
                                                                                    :  .   .      . ::*. ::*::* :: : .::***::.*:*: :.*..::::****:*:**.:* :::*::::.*   .  ::: :* * :**:**
gi|125625354|ref|NP_001074924.1| ------------------------------------------------MINSTSTQPPDESCSQNLLITQQIIPVLYCMVFIAGILLNGVSGWIFFYVPSSKSFIIYLKNIVIADFVMSLTFPFKILGDSGLGPWQLNVFVCRVSAVLFY   150
gi|114589871|ref|XP_001145005.1| ------------------------------------------------MINSTSTQPPDESCSQNLLITQQIIPVLYCVVFIAGILLNGVSGWIFFYVPSSKSFIVYLKNIVIADFVMSLTFPFKILGDSGLGPWQLNVFVCRVSAVLFY   150
gi|56676312|ref|NP_001008497.1| ------------------------------------------------MNNSTTTDPPNQPCSWNTLITKQIIPVLYGMVFITGLLLNGISGWIFFYVPSSKSFIIYLKNIVVADFLMGLTFPFKVLGDSGLGPWQVNVFVCRVSAVIFY   150
gi|25742689|ref|NP_598261.1| ------------------------------------------------MDNTTTTEPPKQPCTRNTLITQQIIPMLYCVVFITGVLLNGISGWIFFYVPSSKSFIIYLKNIVVADFLMGLTFPFKVLSDSGLGPWQLNVFVFRVSAVIFY   150
gi|73990409|ref|XP_542838.2| ------------------------------------------------MTNSSTTQPPEESCSRNTVITQQIVPVLYLVVFVAGILLNGVSGWIFFYVPSSKSFIVYLKNIVVADFLMSLTFPFKILADSGLGPWRIHVFVCRVSAVLFY   150
gi|116004237|ref|NP_001070477.1| -------------------------------------------------MNATSVPPAEGSCPSNALITKQIIPMLYFVVFVAGILLNGMSGWVFFYVPSSKSFIVYLKNIVIADFLMSLTFPFKILGDLGLGLWQVKVFVCRVSAVLFY   150
gi|50752580|ref|XP_422841.1| ------------------------------------------------MFNSSTN-SSGSSCSNSTVITRAVIPLIYCLIFVVGLLLNGVAAWIFLCISSKKSFIVYLKNIVVADLLMSLTFPFKILADSEIAPPQLNTFVCRYSAVVFY   150
gi|189528584|ref|XP_001333581.2| MLAGDHLTSIWTTLPLLPVCPLAYTGGLEMQSGGDRVYNVQLGEEQFQKADMDNSTQPANVTKVSSVFTNEVLPVLYTIICVCALILNGLAAWIFFRLPSSSALVVYLKNMVVADVLMLFSYPWRVVGDLGYGGFQLKLIVCRYTAVLFY   150
                         1.......10........20........30........40........50........60........70........80........90.......100.......110.......120.......130.......140.......150

                                   .** .* *:.:*.::**:*** .     *::: :  :* :: : * :  ::::** **:*.           *: **.:** :** .* :. ..***:.*: : . * :*: ::: *: :  ::* :. :::.:.**::: .*. **.*
gi|125625354|ref|NP_001074924.1| VNMYVSIVFFGLISFDRYYKIVKP--LWTSFIQSVSYSKLLSVIVWMLMLLLAVPNIILTNQSVR--EVTQIKCIELKSELGRKWHKASNYIFVAIFWIVFLLLIVFYTAITKKIFKSHLKSSRNSTSVKKKSSRNIFSIVFVFFVCFVP   300
gi|114589871|ref|XP_001145005.1| VNMYVSIVFFGLISFDRYYKIVKP--LWTSFIQSVSYSKLLSVIVWMLMLLLAVPNIILTNQSVR--EVTQIKCIELKSELGRKWHKASNYIFVAIFWIVFLLLIVFYTAITKKIFKSHLKSSRNSTSVKKKSSRNIFSIVFVFFICFVP   300
gi|56676312|ref|NP_001008497.1| VNMYVSIVFFGLISFDRYYKIVKP--LLTSIVQSVNYSKLLSVLVWMLMLLLAVPNIILTNQGVK--EVTKIQCMELKNELGRKWHKASNYIFVSIFWVVFLLLIVFYTAITRKIFKSHLKSRKNSTSVKRKSSRNIFSIVLVFVVCFVP   300
gi|25742689|ref|NP_598261.1| VNMYVSIAFFGLISFDRYYKIVKP--LLVSIVQSVNYSKVLSVLVWVLMLLLAVPNIILTNQSVK--DVTNIQCMELKNELGRKWHKASNYVFVSIFWIVFLLLTVFYMAITRKIFKSHLKSRKNSISVKRKSSRNIFSIVLAFVACFAP   300
gi|73990409|ref|XP_542838.2| VNMYVSIVFFGFISFDRYYKIVKP--LLTSFIHSVNYSKLLSVMVWVLMLLLAVPNIILTNQNVSNVKVTRIKCVTLKNELGLKWHKASNYIFVGIFWIVFFLLIFFYTAITRKIFKSHLKSRRNSISVKRKSSRNIFSIMFVFFVCFVP   300
gi|116004237|ref|NP_001070477.1| INMYVSIVFFGLIGFDRYYKIVKP--LLTSFIQSISYSKLLSVLVWSLTLLIALPNMILTNRNVT--EATRVKCMDLKSDLGLKWHKASSYIFVGIFWIVFLSLIIFYTAITKKIFKSHFKSRKNSVSVKKKSSRNIFSIMFVFFICFVP   300
gi|50752580|ref|XP_422841.1| ANMYIGISFFGLIGFDRYYKIVKP--LFTSFVHTVHYSKVISAIIWLLITFITLPNMILTNEISK--ANDSRTCIGLKSELGKQWHEVSSYICTGIFWIVFLLLIIFYTSISKKIYSSYKKFRRNSDSAKRKTSRNIFTIMFVFVLCFVP   300
gi|189528584|ref|XP_001333581.2| LSMYTGIAFMSLISLERYFKIVCSSSRVSSFLQRVWVAKALALLAWGIMIFFSLPNTILSNQPMP----KVFSCMALKSELGRNWHVVSAHFNVGIFWVAFLLMVFCYTSIACHVYRSYKRVQRDSSAAGRRSNQSIFSLLAVFIICFVP   300
                         .......160.......170.......180.......190.......200.......210.......220.......230.......240.......250.......260.......270.......280.......290.......300

                                  ** .*:*** ** :.  :. : :  *   ** :*:*** ******:        : . *                                
gi|125625354|ref|NP_001074924.1| YHIARIPYTKSQ-TEAHYSCQSKEILRYMKEFTLLLSAANVCLDPIIYFFLCQPFREILCKKLHIPLKAQNDLDISRIKRGNTTLESTDTL   391
gi|114589871|ref|XP_001145005.1| YHIARIPYTKSQ-TEAHYSCQSKEILRYMKEFTLLLSAANVCLDPIIYFFLCQPFREILCKKLHIPLKAQNDLDISRIKRGNTTLESTDTL   391
gi|56676312|ref|NP_001008497.1| YHIARIPYTKSQ-TEGHYSCRTKETLLYAKEFTLLLSAANVCLDPIIYFFLCQPFREVLNKKLHMSLKVQNDLEVSKTKRENAIHESTDTL   391
gi|25742689|ref|NP_598261.1| YHVARIPYTKSQ-TEGHYSCQAKETLLYTKEFTLLLSAANVCLDPIS----ISSYASRLEKS-----------------------------   391
gi|73990409|ref|XP_542838.2| YHTARIPYTQSQ-TEAHYSCRSKEILLYVKEFTLLLSAANVCLDPIIYFFLCQPFRETLCKKLHIPFKAQHDSETSKTKRENTTHESTDTL   391
gi|116004237|ref|NP_001070477.1| YHIARIPYTQSQ-TEAHYSCQSKQILFYVKEFSLLLSAANVCLDPIIYFFLCQPFREVLCKKLHIQLKTQHDSETSKIKRENIIQESTDTL   391
gi|50752580|ref|XP_422841.1| YHFCRIPYTLSQ-TSPQFNCRSQRALFLAKEFTLLLSAANVCLDPIIYFFLCQPFRERLYQKLHLQLKTSGEAEITKSRRSNTLQESVNIL   391
gi|189528584|ref|XP_001333581.2| YHVCRVPYTMSQRSNSGYQPQDRYVLFQIKEATLFLSALNVCLDPVIYFFMCRIFRESLL-------------------------------   391
                         .......310.......320.......330.......340.......350.......360.......370.......380.......390.


