEPLDVKSKKIHVVDSGLTFNLPYPLILRCQRGVDLIISFDFSARPSDSSPPFKELLLAEKWARM   600
gi|68395510|ref|XP_687485.1| ---EDE----HQASWIQRMVGSLFSDSVLFNTREGRAGKVHNFMLGLNLNNDVPFSPYT---ETISCTEDEVDA-VTDPFEFDRIYEPLDVKSRKIHVVDSGLTFNLPYPLILRPQRGVDLIISFDFSARPSDSSPPFKELLLAEKWARM   600
                         .......460.......470.......480.......490.......500.......510.......520.......530.......540.......550.......560.......570.......580.......590.......600

                                  *********. *************** .   :::*.*******.**:**::****: * :.:: ::.******:* :*:***** * ::**.:***** ******::***:.: :**  *:: *:***.***  * .   :*: *..   
gi|23943920|ref|NP_077734.1| NKLPFPKIDPYVFDREGLKECYVFKPKNPDMEKDCPTIIHFVLANINFRKYKAPGVPRETEEEKEIADFDIFDDPESPFSTFNFQYPNQAFKRLHDLMHFNTLNNIDVIKEAMVESIEYRRQNPSRCSVSLSNVEARRFFNKEFLSKPKA   750
gi|114568449|ref|XP_001165694.1| NKLPFPKIDPYVFDREGLKECYVFKPKNPDMEKDCPTIIHFVLANINFRKYKAPGVPRETEEEKEIADFDIFDDPESPFSTFNFQYPNQAFKRLHDLMHFNTLNNIDVIKEAMVESIEYRRQNPSRCSVSLSNVEARRFFNKEFLSKPKA   750
gi|6679369|ref|NP_032895.1| NKLPFPKIDPYVFDREGLKECYVFKPKNPDVEKDCPTIIHFVLANINFRKYKAPGVLRETKEEKEIADFDIFDDPESPFSTFNFQYPNQAFKRLHDLMYFNTLNNIDVIKDAIVESIEYRRQNPSRCSVSLSNVEARKFFNKEFLSKPTV   750
gi|19424224|ref|NP_598235.1| NKLPFPKIDPYVFDREGLKECYVFKPKNPDVEKDCTTIIHFVLANINFRKYKAPGVLRETKEEKEIADFDIFDDPESPFSTFNFQYPNQAFKRLHDLMYFNTLNNIDVIKDAIVESIEYRRQNPSRCSVSLSNVEARKFFNKEFLSKPTA   750
gi|115497134|ref|NP_001069332.1| NKLPFPKIDPYVFDREGLKECYVFKPKNPDVEKDCPTIIHFVLANINFRKYKAPGVPRETNEEKEIADFDIFDDPESPFSTFNFQYPNQAFKRLHDLMYFNTLNNIDVIKNAIVESIEYRRQNPSRCSVSLSSVEARRFFNKEFLSKPTA   750
gi|73961231|ref|XP_537170.2| NKLPFPKIDPHVFDREGLKECYVFKPKNPDMEKDCPTIIHFVLANINFRKYKAPGVPRETKEEKEIADFDIFDDPESPFSTFNFQYPNQAFKRLHDLMHFNTLNNIDVIKNAIVESIEYRRQNPSRCSVSLSNVEARRFFNKEFLSKPAA   750
gi|45382223|ref|NP_990754.1| NKLPFPKIDPNVFDREGLKECYVFKPKDTSSEKDCPTIIHFVLANINFRKYKAPGLPRESKEEKDFADFDIFDDPNTPFSTFNFQYPNEAFKRLHDLMEFNTLNNLDVIKQAMMESIEYRKENPSRCSVSLSSVEARRFFNKNNLNNHT-   750
gi|18858457|ref|NP_571370.1| NKLPFPKIDSKVFDREGLKECYVFKPAKG--DKNCPTIIHFVLANINFRNFKAPGVPRDSDKDIEFGDFDIFDEPASPYSTFNFKYNNQAFKRLHDLMEFNTLNNIEVIKEAIKDSILLRRENPARCSVSLSLSEIE---NKKFLKRDNS   750
gi|68395510|ref|XP_687485.1| NKLPFPKIDPKVFDREGLKECYVFKPKKG--ERNCPTIIHFVLVNIEFRKFKAPGVPRGSDKEREFADFDIFDDPQTPYSTFNFYYSHQAFTQLHDLMEFNTLNNIEVIKEGIKDSILYRKEIPSRCSASLSLSEAQ---KKKRLKK---   750
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