
                                                                                                                                                                                        
gi|75677420|ref|NP_031762.2| -----------------------------------------MQVRGVCLAAGWFLLALCLWGQPAEAAACHGCSSGSKCDCSGIKGEKGERGFPGLEGHPGLPGFPGPEGPPGPRGQKGDDGIPGPPGPKGIRGPPGLPGFPGTPGLPGM   150
gi|62666698|ref|XP_343779.2| -----------------------------------------MQVPGVCLAAGWFLLALCLWGQPGEAAACHGCSSGSKCDCSGIKGEKGERGFPGLEGHPGLPGFPGPEGPPGPRGQKGDDGIPGPPGPKGIRGPPGLPGFPGTPGLPGM   150
gi|50950201|ref|NP_001002979.1| -----------------------------------------MKLRGVSLAAGWFLLALSLWGQPAEAAACYGCSPGSKCDCSGVKGEKGERGFPGLEGHPGLPGFPGPEGPPGPRGQKGDDGIRGPPGPKGIRGPPGLPGFPGTPGLPGM   150
gi|194680449|ref|XP_001790185.1| -----------------------------------------MKLRGVSLAAGLSLLALSLWGQPAEAAACYGCSPGSKCDCSGIKGEKGERGFPGLEGHPGLPGFPGPEGPPGPRGQKGDDGIPGPPGPKGIRGPPGLPGFPGTPGLPGM   150
gi|4502955|ref|NP_000486.1| -----------------------------------------MKLRGVSLAAGLFLLALSLWGQPAEAAACYGCSPGSKCDCSGIKGEKGERGFPGLEGHPGLPGFPGPEGPPGPRGQKGDDGIPGPPGPKGIRGPPGLPGFPGTPGLPGM   150
gi|118089646|ref|XP_420320.2| ----------------------------------------MAEIETVEQFMRKVKLAR------------------SKDLIVPETGE-GERGFPGLEGQPGLPGFPGPEGPPGPRGAKGDDGLPGPIGPKGIRGPPGLPGFPGTPGLPGL   150
gi|181331962|ref|NP_001116702.1| -----------------------------------------MNLKSLG-AVLLLVLTLSAGVEKSESAACHGCGTGSKCDCSSVKGVKGDRGLPGLKGQPGVPGFPGPEGPMGPRGEKGDDGPQGSIGPKGIRGPPGLPGFSGTPGIPGL   150
gi|71988208|ref|NP_001022662.1| ----------------------------------------MSRLSLLGLTAAVVLLSSFCQDRIHVDAAAACKGCAPPCVCPGTKGERGNPGFGGEPGHPGAPGQDGPEGAPGAPGMFGAEGDFGDMGSKGARGDRGLPGSPGHPGLQGL   150
gi|17568913|ref|NP_510663.1| ----------------------------------------MKQRAALGPVLRLAILALLAVSYVQSQATCRDCS-NRGCFCVGEKGSMGAPGPQGPPGTQGIRGFPGPEGLAGPKGLKGAQGPPGPVGIKGDRGAVGVPGFPGNDGGNGR   150
gi|24581824|ref|NP_723046.1| MLPFWKRLLYAAVIAGALVGADAQFWKTAGTAGSIQDSVKHYNRNEPKFPIDDSYDIVDSAGVARGDLPPKNCTAGYAGCVPKCIAEKGNRGLPGPLGPTGLKGEMGFPGMEGPSGDKGQKGDPGPYGQRGDKGERGSPGLHGQAGVPGV   150
gi|118791830|ref|XP_319976.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
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gi|75677420|ref|NP_031762.2| PGHDGAPGPQGIPGCNGTKGERGFPGSPGFPGLQGPPGPPGIPGMKGEPGSIIMSPLPGPKGNQGYPGPPGIQGPPGPKGISGPSGPPGPPGLMGPPGPPGPPGPKGNMGLNFQGPKGEKGEQGLQGPPGPPGQISEQKRPIDIEFQKGD   300
gi|62666698|ref|XP_343779.2| PGHDGAPGPQGIPGCNGTKGERGFPGSPGFPGLQGPPGPPGIPGMKGEPGSIIMSSLPGPKGNQGYPGPPGIQGPPGPKGVSGPSGPPGPPGLMGPPGPPGPPGPKGNMGLNFQGPKGEKGEQGLQGPPGPPGQISEQKRPIDLDFQKGD   300
gi|50950201|ref|NP_001002979.1| PGHDGAPGPQGIPGCNGTKGERGFPGSPGFPGLEGPPGPPGIPGMKGEPGSIIMSSLPGPKGNPGYPGPPGIQGPAGPTGLPGPIGPPGPPGLMGPPGPPGLPGPKGNMGLNFQGPKGEKGEQGLQGPPGPPGQISEQKRPIDVEFQKGD   300
gi|194680449|ref|XP_001790185.1| PGHDGAPGPQGIPGCNGTKGERGFPGSPGFPGLQGPPGPPGIPGMKGEPGSIIMSSLPGPKGNPGYPGPPGIQGPAGPPGIPGPIGPPGPPGLMGPPGPPGLPGPKGNMGLNFQGPKGEKGEQGLQGPPGPPGQISEQKRPIDVEFQKGD   300
gi|4502955|ref|NP_000486.1| PGHDGAPGPQGIPGCNGTKGERGFPGSPGFPGLQGPPGPPGIPGMKGEPGSIIMSSLPGPKGNPGYPGPPGIQGLPGPTGIPGPIGPPGPPGLMGPPGPPGLPGPKGNMGLNFQGPKGEKGEQGLQGPPGPPGQISEQKRPIDVEFQKGD   300
gi|118089646|ref|XP_420320.2| PGQDGPPGPQGIPGCNGTKGERGFPGSPGFPGLQGPPGPPGLPGMKGEAGEIITSLLPGQKGDQGFPGLPGIPGPPGSIGIPGPVGPPGPPGLTGPPGPPGLPGPKGNMGLNFQGPKGEKGEQGLQGPPGPPGQIGEQKRPNDIEFQKGD   300
gi|181331962|ref|NP_001116702.1| PGQDGAPGPRGIPGCNGTKGERGFPGNPGRSGLDGQPGPPGLIGQKAKPGEVIDINRISENGLPGFNGFTGRRGDPGPPGLQGPIGPPGPKGFEGRPGPPGPPGPKGNMGLNFQGPKGEKGDRGLKGPPGPPGQVGEVSGSPDTVIQQGE   300
gi|71988208|ref|NP_001022662.1| DGLPGLKGEEGIPGCNGTDGFPGMPGLAGPPGQSGQNGNPGRPGLSGPPGEGGVNSQ-GRKGVKGESGRSGVPGLPGNSGYPGLKGAKGDPGPYGLPGFPGVSGLKGRMGVRTSGVKGEKGLPGPPGPPGQPGSYPWASKPIEMEVLQGP   300
gi|17568913|ref|NP_510663.1| PGEPGPPGAPGWDGCNGTDGAPGIPGRPGPPGMPGFPGPPGMDGLKGEP-AIGYAGAPGEKGDGGMPGMPGLPGPSGRDGYPGEKGDRGDTGNAGPRGPPGEAGSPGNPGIGSIGPKGDPGDIGAMGPAGPPGPIASTMSKGTIIGPKGD   300
gi|24581824|ref|NP_723046.1| QGPAGNPGAPGINGKDGCDGQDGIPGLEGLSGMPGPRGYAGQLGSKGEKGEPAKENGDYAKGEKGEPGWRGTAGLAGPQGFPGEKGERGDSGPYGAKGPRGEHGLKGEKGASCYGP-MKPGAPGIKGEKGEPASSFPVKPTHTVMGPRGD   300
gi|118791830|ref|XP_319976.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
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gi|75677420|ref|NP_031762.2| QGVPGDRGPPGPPGIPGPP------GPPG--GVKGEKGEPGEAGKRGKPGKDGETGQPGIPGLPGDPGYPGEPGRDGEKGQKGDIGPPGPPGLV---IPAPGTGVTMGEKGNIGLPGLPGEKGERGFPGIQ------------GPPGFPG   450
gi|62666698|ref|XP_343779.2| QGVPGDRGPPGPPGIPGPP------GPPG--GVKGEKGEPGEPGKRGKPGKDGETGQPGIPGLPGDPGYPGEPGRHGEKGQKGDTGPPGPPGFV---IPTPGTGVTIGAKGNIGQPGLPGEKGERGFPGIQ------------GPPGFPG   450
gi|50950201|ref|NP_001002979.1| QGLPGDRGPPGPPGIRGPP------GPPG--GMKGEKGEQGEPGKRGKPGKDGENGQPGIPGLPGDPGYPGEPGRDGEKGQKGDIGSTGPPGLV---IPRPGTGVTVGEKGNMGLPGLPGEKGERGFPGIQ------------GPPGLPG   450
gi|194680449|ref|XP_001790185.1| QGLPGDRGPPGPPGIRGPP------GPPG--GVKGEKGEQGEPGKRGKPFQDGENGQPGIPGLPGDPGYPGEPGRDGEKGQKGDTGLPGPPGLV---IPRPGTGVTVGEKGNIGLPGLPGDKGDRGFPGIQ------------GPPGLPG   450
gi|4502955|ref|NP_000486.1| QGLPGDRGPPGPPGIRGPP------GPPG--GEKGEKGEQGEPGKRGKPGKDGENGQPGIPGLPGDPGYPGEPGRDGEKGQKGDTGPPGPPGLV---IPRPGTGITIGEKGNIGLPGLPGEKGERGFPGIQ------------GPPGLPG   450
gi|118089646|ref|XP_420320.2| QGIPGDPGPPGLPGPQGPP------GLPG--GIKGEKGEQGEPGKRGKPGKDGEPGQPGRDGLPGGPGVNGVPGRDGEKGEKGDVGPPGPPGSV---ITRPGIDATVGPKGSKGLPGLPGAKGERGFSGRP------------GPPGLPG   450
gi|181331962|ref|NP_001116702.1| KGDRGIPGDTGFPGPPGPP------GPQG--GQKGEKGEPGEAGKRGKPGKDGEPGLLGYPGDKGDQGPPGLPGRDGFRGEKGDQGPPGPPSYR---GDQFTGVGGIGPKGDRGDPGPSGIKGDRGLPGIQ------------GPPGPQG   450
gi|71988208|ref|NP_001022662.1| VGPAGVKGEKGRDGPVGPPGMLGLDGPPGYPGLKGQKGDLGDAGQRGKRGKDGVPGNYGEKGSQGEQGLGGTPGYPGTKGGAGEPGYPGRPGFEGDCGPEGPLGEGTGEAGPHGAQGFDGVQGGKGLPGHDGLPGPVGPRGPVGAPGAPG   450
gi|17568913|ref|NP_510663.1| LGEKGEKGEPGEGGQRGYPGNGGLSGQPGLPGMKGEKGLSGPAGPRGKEGRPGNAGPPGFKGDRGLDGLGGIPGLPGQKGEAGYPGRDGPKGNSGPPGPPGGGTFNDGAPGPPGLPGRPGNPGPPGTDGYPGAPGPAGPIGNTGGPGLPG   450
gi|24581824|ref|NP_723046.1| MGQKGEPGLVGRKGEPGPE------GDTGLDGQKGEKGLPGGPGDRGRQGNFGPPGSTGQKGDRGEPGLNGLPGNPGQKGEPGRAGATGKPGLLGPPGPPGGGRGTPGPPGPKGPRGYVGAPGPQGLNGVDGLPGPQGYNGQKGGAGLPG   450
gi|118791830|ref|XP_319976.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   450
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gi|75677420|ref|NP_031762.2| PPGTAVV-------------------GPPGPPGYPGERGQKGDEGPPGICIPGSPGLDGQPGAPGLP------GPPGPPGPQLPSRDEICKA-GPPGPPGPPGDKGLQ---------GERGVKGDKGDTCFNCIG-----TGISGPPGQP   600
gi|62666698|ref|XP_343779.2| PPGTAVM-------------------GPPGPPGYPGERGQKGDEGPPGICIPGSPGLDGQPGAPGFP------GPPGPPGPQLPPSDEICKA-GPPGPPGSPGDQGLQ---------GEQGVKGDKGDTCFNCIG-----TGISGPPGQP   600
gi|50950201|ref|NP_001002979.1| PPGTAVM-------------------GPPGPPGFPGERGQKGDEGPPGISIPGFPGLDGQPGAPGLR------GPPGPPGPHISPSDEICET-GPPGPPGSPGDRGLQ---------GEQGVKGDKGDTCFNCIG-----TGVSGPRGQP   600
gi|194680449|ref|XP_001790185.1| PPGPAVI-------------------GPPGPPGFPGERGQKGDEGPPGISIPGSPGLDGQPGAPGPP------GPPGPPGPHIPPSDKICEA-GPPGPPGSPGDRGLQ---------GEQGMKGDKGDTCFNCIG-----TGVSGPPGQP   600
gi|4502955|ref|NP_000486.1| PPGAAVM-------------------GPPGPPGFPGERGQKGDEGPPGISIPGPPGLDGQPGAPGLP------GPPGPAGPHIPPSDEICEP-GPPGPPGSPGDKGLQ---------GEQGVKGDKGDTCFNCIG-----TGISGPPGQP   600
gi|118089646|ref|XP_420320.2| SPGITTV-------------------GPPGPPGLPGERGQKGDPGLPGVSIPGQPGLDGPQGPPGPP------GPPGPPAPSVPPGEGLCER-GPPGPPGIPGQQGFA---------GERGQKGDQGDTCFNCIG-----TGISGPPGER   600
gi|181331962|ref|NP_001116702.1| PPGIGGP-------------------GPPGSQGLPGERGEKGDEGQPGISLPGPPGRPGPTGPQGIQ------GPPGPPGPFN--SDVECNR-GLPGPPGLQGERGFT---------GDSGQKGQKGETCVNCFS-----NGNP-VPGPQ   600
gi|71988208|ref|NP_001022662.1| QPGIDGMPGYT-EKGDRGEDGYPGFAGEPGLPGEPGDCGYPGEDGLPGYDIQGPPGLDGQSGRDGFPGIPGDIGDPGYSGEKGFPGTGVNKV-GPPGMTGLPGEPGMPGRIGVDGYPGPPGNNGERGEDCGYCP------DGVPGNAGDP   600
gi|17568913|ref|NP_510663.1| YPGNEGLPGPKGDKGDGGIPGAPGVSGPSGIPGLPGPKGEPGYRGTPGQSIPGLPGKDGKPGLDGAP---GRKGENGLPGVRGPPGDSLNGLPGAPGQRGAPGPNGYDGRDGVNGLPGAPGTKGDRGGTCSACAPGTKGEKGLPGYSGQP   600
gi|24581824|ref|NP_723046.1| RPGNEGPPGKKGEKGTAGLNGPKGSIGPIGHPGPPGPEGQKGDAGLPGYGIQGSKGDAGIPGYPGLK---GSKGERGFKGNAGAPGDSKLGRPGTPGAAGAPGQKGDAGRPGTPGQKGDMGIKGDVGGKCSSCRA---GPKGDKGTSGLP   600
gi|118791830|ref|XP_319976.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   600
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                                                                                                              :*  *  *  *  *: *                                                         
gi|75677420|ref|NP_031762.2| GLPGLPGPPGSLGIPGEKGDKGQAGITG------PKGLPGIPGPPGAPGFPGSKGDPGDVLT-------LPGMKGDKGELGFPGAPGLPGLPGSPGKDGLPGLPGPKGEPGGITFKGERGPPGSPGLPGLPGNMGPTGPVGFGPPGPIGE   750
gi|62666698|ref|XP_343779.2| GLPGLPGPPGSLGIPGEKGEKGQAGTTG------PKGLPGIPGPPGAPGFPGSKGDPGDVLT-------LPGMKGEKGELGSPGAPGLPGLPGSPGKDGLPGLPGPKGEPGGITFKGERGPPGNPGLPGLPGNMGPTGPVGFGPPGPVGE   750
gi|50950201|ref|NP_001002979.1| GLPGLPGPPGSLGFPGQKGEKGHAGLTG------PKGLTGIPGAPGPPGFPGSKGEPGDVLT-------FPGMKGDKGELGYPGAPGLPGLPGTPGQDGLPGLPGPKGEPGGIAFKGERGPPGNPGLPGLPGNRGPMGPVGFGPPGPVGE   750
gi|194680449|ref|XP_001790185.1| GLPGLPGPPGSLGFPGQKGEKGHAGATG------PKGLSGIPGAPGAPGFPGPKGEPGDILT-------FPGMKGDKGDLGSPGAPGLPGLPGTPGQDGLPGLPGPKGEPGGMAFKGERGPPGNPGLPGLPGNRGPMGPVGFGPPGPVGE   750
gi|4502955|ref|NP_000486.1| GLPGLPGPPGSLGFPGQKGEKGQAGATG------PKGLPGIPGAPGAPGFPGSKGEPGDILT-------FPGMKGDKGELGSPGAPGLPGLPGTPGQDGLPGLPGPKGEPGGITFKGERGPPGNPGLPGLPGNIGPMGPPGFGPPGPVGE   750
gi|118089646|ref|XP_420320.2| GPPGPPGSPGSPGFPGPKGEKGLPGLTG------LVGPPGFPGPPGAPGRPGPKGDPGDVLA-------SPRMKGDKGDPGFPGPPGLPGIDGTPGRDGLPGLPGPKGEPGSVAFKGEMGIPGDPGAPGLPGDKGLPGPPGFGPQGSPGE   750
gi|181331962|ref|NP_001116702.1| GFPGPPGSPGAPGASGSKGDRGYPGGPG------LMGPPGIPGPQGSPGLPGEKGDPGDTLS-------VLGVKGDKGDTGFPGSPGLPGLEGRPGRDGVPGPPGLRGPPG-LGLKGTQGPNGEPGLPGPPGDRGLPGSPGFGPQGPSGE   750
gi|71988208|ref|NP_001022662.1| GFPGMNGYPGPPGPNGDHGDCGMPGAPGKPRSAGSDGLSGSPGLPGIPGYPGMKGEAGEIVGPMENPAGIPGLKGDHGLPGLPGRPGSDGLPGYPGGPGQNGFPGLQGEPGLAGIDGKRGRQGSLGIPGLQGPPGDSFPGQPGTPGYKGE   750
gi|17568913|ref|NP_510663.1| GPQGDRGLPGMPGPVGDAGDDGLPGPAG------RPGSPGPPGQDGFPGLPGQKGEPTQLTLR----PGPPGYPGLKGENGFPGQPGVDGLPGPSGPVGPPGAPGYPGEKGDAGLPGLSGKPGQDGLPGLPGNKGEAGYGQPGQPGFPGA   750
gi|24581824|ref|NP_723046.1| GIPGKDGARGPPGERGYPGERGHDGING------QTGPPGEKGEDGRTGLPGATGEPGKPALCD-----LSLIEPLKGDKGYPGAPGAKGVQGFKGAEGLPGIPGPKGEFGFKGEKGLSGAPGNDGTPGRAGRDGYPGIPGQSIKGEPGF   750
gi|118791830|ref|XP_319976.3| ---------------------------------------------------------------------PNLEEAIRGPPGTQGEKGAPGIQGIR-------------------------------------------------------   750
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                                         *  *  *                                              * .*  *  *  * **     *  *  *  *  *  *  *  *  *  * .*  *  *  *: * .  *  *  *  *  *  *  *   
gi|75677420|ref|NP_031762.2| KGIQGVAGNPGQPG---LPGPKGDPGQTITQP-GKPGLPGSPGRDGEVGLPGDPGLPGQPGLPGIPGSKGEPGIPGIG-PPGPPGPKGFPGIPGPPGAPGAPGRMGPDGPPGPPGFPGPKGEPGFGLPGPPGPPGFPGFKGTPGPKGDRG   900
gi|62666698|ref|XP_343779.2| KGIQGVAGNPGQPG---LPGPKGDPGQTISQP-GKPGLPGNPGRDGEVGLPGDPGLPGQPGLPGIPGSKGEPGIPGIG-PPGPPGPKGFPGIPGPPGPPGAPGRMGPEGPPGLPGFPGPKGEPGFGLPGPPGPPGFPGFKGTPGPKGDRG   900
gi|50950201|ref|NP_001002979.1| KGIQGVAGNPGQPG---IPGPKGDPGQTITQP-GKPGLPGNPGRHGEVGLPGDPGLPGPPGLPGIPGNKGEPGIPGIG-LPGPPGPKGFPGIQGPPGAPGTPGRIGLEGPSGPPGFPGPKGEPGLGLPGPPGPPGLPGFKGTLGPKGDRG   900
gi|194680449|ref|XP_001790185.1| KGVQGGAGNPGQPG---IPGPKGDPGQTITQP-GKPGLPGHPGRDGEVGLPGEPGLPGQPGLPGIPGSKGEPGIPGIG-LPGPPGPKGFPGIPGPPGAPGSPGRIGLEGPSGPPGFPGPKGEPGFGLPGPPGPPGLPGFKGILGPKGDRG   900
gi|4502955|ref|NP_000486.1| KGIQGVAGNPGQPG---IPGPKGDPGQTITQP-GKPGLPGNPGRDGDVGLPGDPGLPGQPGLPGIPGSKGEPGIPGIG-LPGPPGPKGFPGIPGPPGAPGTPGRIGLEGPPGPPGFPGPKGEPGFALPGPPGPPGLPGFKGALGPKGDRG   900
gi|118089646|ref|XP_420320.2| KGIQGVSGRPGPPG---VPGPKGDPGQTITEP-GVPGPPGPPGRNGDPGLPGDPGQPGQRGLSGIPGAKGEPGIPGIG-LPGPPGPKGFPGTPGPPGAPGTPGRPGLDGPPGPPGFPGQKGDRGFGVPGPPGPPGPPGIKGVQGPKGDPG   900
gi|181331962|ref|NP_001116702.1| KGIQGVSGRPGAPG---LPGQKGEPGMTVPEV-GERGPPGQDGDPGSQGRPGDSGPPGQPGFPGLPGSKGEPGLPGIG-LPGPPGAKGFPGIAGSPGGPGIPGRPGLDGLPGQPGLPGSKGDPGYGLPGPPGPTGSPGIKGGPGPKGDSG   900
gi|71988208|ref|NP_001022662.1| RGADGLPGLPGAQGPRGIPAPLRIVNQVAGQP-GVDGMPGLPGDRGADGLPGLPGPVGPDGYPGTPGERGMDGLPGFPGLHGEPGMRGQQGEVGFNGIDGDCGEPGLDGYPGAPGAPGAPGETGFGFPGQVGYPGPNGDAGAAGLPGPDG   900
gi|17568913|ref|NP_510663.1| KGDGGLPGLPGTPGLQGMPGEPAPENQVNPAPPGQPGLPGLPGTKGEGGYPGRPGEVGQPGFPGLPGMKGDSGLPGPPGLPGHPGVPGDKGFGGVPGLPGIPGPKGDVGNPGLPGLNGQKGEPGVGVPGQPGSPGFPGLKGDAGLPG---   900
gi|24581824|ref|NP_723046.1| HGRDGAKGDKGSFGRSGEKGEPGSCALDEIKM-PAKGNKGEPGQTGMPGPPGEDGSPGERGYTGLKGNTGPQGPPGVEGPRGLNGPRGEKGNQGAVGVPGNPGKDGLRGIPGRNGQPGPRGEPGISRPGPMGPPGLNGLQGEKGDRGPTG   900
gi|118791830|ref|XP_319976.3| -------GDKGEMG--------------------------------------------EQGRTGMQGNAGPPGAPGPVGPRGLTGLRGEKGNTGPLGPPGAPGRDGMPGAPGLPGSKGGKGDPGLSMVGPPGPKGNPGLRGPKGDRGGMG   900
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gi|75677420|ref|NP_031762.2| FPGPSGPPGRTGLDGLPGPKGDVGPNGQPGPVGPPG-LPGIGLQGPPGPPGTPGPIGQPGLHGIPGEKGDPGPPGFD-VPGLPGERGSPGLPGAPGLIGPPGSPGVPGKAGVPGFPGVKGEMGMMGPP---GPPGPLGIPGRSGAPGLKG  1050
gi|62666698|ref|XP_343779.2| LPGPPGPPGHTGLDGLPGPKGDAGPNGQPGPIGPPG-LPGIGLQGPPGPPGTPGPIGQPGLHGIPGEKGDPGPPGLD-VPGLPGERGSPGLPGAPGLIGPPGSPGIPGRAGVPGFPGVKGEMGMMGPP---GPPGPLGTPGRSGAPGLKG  1050
gi|50950201|ref|NP_001002979.1| FPGPPGLPGRTGLDGLPGPKGDVGPKGQPGPMGPPG-LPGIGVQGPPGPPGIPGPVGEPGLHGIPGEKGDPGPPGFD-VLGPPGERGSPGIPGAPGPMGPPGTPGLPGKAGASGFPGAKGEMGMMGPP---GPPGPLGIPGRSGVPGLKG  1050
gi|194680449|ref|XP_001790185.1| FPGPQGPPGQAGLDGLPGPKGDIGPNGQPGPIGPPG-LPGTGFQGPPGPPGIPGPIGQPGLHGLPGEKGDPGPPGFD-VSGPPGERGSPGIPGAPGPMGPPGSPGLPGKAGASGFPGAKGEIGMMGPP---GPPGPLGIPGRSGVPGLKG  1050
gi|4502955|ref|NP_000486.1| FPGPPGPPGRTGLDGLPGPKGDVGPNGQPGPMGPPG-LPGIGVQGPPGPPGIPGPIGQPGLHGIPGEKGDPGPPGLD-VPGPPGERGSPGIPGAPGPIGPPGSPGLPGKAGASGFPGTKGEMGMMGPP---GPPGPLGIPGRSGVPGLKG  1050
gi|118089646|ref|XP_420320.2| FPGNPGLPGRAGFDGTPGPKGDPGPSGPPGLPGPPG-IPGIGGQGPPGPPGPPGPVGPPGLQGVPGEKGDPGPPGFD-VPGPPGDQGTPGYPGPPGLPGPQGSPGPPGRDGIPGFPGAKGEMGVMGAP---GPPGPPGTPGRSGLPGLKG  1050
gi|181331962|ref|NP_001116702.1| FPGSPGQPGRPGLDGAPGPKGDAGFPGGPGPRGPPG-APAFGLQGPPGPPGAPGSIGSPGVPGANGEKGDRGPPGLS-TPGFQGDRGISGLPGPPGPVGPPGVPGRPGQDGLPGLPGSKGEMGSMGPP---GSKGNPGNPGAPGFPGPKG  1050
gi|71988208|ref|NP_001022662.1| YPGRDGLPGTPGYPGEAGMNGQDGAPGQPGSRGESG-LVGID--GKKGRDGTPGTRGQDGGPGYSGEAGAPGQNGMDGYPGAPGDQGYPGSPGQDGYPGPSGIPGEDGLVGFPGLRGEHGDNGLPGLE---GECGEEGSRGLDGVPGYPG  1050
gi|17568913|ref|NP_510663.1| LPGTPGLEGQRGFPGAPGLKGGDGLPGLSGQPGYPGEKGDAGLPGVPGREGSPGFPGQDGLPGVPGMKGEDGLPGLPGVTGLKGDLGAPGQSGAPGLPGAPGYPGMKGNAGIPGVPGFKGDGGLPGLPGLNGPKGEPGVPGMPGTPGMKG  1050
gi|24581824|ref|NP_723046.1| PIGFPGADGSVGYPGDRGDAGLPGVSGRPGIVGEKG---DVGPIGPAGVAGPPGVPGIDGVRGRDGAKGEPGSPGLVGMPGNKGDRGAPGNDGPKGFAGVTGAPGKRGPAGIPGVSGAKGDKGATGLTGNDGPVGGRGPPGAPGLMGIKG  1050
gi|118791830|ref|XP_319976.3| DRGDPGQPGSVGYPGEKGDLGIPGQPGFPGEVGPKG---EPGPKGPAGHPGAPGRPGMDGVKGLAGLKGDVGAPGVIGLPGQKGEMGQAGNDGLKGFQGRKGMMGAPGIQGVRGPQGAKGEPGEKGDRGEIGMKGLMGQTGPPGMLGPKG  1050
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                                  : *  * .*     *  *  *: *  *  *           *: *:.*  .  *  *  *  *  *  *  *     *  *  *  *    .*  *  *  *     *  *. *  *  *  * .*  *     * **  *  *  *   
gi|75677420|ref|NP_031762.2| DDGMQGQPGLPGPAGEKGGKGEPGLPGPPGPM-HPDFLGSKGEKGEPGLPGIPGLSGPKGYQGLPGDPGQPGLSGQPGSPGLPGPKGNPGLPGPPGLTGPPGPKGNIGDMGFPGPQGVDGPPGPPGFPGQPGSPGLPGQKGSKGEPGVSG  1200
gi|62666698|ref|XP_343779.2| DDGMQGQPGLPGPVGEKGGKGEPGLPGPPGPM-RPDFLGSKGEKGDPGLPGIPGLSGPKGYQGLPGDPGQPGLSGQPGSPGLPGPKGTPGLPGPPGLTGPPGPKGNIGDMGFPGPQGVDGPPGPPGGPGQPGSPGLPGQKGSKGEPGVSG  1200
gi|50950201|ref|NP_001002979.1| DNGLQGQPGPPGPEGEKGGKGEPGLPGPPGPV-DPDLLGSKGEKGDPGLPGIPGVSGPKGYQGLPGDPGQPGLSGQPGLPGPSGPKGNPGLPGKPGLTGPPGLKGSIGDMGFPGPQGVKGSPGPPGVPGQPGSPGLPGQKGEKGDPGVSG  1200
gi|194680449|ref|XP_001790185.1| DDGLQGQPGLPGPAGEKGSKGEPGLPGLPGPM-DPDLLGSKGEKGDPGLPGIPGVAGPKGYQGLPGDPGQPGLSGQPGLPGLAGPKGNPGLPGMPGLTGPPGLKGNMGDMGFPGPQGPKGSFGPPGVPGQPGSPGLPGQKGEKGDPGISG  1200
gi|4502955|ref|NP_000486.1| DDGLQGQPGLPGPTGEKGSKGEPGLPGPPGPM-DPNLLGSKGEKGEPGLPGIPGVSGPKGYQGLPGDPGQPGLSGQPGLPGPPGPKGNPGLPGQPGLIGPPGLKGTIGDMGFPGPQGVEGPPGPSGVPGQPGSPGLPGQKGDKGDPGISS  1200
gi|118089646|ref|XP_420320.2| NNGLPGPPGPPGPLGQKGVKGEAGLPGPPGTV-DPKQLGAKGEKGEPGVPGIPGLSGQKGYQGLPGDPGPPGLSGPPGAPGLPGVKGDMGLPGQPGPTGPPGLKGAMGEMGLPGPPGSKGSQGIAGRPGQPGPAGFPGLKGEKGDPGLSS  1200
gi|181331962|ref|NP_001116702.1| DDGVPGQSGNPGFPGLKGDKGETGIQGPPG-I-TTSTSVLKGQKGESGVPGFSGPPGPKGITGISGDPGLPGQDGRPGLPGPPGPKGDAGLPGIPGSPGATGLKGAMGEMGLPGVPGVKGNSGQPGQPGQPGSPGGPGFPGPKGEAGVPG  1200
gi|71988208|ref|NP_001022662.1| EHGTDGLPGLPGADGQPGFVGEAGEPGTPG---------YRGQPGEPGNLAYPGQPGDVGYPGPDGPPGLPGQDGLPGLNGERGDNGDS-YPGNPGLSGQPG---DAGYDGLDGVPGPPGYPGITGMPGLKGESGLPGLPGRQGNDGIP-  1200
gi|17568913|ref|NP_510663.1| NGGLPGLPGRDGLSGVPGMKGDRGFNGLPGEKGEAGPAARDGQKGDAGLPGQPGLRGPQGPSGLPGVPGFKGETGLPG-YGQPGQPGEKGLPGIPGKAGRQGAPGSPGQDGLPGFPGMKGESGYPGQDGLPGRDGLPGVPGQKGDLGQSG  1200
gi|24581824|ref|NP_723046.1| DQGLAGAPGQQGLDGMPGEKGNQGFPGLDGPPGLPGDASEKGQKGEPGPSGLRGDTGPAGTPGWPGEKGLPG-LAVHGRAGPPGEKGDQGRSGIDGRDGINGEKGEQGLQGVWGQPGEKGSVGAPGIPGAPGMDGLPGAAGAPGAVGYPG  1200
gi|118791830|ref|XP_319976.3| DKGLAGLPGPACLPGLSGEKGDKGYTGPEGPPGEPGAASEKGQKGEPGVPGLRGNDGLPGLEGPSGPKGDAG-VPGYGRPGPQGEKGDVGLTGINGLPGLNGVKGDMGVPGFPGVKGDKGTTGLPGVPGAPCMDGLPGAEGPAGPRGYDG  1200
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                                    *  *  *  *  *  *  *  *  *  *  *  *  *  *  *  .      *  *  *  *  *  *  *  *  *  *  *  *  *  *     *  * :* **  *: *  *          .  *  *  *  *  *  *   
gi|75677420|ref|NP_031762.2| I-GLPGLPGPKGEPGLPGYPGNPGIKGSVGETGLPGLPGNPGAKGQPG-LPGFPGTPGLPGPKGMNGPPGNPGFPGEPGPVGAGGRPGPPGPPGEK---GKPGQDGIPGPAGQKGEPGQPGFGIPGPPGLPGLSGQKGDGGSPGLPG---  1350
gi|62666698|ref|XP_343779.2| I-GLPGLPGPKGEPGLPGYPGNPGIKGSMGEAGLPGLPGSPGAKGQPG-LPGFPGTPGLPGPKGMNGPPGNPGLPGEPGPVGGGGRPGPPGPPGEK---GKPGQDGIPGPAGQKGEPGQPGFGIPGPPGLPGLSGQKGDGGAPGLPG---  1350
gi|50950201|ref|NP_001002979.1| I-GLPGLPGPKGEAGLPGYPGNPGIKGSMGDTGLPGLPGTPGAKGQPG-LPGFPGTPGLPGPKGINGPPGNPGLPGEPGPVGGGGRPGPPGPPGEK---GNPGQDGIPGPAGQKGEPGQPGFGIPGPPGLPGLSGQKGDGGLPGIPG---  1350
gi|194680449|ref|XP_001790185.1| I-GLPGLPGAKGEPGLPGYPGNPGTKGSMGETGLPGLPGTPGAKGQPG-LPGFPGTPGLPGPKGISGPPGNPGLPGEPGPVGGGGRPGPPGPPGEK---GKPGQDGIPGPAGQKGEPGQPGFGIPGPRGLPGLSGQKGDEGLPGIPG---  1350
gi|4502955|ref|NP_000486.1| I-GLPGLPGPKGEPGLPGYPGNPGIKGSVGDPGLPGLPGTPGAKGQPG-LPGFPGTPGPPGPKGISGPPGNPGLPGEPGPVGGGGHPGQPGPPGEK---GKPGQDGIPGPAGQKGEPGQPGFGNPGPPGLPGLSGQKGDGGLPGIPG---  1350
gi|118089646|ref|XP_420320.2| I-GIPGLPGPKGDLGLPGYPGSPGSKGIAGNPGLPGLPGSPGAKGEPG-LPGFPGTPGIPGPKGIEGPPGNPGLPGPPGPVGDTGRPGPPGPPGEK---GQPGRDGIPGPAGQKGEPGLPGFGRPGPPGLPGLSGQKGELGLPGPPG---  1350
gi|181331962|ref|NP_001116702.1| Y-GLPGNPGPKGEPGTPGFPGPAGLKGQPGFPGPQGLTGSPGPKGDPG-LPGFQGAPGNPGPKGLDGAPGPAGLNGAPGRPGDPGRSGLPGIPGDK---GLAGRDGIPGPAGQKGEPGLP--------GQPGLKGAKGDPGFPGPAG---  1350
gi|71988208|ref|NP_001022662.1| --GQPGLEGECGEDGFPGSPGQPGYPGQQGREGEKGYPGIPGENGLPG-LRGQDGQPGLKGENGLDGQPGYPGSAGQLGTPGDVGYPGAPGENGDN---GNQGRDGQPGLRGESGQPGQPG--LPGRDGQPGPVGPPGDDGYPGAPGQDI  1350
gi|17568913|ref|NP_510663.1| QPGLSGAPGLDGQPGVPGIRGDKGQGGLPGIPGDRGMDGYPGQKGENG-YPGQPGLPGLGGEKGFAGTPGFPGLKGSPGYPGQDGLPGIPGLKGDSGFPGQPGQEGLPGLSGEKGMGGLPGMPGQPGQSIAGPVGPPGAPGLQGKDG---  1350
gi|24581824|ref|NP_723046.1| DRGDKGEPGLSGLPGLKGETGPVGLQGFTGAPGPKGERGIRGQPGLPATVPDIRGDKGSQGERGYTGEKGEQGERGLTGPAGVAGAKGDRGLQGPP---GASGLNGIPGAKGDIGPRGEIGYPGVTIKGEKGLPGRPGRNGRQGLIG---  1350
gi|118791830|ref|XP_319976.3| EKGFKGEPGRIGERGELGEKGDQGLMGPVGLMGRKGDRGVPGSPGLPATAAAIKGDKGEPGFPGAIGRPGKVGAPGLPGDMGTKGEMGIQGLPGLP---GPAGLNGLPGMKGDMGPMGEKGDSCPVVKGEKGLPGRPGKMGRDGPPG---  1350
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                                         *  *  *: *:.*  *  * .*  *     *  *  *  *  *  *                    .  *  *        *  *  *  *  *. *        *  *  *  *  *  *  *  *  *  *  *  *  * 
gi|75677420|ref|NP_031762.2| --NPGLPGSKGEPGFQGFPGMPGPPGPPGSPGQA-LEGPKGNPGPQGPPGRPGPPGFQGPPGTEGPRGPPGNGGIKGERGNP------GPPGQPGLPGLKGDQGPPGLPGNPGRPGLNGMKGDPGLPGVPGFPGMKGPIGVPGSTGPDGE  1500
gi|62666698|ref|XP_343779.2| --NPGLPGSKGEPGFQGFPGMPGPPGPPGSPGPS-LEGPKGNPGPQGPPGRPGPPGFQGPPGTEGPRGPPGNGGIKGERGNP------GPPGQPGLPGLKGDQGPPGLPGNPGRPGLNGMKGDPGLPGVPGFPGMKGPIGVPGSTGPDGE  1500
gi|50950201|ref|NP_001002979.1| --NPGLPGPKGEPGFQGFPGVQGPPGPPGSPGPA-LEGPKGNPGPQGPPGRPGPTGFQGLPGPEGPRGLPGNGGIKGERGNP------GQPGQPGLPGLKGDQGPPGIQGNPGRPGLNGMKGDPGLPGVPGFPGMKGPSGVPGSAGPEGD  1500
gi|194680449|ref|XP_001790185.1| --NPGLPGPKGEPGFHGFPGLQGPPGPPGSPGPA-LEGPKGSPGPQGPPGRPGPTGFQGPPGPEGPRGLPGSGAIKGERGNP------GQPGQPGLPGLKGDQGPPGLQGNPGRPGLNGMKGDPGLPGVPGFPGMKGPSGVPGSTGPEGD  1500
gi|4502955|ref|NP_000486.1| --NPGLPGPKGEPGFHGFPGVQGPPGPPGSPGPA-LEGPKGNPGPQGPPGRPG------LPGPEGPPGLPGNGGIKGEKGNP------GQPGLPGLPGLKGDQGPPGLQGNPGRPGLNGMKGDPGLPGVPGFPGMKGPSGVPGSAGPEGE  1500
gi|118089646|ref|XP_420320.2| --PPGLPGLKGEPGFQGFPGLQGPPGPPGLPGPP-LEGPKGSPGPPGVPGRPGPSGFYGSPGPEGPRGPPGSGGLKGEKGNP------GQPGPPGLTGQKGDQGPPGRQGDPGRPGLNGMKGDPGVPGVPGFPGMKGPTGPAGPAGLTGS  1500
gi|181331962|ref|NP_001116702.1| --SAGFPGPKGDAGFPGLPGQIGSVGPPGPPGLP-LQGPKGIQGPPGPPGRAG------------------SGGVKGEKGLP------GVPGTPGEAGQKGDYGSPGFPGSPGSPGPNGLKGDPGPQGVPGFPGSKGVSGPPGISGLPGA  1500
gi|71988208|ref|NP_001022662.1| YGPPGQAGQDGYPGLDGLPGAPGLNGEPGSPGQYGMPGLPGGPGESGLPGYPGERGLPGLDGKRGHDGLPGAPGVPGVEGVPGLEGDCGEDGYPGAPGAPGSNGYPGERGLPGVPGQQGRSGDNGYPGAPGQPGIKGPRGDDGFPGRDGL  1500
gi|17568913|ref|NP_510663.1| --FPGLPGQKGESGLSGLPGAPGLKGESGMPGFP---GAKGDLGANGIPGKRGEDGLPGVPGRDGQPGIPGLKGEVGGAGLP------GQPGFPGIPGLKGEGG------LPGFPGAKGEAGFPGTPGVPGYAGEKGDGGLPGLPGRDGL  1500
gi|24581824|ref|NP_723046.1| -----APGLIGERGLPGLAGEPGLVGLPGPIGPA---GSKGERGLAGSPGQPG---------QDGFPGAPGLKGDTGPQGFK------GERGLNGFEGQKGDKGDRGLQGPSGLPGLVGQKGDTGYPGLNGNDGPVGAPGERGFTGPKGR  1500
gi|118791830|ref|XP_319976.3| -----LLGEKGDKGLSGLPGPMGPPGPPGPLGRQ---GEKGDRGDSGLMGRPG---------KDGLPGPQGQRGLPGPQGEK------GDQGPPGFIGPKGERGERGRDGMNGLNGPQGLKGDRGMPGLEGVAGLPGMVGEKGDRGLPGM  1500
                         ......1360......1370......1380......1390......1400......1410......1420......1430......1440......1450......1460......1470......1480......1490......1500

                                   *  *  *  *  *     :      * **  *  * :*  *  *  *  *  *  *  *  *  *  *  *  *  *  *  *  *  *  *  *  * **     .      *: :.:***:  .* *  *   :: *:****::** 
gi|75677420|ref|NP_031762.2| PGLTGPPGPPGLPGPSGQSIVIKGDPGPPGIPGQPGLKGLPGLPGPQGLPGPIGPPGDPGRNGLPGFDGAGGRKGDPGLPGQPGARGLDGPPGPDGLQGPPGPPGTTS---VAHGFLITRHSQTTEAPQCPRGTVHIYEGFSLLYVQGNK  1650
gi|62666698|ref|XP_343779.2| PGLTGPPGPPGLPGPSGQSIVIKGDPGPPGIPGQPGLKGLPGLPGPQGLPGPIGPPGDPGRNGLPGFDGAGGRKGDPGLPGQPGSRGLDGPPGPDGLQGPPGPPGTTS---VAHGFLITRHSQTTDAPQCPQGTVHIYDGFSLLYVQGNK  1650
gi|50950201|ref|NP_001002979.1| PGLVGPPGPPGLPGPSGQSIIIKGDVGPPGIPGQPGLKGLPGLPGPQGLPGPIGPPGDPGRNGLPGFDGAGGRKGDPGLPGQPGTRGLDGPPGPDGMQGPPGPPGTSS---IAHGFLITRHSQTTDAPQCPHGTVQIYEGFSLLYVQGNK  1650
gi|194680449|ref|XP_001790185.1| PGLIGPPGPPGLPGPSGQSIVIKGDAGPPGIPGQPGLKGLQGLPGPQGLPGPIGPPGDPGRNGLPGFDGAGGRKGDPGLPGQPGTRGLDGPPGPDGLQGPPGPPGTSS---IAHGFLITRHSQTTDAPQCPQGTIQVYEGFSLLYVQGNK  1650
gi|4502955|ref|NP_000486.1| PGLIGPPGPPGLPGPSGQSIIIKGDAGPPGIPGQPGLKGLPGPQGPQGLPGPTGPPGDPGRNGLPGFDGAGGRKGDPGLPGQPGTRGLDGPPGPDGLQGPPGPPGTSS---VAHGFLITRHSQTTDAPQCPQGTLQVYEGFSLLYVQGNK  1650
gi|118089646|ref|XP_420320.2| QGLPGPPGPPGLPGTIGRSIVVKGDPGPPGPPGLPGSKGPPGLAGPQGLPGPVGVPGDPGRDGLPGFDGPAGRKGERGLPGQPGSRGIQGPPGPDGLQGPPGPPGTAS---VAHGFLITRHSQTRDTPLCPQGTSRIYDGFSLLYVQGNE  1650
gi|181331962|ref|NP_001116702.1| RGDPGDKGPPGPPGYAAEPIVLKGERGPPGPPGNPGGRGQAGPIGLQGLPGSPGSSGDPGPMGPPGFNGPPGRKGDTGPAGQPGQRGYPGPPGPDGAPGPPGITGTLS---GAHGFLITRHSQTIEVPSCPDGTSPIYEGYSLLYVQGNE  1650
gi|71988208|ref|NP_001022662.1| DGLPGRPGREGLPGP--MAMAVRNPPGQPGENGYPGEKGYPGLPGDNGLSGPPGKAGYPGAPGTDGYPGPPGLSGMPGHGGDQGFQGAAGRTGNPGLPGTPGYPGSPGGWAPSRGFTFAKHSQTTAVPQCPPGASQLWEGYSLLYVQGNG  1650
gi|17568913|ref|NP_510663.1| PGADGPVGPPGPSGP--QNLVEPGEKGLPGLPGAPGLRGEKGMPGLDGPPGNDGPPGLPGQRGNDGYPGAPGLSGEKGMGGLPGFPGLDGQPGGPGAPGLPGAPGAAG-PAYRDGFVLVKHSQTTEVPRCPEGQTKLWDGYSLLYIEGNE  1650
gi|24581824|ref|NP_723046.1| DGRDGTPGLPGQKGEP-GMLPPPGPKGEPGQPGRNGPKGEPGRPGERGLIGIQGERGEKGERGLIGETGNVGRPGPKGDRGEPGERGYEGAIGLIGQKGEPGAPAPAALD-YLTGILITRHSQSETVPACSAGHTELWTGYSLLYVDGND  1650
gi|118791830|ref|XP_319976.3| AGLNGAPGEKGQKGET-PQLPPQR-KGPPGPPGFNGPKGDKGMPGLAGPAGIPGAPGAPGEMGLRGFEGARGLQGLRGDVGPEGRPGRDGAPGLPGPKGEPGRDCESAP--YYTGILLVRHSQSDEVPMCEPGHLKLWDGYSLLYVDGND  1650
                         ......1510......1520......1530......1540......1550......1560......1570......1580......1590......1600......1610......1620......1630......1640......1650

                                   . .**** .***: :*.*:*.: *. *.:*: :**** ::**:*  .:.  * *:    :. :**** ***.*:  ******   :* ** .*. :* **** ***..*  * **:* .******:**:.*****:* :* *::: .  
gi|75677420|ref|NP_031762.2| RAHGQDLGTAGSCLRRFSTMPFMFCNINNVCNFASRNDYSYWLSTPEPMPMNMEPLKGQSIQPFISRCAVCEAPAVVIAVHSQTIQIPHCPQGWDSLWIGYSFMMHTSAGAEGSGQALASPGSCLEEFRSAPFIECHG-RGTCNYYANSY  1800
gi|62666698|ref|XP_343779.2| RAHGQDLGTAGSCLRRFSTMPFMFCNINNVCNFASRNDYSYWLSTPEPMPMNMEPLKGQSIQPFISRCAVCEAPAVVIAVHSQTIQIPHCPQGWDSLWIGYSFMMHTSAGAEGSGQALASPGSCLEEFRSAPFIECHG-RGTCNYYANSY  1800
gi|50950201|ref|NP_001002979.1| RAHGQDLGTAGSCLRRFSTMPFMFCNINNVCNFASRNDYSYWLSTPEPMPMSMEPLKGQSIQPFISRCAVCEAPAVVIAVHSQTIQIPHCPHGWDSLWIGYSFMMHTSAGAEGSGQALASPGSCLEEFRSAPFIECHG-RGTCNYYANSY  1800
gi|194680449|ref|XP_001790185.1| RAHGQDLGTAGSCLRRFSTMPFMFCNINNVCNFASRNDYSYWLSTPEPMPMSMEPLKGQSIQPFISRCAVCEAPAVVIAVHSQTIQIPRCPQGWDSLWIGYSFMMHTSAGAEGSGQALASPGSCLEEFRSAPFIECHG-RGTCNYYANSY  1800
gi|4502955|ref|NP_000486.1| RAHGQDLGTAGSCLRRFSTMPFMFCNINNVCNFASRNDYSYWLSTPEPMPMSMQPLKGQSIQPFISRCAVCEAPAVVIAVHSQTIQIPHCPQGWDSLWIGYSFMMHTSAGAEGSGQALASPGSCLEEFRSAPFIECHG-RGTCNYYANSY  1800
gi|118089646|ref|XP_420320.2| RAHGQDLGTAGSCLRRFSTMPFMFCNINNVCNFASRNDYSYWLSTPEPMPMSMEPLTGQNIQPFISRCVVCEAPAMVIAVHSQTIQIPSCPPGWDSLWIGYSFMMHTSAGAEGSGQALASPGSCLEEFRSAPFIECHG-RGTCNYYANSY  1800
gi|181331962|ref|NP_001116702.1| RAHGQDLGTAGSCLRRFSTMPFMFCNINNVCNFASRNDYSYWLSTPQPMPMTMAPITGENIKPYISRCSVCEAPAMVIAVHSQTIQLPACPENWDTLWIGYSFMMHTSAGAEGSGQALASPGSCLEEFRSAPFIECHG-RGTCNYYGNSY  1800
gi|71988208|ref|NP_001022662.1| RASGQDLGQPGSCLSKFNTMPFMFCNMNSVCHVSSRNDYSFWLSTDEPMTPMMNPVTGTAIRPYISRCAVCEVPTQIIAVHSQDTSVPQCPQGWSGMWTGYSFVMHTAAGAEGTGQSLQSPGSCLEEFRAVPFIECHG-RGTCNYYATNH  1800
gi|17568913|ref|NP_510663.1| KSHNQDLGHAGSCLQRFSTMPFLFCDFNNVCNYASRNDKSYWLSTSEAIP--MMPVNEREIEPYISRCAVCEAPANTIAVHSQTIQIPNCPAGWSSLWIGYSFAMHTGAGAEGGGQSLSSPGSCLEDFRATPFIECNGARGSCHYFANKF  1800
gi|24581824|ref|NP_723046.1| YAHNQDLGSPGSCVPRFSTLPVLSCGQNNVCNYASRNDKTFWLTTNAAIP--MMPVENIEIRQYISRCVVCEAPANVIAVHSQTIEVPDCPNGWEGLWIGYSFLMHTAVGNGGGGQALQSPGSCLEDFRATPFIECNGAKGTCHFYETMT  1800
gi|118791830|ref|XP_319976.3| YPHNQDLGSAGSCVRKFSTLPVLACGQNNICNYASRNDRTFWLSTSAPIP--MMPVTENEMRPYISRCTVCEAPTNVIAVHSQTLHIPECPNGWDGLWIGYSFLMHTAVGHGGGGQSLSGPGSCLEDFRATPFIECNGGKGHCHYYETQT  1800
                         ......1660......1670......1680......1690......1700......1710......1720......1730......1740......1750......1760......1770......1780......1790......1800



                                  .**:  ::  . *  * .:*:*:*    ::*** **::      
gi|75677420|ref|NP_031762.2| SFWLATVDMSDMFNKPQSETLKAGDLRTRISRCQVCMKRT----  1844
gi|62666698|ref|XP_343779.2| SFWLATVDMSDMFSKPQSETLKAGDLRTRISRCQVCMKRT----  1844
gi|50950201|ref|NP_001002979.1| SFWLATVDVSDMFSKPQSETLKAGDLRTRISRCQVCMKRT----  1844
gi|194680449|ref|XP_001790185.1| SFWLATVDVSDMFSKPQSETLKAGDLRTRISRCQVCMKRT----  1844
gi|4502955|ref|NP_000486.1| SFWLATVDVSDMFSKPQSETLKAGDLRTRISRCQVCMKRT----  1844
gi|118089646|ref|XP_420320.2| SFWLATVEVSEMFSKPQSETLKAGDLRTRISRCQVCMKKT----  1844
gi|181331962|ref|NP_001116702.1| SFWLATVDVNEMFRKPQSETLKAGNLRTRVSRCVVCMKRT----  1844
gi|71988208|ref|NP_001022662.1| GFWLSIVDQDKQFRKPMSQTLKAGGLKDRVSRCQVCLKNR----  1844
gi|17568913|ref|NP_510663.1| SFWLTTIDNDSEFKVPESQTLKSGNLRTRVSRCQVCVKSTDGRH  1844
gi|24581824|ref|NP_723046.1| SFWMYNLESSQPFERPQQQTIKAGERQSHVSRCQVCMKNSS---  1844
gi|118791830|ref|XP_319976.3| SFWLVSLEDHQQFQRPEQQTLKAGNLLSRVSRCQVCIRR-----  1844
                         ......1810......1820......1830......1840....


