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gi|15235981|ref|NP_193450.1| MS-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDNKPIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLASWLEDARQHANANMTIMLIGNKC-DLAHRRAVSTEEGEQFAKEHGLIFMEA   150
gi|115446975|ref|NP_001047267.1| MS-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDNKPIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLASWLEDARQHANANMTVMLIGNKC-DLSHRRAVSYEEGEQFAKEHGLVFMEA   150
gi|17137088|ref|NP_477090.1| MS-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQEAFRSITRSYYRGAAGALLVYDITRRETFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLDSRREVKKEEGEAFAREHGLVFMET   150
gi|158294114|ref|XP_556035.3| MS-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQEAFRSITRSYYRGAAGALLVYDITRRETFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLDSRREVKKEEGEAFAREHGLVFMET   150
gi|10946940|ref|NP_067493.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLESRREVKKEEGEAFAREHGLIFMET   150
gi|13929006|ref|NP_113906.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTMGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLESRREVKKEEGEAFAREHGLIFMET   150
gi|114620264|ref|XP_001158465.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKRRDLESRREVKKEEGEAFAREHGLIFMET   150
gi|50979323|ref|NP_001003318.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLESRREVKKEEGEAFAREHGLIFMET   150
gi|4506365|ref|NP_002856.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLESRREVKKEEGEAFAREHGLIFMET   150
gi|116734835|ref|NP_001068822.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLESRREVKKEEGEAFAREHGLIFMET   150
gi|45382561|ref|NP_990559.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLESRREVKKEEGEAFAREHGLIFMET   150
gi|41393075|ref|NP_958862.1| MA-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTTWLEDARQHSNSNMVIMLIGNKS-DLESRREVKKEEGEAFAREHGLIFMET   150
gi|17507539|ref|NP_491233.1| MS-YAYLFKYIIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMVTIDGKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRDTFNHLTSWLEDARQHSNSNMVIMLIGNKS-DLEARREVKREEGEAFAREHGLVFMET   150
gi|124806378|ref|XP_001350706.1| MSPYEYLFKYIIIGDTGVGKSCLLLQFTDKRFRADHDLTIGVEFGARLINLDNKQIKLQIWDTAGQESFRSITRSYYRGAAGALLVYDITRRETFNHLNRWLDEVRQNSNPHMAIILVGNKC-DLE-RREVSAEEGAQFARQNGLIFLET   150
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gi|15235981|ref|NP_193450.1| SAKTAQNVEEAFIKTAATIYKKIQDGVFDVSNESYGIKVGYGGIPGPS--GGRDG-STSQGG-GCCG   217
gi|115446975|ref|NP_001047267.1| SAKTAQNVEEAFIKTAGTIYKKIQDGVFDVSNESYGIKVGY-AVPNAS--GGGAG-SSSQGG-GCCG   217
gi|17137088|ref|NP_477090.1| SARTAANVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGQQHSPTNPSLPGAGGAAGAANS-GCC-   217
gi|158294114|ref|XP_556035.3| SARTAANVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGQQHSPTSPSLGSGNSPGGPASS-GCC-   217
gi|10946940|ref|NP_067493.1| SAKTASNVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGPQHAATNASHGSNQG-GQQAGG-GCC-   217
gi|13929006|ref|NP_113906.1| SAKTASNVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGPQHAATNASHGGNQG-GQQAGG-GCC-   217
gi|114620264|ref|XP_001158465.1| SAKTASNVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGPQHAATNATHAGNQG-GQQAGG-GCC-   217
gi|50979323|ref|NP_001003318.1| SAKTASNVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGPQHAATNATHAGNQG-GQQAGG-GCC-   217
gi|4506365|ref|NP_002856.1| SAKTASNVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGPQHAATNATHAGNQG-GQQAGG-GCC-   217
gi|116734835|ref|NP_001068822.1| SAKTASNVEEA-----------------------NGIKIGPQHAATNATHAGSQG-GQQAGG-GCC-   217
gi|45382561|ref|NP_990559.1| SAKTASNVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGPQHAATNATLAGNQG-GQQAGG-GCC-   217
gi|41393075|ref|NP_958862.1| SAKTASNVEEAFINTAKEIYEKIQEGVFDINNEANGIKIGPQHAATNSTMGGSQG-GQQAGG-GCC-   217
gi|17507539|ref|NP_491233.1| SAKTAANVEEAFIDTAKEIYRKIQEGVFDINNEANGIKLGPQHSPSSPNSPGGNATGGLGGGSGCC-   217
gi|124806378|ref|XP_001350706.1| SAKTAKNVEEAFLYTARKIYDNILEDVYDLSNESYGIKYGPNSQYSRVKLDIPSM-PESRSGFSCC-   217
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