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gi|148727286|ref|NP_006812.3| MSNKLLSPHPHSVVLRSEFKMASSPAVLRASRLYQWSLKSSAQFLGSPQLRQVGQIIRVPARMAATLILEPAGRCCWDEPVRIAVRGLAPEQPVTLRASLRDEKGALFQAHARYRADTLGELDLERAPALGGSFAGLEPMGLLWALEPEK   150
gi|114653842|ref|XP_001152283.1| MSNKLLSPHPHSVVLRSEFKMASSPAVLRASRLYQWSLKSSAQFLGSPQLRQVGQIIRVPARMAATLILEPAGRCCWDEPVRIAVRGLAPEQPVTLRASLRDEKGALFQAHARYRADTLGELDLERAPALGGSFVGLEPMGLLWALEPEK   150
gi|156120525|ref|NP_001095408.1| -------------------MVASSQALLRHFGFCRWGPTPWVQLAGSLKLRTGNPVSWTTVRLVTTVTLEPAGRCRWDEPVRITVRGLAPGQPVTLRASLRDEKGALFRAHARYCADAAGLLDLERAPALGGSFTGLEPMGLFWAMEPEK   150
gi|119902873|ref|XP_001253040.1| --------------------------------------------------------------MTVTVMLEPAGRCRWDERVHITVSGLAPRQPVTLRSSLRDEKGALFRAHARYCADAAGLLDLERAPALGGSFAGLEPMGLFWALEPEK   150
gi|73964277|ref|XP_547892.2| -------------------MVASAGAILRASGLRRWG------------FLPRTPKLWAGARGSATVSLEPAGGCAWDEPVRISVRGLAPGQPVTLRASLRDERGALFRAHARYRADDRGLLDLARAPALGGSFVGLEPMGLLWALEPEK   150
gi|40538846|ref|NP_598949.2| -------------------MVASSFAVLRASRLCQQDWKSWARLFVPPPLSTGGRTTWA--RTNATLSVEPEGRSCWDEPLSIAVRGLAPEQPVTLRSALRDEKGALFRAHARYRADAGGELNLARAPALGGSFSGLEPMGLLWAMEPER   150
gi|48675862|ref|NP_620262.2| -------------------MVASSFAVLRASRLCQWGWKSWTQLSGPPPLSTGGRTTFA--RTNATLSLEPGSRSCWDEPLSITVRGLAPEQPVTLRAALRDEKGALFRAHARYRADAGGELDLARAPALGGSFTGLEPMGLIWAMEPER   150
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gi|148727286|ref|NP_006812.3| PLVRLVKRDVRTPLAVELEVLDGHDPDPGRLLCQTRHERYFLPPGVRREPVRVGRVRGTLFLPPEPGPFPGIVDMFGTGGGLLEYRASLLAGKGFAVMALAYYNYEDLPKTMETLHLEYFEEAMNYLLSHPEVKGPGVGLLGISKGGELC   300
gi|114653842|ref|XP_001152283.1| PLVRLVKRDVRTPLAVELEVLDGHDPDPGRLLCRVRHERYFLPPGVRREPVRVGRVRGTLFLPPEPGPFPGIVDMFGTGGGLLEYRASLLAGKGFAVMALAYYNYEDLPKTMETLHLEYFEEAVNYLLSHPEVKGPGVGLLGISKGGELC   300
gi|156120525|ref|NP_001095408.1| PFLRLVKRDVQTPFAVELEVLDNHEPRVGRLLGRVVHERDFLAPGVRREPVRAGRVRATLFLPPEPGPFPGIVDILGAGGGLLEYRASLLAGKGFAVMALAYYNYEDLPKGLENLHLEYFEEAVNYLLNHPQVKGPGVGLLGISKGGELC   300
gi|119902873|ref|XP_001253040.1| PLLRLVKRDVQTPFVVELEVVDGHEPGAQRLLGRAVHERDFLAPGVRREPVRAGRVRATLFLPPEPAPFPGIVDISAAGGGFLEYRASLLAGKGFAVLALAYYNYEDLPKSLRHVHLEYFEEAVNYLLNHPQVKGPGVGLLGISKGGELC   300
gi|73964277|ref|XP_547892.2| PLVRLVKRDVQTPFAVELEVLDGHEPDAGRLLGRALHARHFLRPGVRRVPVRAGRVRGTLFLPPEPGPFPGIVDIYGVGSGLLEYRASLLAGKGFAVMALAYHNYEDLPKGLEILHLEYFEEAVNYLLDHPQVKGLGVGLLGNSKGGELC   300
gi|40538846|ref|NP_598949.2| PLWRLIKRDVQTPFVVELEVLDGHEPDGGQRLARAVHERHFLAPGVRRVPVREGRVRATLFLPPEPGPFPGIIDLFGVGGGLLEYRASLLAGKGFAVMALAYYNYDDLPKSIETMHMEYFEEAVNYLRSHPEVKGPGIGLLGISKGGELG   300
gi|48675862|ref|NP_620262.2| PLWRLVKRDVQKPYVVELEVLDGHEPDGGQRLAQAVHERHFMAPGVRRVPVRDGRVRATLFLPPEPGPFPGIIDLFGVGGGLLEYRASLLAGKGFAVMALAYYNYDDLPKTMETMRIEYFEEAVNYLRGHPEVKGPGIGLLGISKGGELG   300
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gi|148727286|ref|NP_006812.3| LSMASFLKGITAAVVINGSVANVGGTLHYKGETLPPVGVNRNRIKVTKDGYADIVDVLNSPLEGPDQKSFIPVERAESTFLFLVGQDDHNWKSEFYANEACKRLQAHGRRKPQIICYPETGHYIEPPYFPLCRASLHALVGSPIIWGGEP   450
gi|114653842|ref|XP_001152283.1| LSMASFLKGITAAVVINGSVANVGGTLRYKGETLPPVGVNRNRIKVTKDGYADIVDVLNSPLEGPDQKSFIPVERAESTFLFLVGQDDHNWKSEFYANEACKRLQAHGRRKPQIICYPETGHYIEPPYFPLCRASLHALVGSPIIWGGEP   450
gi|156120525|ref|NP_001095408.1| LSMASFLKGISAAVIINGSVAYVGGNLHYKGEIMPPVGFNQNRIKMTKDGFVDIVEVLNSPLEGPDQKSFIPVERAECPFLFLVGQDDHNWKSEFYANEASKRLQAHGKAKPQVICYPGTGHYIEPPYFPLCPASLHTIVGAPVIWGGEP   450
gi|119902873|ref|XP_001253040.1| LSMASFLKGISAAVIINGSVHNVWGTLHYKGETLPPVGFNQNRIKMTKDGFVDIVEVLNSPLEGPDQKSFIPVERAECPFLFLVGQDDHNWKSEFYANEASKRLQAHGKAKPQVICYPGTGHYIEPPYFPLCPASLHTFVGTPVIWGGEP   450
gi|73964277|ref|XP_547892.2| LSMASFLKGITASVIINGSVANVGGTLHYKDEILPPVGLDANRMRVTKDGLADILDVLNSPLEGADQKSFIPVERAESAFLFLVGLDDHNWKSEFYANEASKRLQAHGREQPQIICYPMAGHYIEPPYFPMCRASLHTLVGGPVIWGGEP   450
gi|40538846|ref|NP_598949.2| LAMASFLKGITAAVVINGSVAAVGNTISYKDETIPPVSLLRNQVKMTKDGLLDVVEALQSPL--VDKKSFIPVERSDTAFLFLVGQDDHNWKSEFYADEISKRLQAHGKEKPQIICYPAAGHYIEPPYFPLCSAGMHLLVGANITFGGEP   450
gi|48675862|ref|NP_620262.2| LAMASFLKGITAAVVINGSVAAVGNTVCYKDETIPPVSLLRDKVKMTKDGLLDVVEALQSPL--VDKKSFIPVERSDTTFLFLVGQDDHNWKSEFYAREASKRLQAHGKEKPQIICYPEAGHYIEPPYFPLCSAGMHLLVGANITFGGEP   450
                         .......310.......320.......330.......340.......350.......360.......370.......380.......390.......400.......410.......420.......430.......440.......450

                                   .*: **:***:********:*....       
gi|148727286|ref|NP_006812.3| RAHAMAQVDAWKQLQTFFHKHLGGHEGTIPSKV   483
gi|114653842|ref|XP_001152283.1| RAHAMAQVDAWKQLQTFFHKHLGGHEGTIPAKL   483
gi|156120525|ref|NP_001095408.1| RAHARAQVDAWQQLQTFFHKHLGGEKGRIPAKL   483
gi|119902873|ref|XP_001253040.1| MAHARAQVDAWQQLQTFFHKHLSGEKGTIPAKL   483
gi|73964277|ref|XP_547892.2| RAHAMAQMDAWKQLQTFFHKHLGGEK-------   483
gi|40538846|ref|NP_598949.2| RAHAVAQVDAWQQLQTFFHKQLGSKS-------   483
gi|48675862|ref|NP_620262.2| KPHSVAQLDAWQQLQTFFHKQLSGKS-------   483
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