CLUSTAL 2.0.11 multiple sequence alignnent

gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| MEKPVLLYVI GLLSF
LASETDATAPTDFLPFGNGDTLNPVSDDGSSPAI T 50
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

LTQPI TYFGNTYN

VFVNNNGQL TFTAPLYEYNPWKSERDI | APLWIDL 100

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| DNTQGGNI SYRVFT
SSDVLAQATAAVNONFPS| PFVATSLFVATW/NVPY 150
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

FDDEGVWTVQVALV

YNLQRTFI LFNYASTPATTGNWWSNNGYLSFTDPL 200

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 SGNTLTLNSGKD! |
APLWIHLDNTYGGS| SYSKSASSNVLAQ TAAVKQY 250
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

FPNI PFAATSVFVA

TW/GVPYYSGAGLVSFQVWLAYNVHRSFVLTYYGDV 300

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| ref | XP_700475. 4 AQTGQOWQAGYSTV
DSVSSFI SPKNSVSELASRSNI NVTGCWAYQVDGSP 350
gi | 292619737| ref | XP_002664069. ---------------



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

NL PANFL PFGNGEI

VTPRSDNASSEAI VL QOPFKYFGRTLNQTYVNNNGL 400

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| LTFTKPPTDCI PLL
NSGRDVI APLWIHFDNRRGGTI SYREDTSSAVLAQV 450
gi | 292619737| ref | XP_002664069. -------cceomo--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

TAAVKQYFPNI AFA

ASSAFVWTVDSVPYYNGAGVATFQWLVSSVORSFI 500

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 LLNYGNI SEPKQTW
VAGYGTVDSVNSFTI EVSNASAL SYSSNTNVNGRSS 550
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

FQVDGTPNLPSNFL

PSGDGEVVNPTSDDGSSGAI FLQQPFKYFGRTYNQ 600

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| FLNSNGFLTFTGPL
SAYNSSLVSGRDI | APLWIQLDSRHGGTI SYI NTAS 650
gi | 292619737| ref | XP_002664069. - ---------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

SKVLAQUNTVWKQN

FPNI PFAATSAFVATWDSVPYYNGGGVWSFQVVLVY 700

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| NVHRSFI LI YYGNV
AQKGOPWOAGYSTVDSVSSFTTPTNSVSELSSSSNV 750
gi | 292619737| ref | XP_002664069. ---c---ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

NVTGFWAL QVDGSP

NL PANFL PFGNGEVVTPRLDNASSDAI VL QQPFKYF 800

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 GRTLNGQTYVNNNGL
LTFTKPPTDC! PLLNSGRDVI APLWIHFDNRQGGT! 850
gi | 292619737| ref | XP_002664069. ~  ------cem-oan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

SYREDTSSAVLAQV

TAAVKQYFPNAAFTAL SAFWTWDSVPYYNGAGVAT 900

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| FOVWLVSSVQRSFI
LLNYGNI SEPKQSWAGYGTVDSVNSFTI EVSNASA 950
gi | 292619737| ref | XP_002664069.  ---------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791| r ef | XP_700475. 4| L SYSSNTNVNGRSSF
QVDGTPNCKPVKAKL SLNLYLWDGEVWNPTSDDGS 1000
gi | 292619737| ref | XP_002664069. ----------nnn-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| SSAl FLQQPFKYFGR
TYNQ FLNSNGFLTFTGPLSAYNSSLVSGRDI | AP 1050
gi | 292619737| ref | XP_002664069. -------cce-mn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| LWIQL DSRHGGTI SY
I NTASSKVLAQVNTVVKQNFPNI PFAATSAFVATW 1100
gi | 292619737| ref | XP_002664069. ----------oonn-






gi | 292626791 ref | XP_700475. 4 DSVPYYNGGGVWVSFQ
VWLAYNVHRSFVLI YYGNVAQKGQPWQAGYSTVDS 1150
gi | 292619737| ref | XP_002664069. ------ce--ncan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| VSSFTTPTNSVSELS
SSSNVNVTGFWAL QVDGSPNL PANFLPFGNGE! VT 1200
gi | 292619737| ref | XP_002664069. ---c---cceomm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| PRLDNASSEAI VLQQ
PFKYFGRTLNQTYVNNNGLLTFTKPPTDCI PLLNS 1250
gi | 292619737| ref | XP_002664069. ---------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 GRDVI APLWIHFDNR
RGGTI SYREDTSSAVLAQVTAAVKQYFPNAAFTAL 1300
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| SAFWTWDSVPYYNG
AGVATFQWLVSSVORSFI LLNYGNI SEPKQTW/A 1350
gi | 292619737| ref | XP_002664069. - --cceomm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| GYGSVDSVNSFTI EV
SNASAL SYSSNTNVNGRSSFQVDGTPSCKPVKAKL 1400
gi | 292619737| ref | XP_002664069. ---------oonn-






gi | 292626791 ref | XP_700475. 4 SLNLYLWDGEVWNPT
SDDGSSGAI FLQQPFKYFGHTYNQ FLNSNGFLTF 1450
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| TGPLSAYNSSLVSGR
DI | APLWIQLDSRHGGTI SYI NTASSKVLAQUNTV 1500
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| VKQNFPNI PFAATSA
FAATWDSVPYYNGGGVWSFOWLVYNVHRSFVLI Y 1550
gi | 292619737| ref | XP_002664069. ---------oon--



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791| r ef | XP_700475. 4| YGNVAQKGOPWQAGY
STMVDSVSSFTTPTNSVSEL SSSSNVNVTGFWALQV 1600
gi | 292619737| ref | XP_002664069. --------mmmmo--

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| DGSPNL PANFLPFGN
GEVVTPRLDNASSDAI VL QOPFKYFGRTLNQTYVN 1650
gi | 292619737| ref | XP_002664069. ---c---ccemmm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

NNGLLTFTKPPTDCI

PLLNSGRDVI APLWIHFDNRQGGTI SYREDTSSAV 1700

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 LAQVTAAVKQYFPNA
AFTAL SAFVWTWDSVPYYNGAGVATFQWLVSSVQ 1750
gi | 292619737| ref | XP_002664069. ------ce---can-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| RSFI LLNYGNI SEPK
QTVWAGYGTVDSVNSFTI EVSNASAL SYSSNTNVN 1800
gi | 292619737| ref | XP_002664069. ---s---ce-mn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| GRSSFQVDGTPNCKP
VKAKL SLNL YLVDGEVVNPTSDDGSSSAI FLQQPF 1850
gi | 292619737| ref | XP_002664069.  ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 KYFGRPYNQ FLNSN
GFLTFTGPLSAYNSSLVSGRDI | APLWIQLDSRHG 1900
gi | 292619737| ref | XP_002664069. ------ce--oan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| GTI SYI NTASSKVLA
QVNTWWKQNFPNI PFAATSAFVATWDSVPYYNGGG 1950
gi | 292619737| ref | XP_002664069. -------ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| VWSFQWLAYNVHRS
FVLI YYGKVAQKGQOPWOQAGYSTVDSVSSFTTLTNS 2000
gi | 292619737| ref | XP_002664069. ---------oonn-






gi | 292626791| r ef | XP_700475. 4| VSEL SSSSNVNVTGF
WAL QVDGSPNL PANFL PFGNGE! VTPRSDNASSEA 2050
gi | 292619737| ref | XP_002664069. --------cemm---






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| | VLQQPFKYFGRTLN
QTYVNNNGLL TFTKPPTDCT PLLNSGRDVI APLWE 2100
gi | 292619737| ref | XP_002664069. -------cceo-n--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| HFDNRQGGTI SYRED
TSSAVLAQVTAAVKQYFPNAAFTAL SAFVWTWDSY 2150
gi | 292619737| ref | XP_002664069. ---------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 PYYNGAGVATFQWL
VSSVQRSFI LLNYGNI SEPKQTWAGYGTVDSVNS 2200
gi | 292619737| ref | XP_002664069. ~  ------ce--ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| FTI EVSNASALSYSS
NTNVNGRSSFQVDGT PNCKPVKAKL SLNL YLWDGE 2250
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| ref | XP_700475. 4 VWNPTSDDGSSCGAI F
L QQPFKYFGRTHNQ FLNSNGFLTFTGPLSAYNSS 2300
gi | 292619737| ref | XP_002664069. -------------n-






gi | 292626791 ref | XP_700475. 4 LVSGRDI | APLWIQL
DSRHGGTI SFI NTASSKVLAQUNTWKQNFPNI PF 2350
gi | 292619737| ref | XP_002664069. ~  ------ce--ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| AATSAFVATWDSVPY
YNGGGVI SFQUWLAYNVHRSFVLI YYGNWVAQKGQP 2400
gi | 292619737| ref | XP_002664069. ---c---cceomm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791]| r ef | XP_700475. 4| WOAGYSTVDSVSSFT
TPTNSVSEL SSSSNVNVTGFWAL QVDGSPNLPANF 2450
gi | 292619737 ref | XP_002664069. -------o-ooo--



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 LPFGNGEVWTPRSDN
ASSEAI VL QQPFKYFGRTLNQTYVNNNGLLTFTKP 2500
gi | 292619737| ref | XP_002664069. ------cem-oan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| PTDCI PLLNSGRDVI
APLWIHFDNRQGGT| SYREDTSSAVLAQVTAAVKQ 2550
gi | 292619737| ref | XP_002664069. ~  -------cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| YFPNI AFTALSAFWV
TWDSVPYYNGAGVATFQWLVSSVQRSFI LLNYGN 2600
gi | 292619737| ref | XP_002664069. ----------oonn-






gi | 292626791 ref | XP_700475. 4 | SEPKQTVWAGYGSV
DSVNSFTI EVSNASAL SYSSNTNVNGRSSFQVDGT 2650
gi | 292619737| ref | XP_002664069. ------cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| PNCKPVKAKL SLNLY
LVWDGEVLNPTSDDGSSSAI FLQOPFKYFGRTYNQ 2700
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| FLNSNGFLTFTGPLS
AYNSSLVSGRDI | APLWIQLDSRHGGTI SYI NI AS 2750
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 SKVLAQUNTVVKQNF
PNI PFAATSAFVATWDSVPYYNGGGVWSFQWLAY 2800
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| NVHRSFVLI YYGNVA
QKGOPWOQVNNNGLLTFTKPPTDC! PLLNSGRDVI A 2850
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| PLWIHFDNRQGGTI S
YREDT SSAVLAQVTAAVKQYFLNAAFTALSAFWT 2900
gi | 292619737| ref | XP_002664069. ---------oon--






gi | 292626791 ref | XP_700475. 4 WDSVPYYNGAGVATF
QWLVSSVQRSFI LLNYGNI SEPKQTVWAGYGTVD 2950
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| SVNSFTI EVSNASAL
SYSSNTNVNGRSSFQVDGTPNLPSNFLPSGNGEVWW 3000
gi | 292619737| ref | XP_002664069. - --cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| NPTSDDGSSSAI FLQ
QPFKYFGRTYNQ FLNSNGELTFTEPLSAYNSSLV 3050
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 SGRDLI APLWIQLDS
RHGGTI SYI NI ASSKVLAQVNTWKQNFPNI PFAA 3100
gi | 292619737| ref | XP_002664069. ------ce--noan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| TSAFVATWDSVPYYN
GGGVVSFQUWLAYNVHRSFVLI YYGNVAQKGQOPWO) 3150
gi | 292619737| ref | XP_002664069. -------cce-mm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| AGYSTVDSVSSFTTP
TNSVSEL SSSSNVNVTGFVAL QVDGSPNLPANFLP 3200
gi | 292619737| ref | XP_002664069. -------oceoo---






gi | 292626791 ref | XP_700475. 4 FGNGEVWTPRSDNAS
SEAI VL QQPFKYFGRTLNGTYVNNNGLL TFTKPPT 3250
gi | 292619737| ref | XP_002664069. ------cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| DCl PLLNSGRDVI AP
LWIHFDNRQGGT! SYREDTSSAVLAQVTAAVKQYF 3300
gi | 292619737| ref | XP_002664069. - --cceomm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| PNl AFTALSAFWTW
DSVPYYNGAGVATFQWLVSSVQRSFI LLNYGNI S 3350
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 EPKQTVWAGYGSVDS
VNSFTI EVSNASAL SYSSNTNVNGRSSFQVDGTPN 3400
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| CKPVKAKL SLNLYLW
DGEVLNPTSDDGSSSAI FLOQPFKYFGRTYNQ FL 3450
gi | 292619737| ref | XP_002664069. -------ccao-n--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| NSNGFLTFTGPL SAY
NSSLVSGRDI | APLWIQLDSRHGGTI SYI NI ASSK 3500
gi | 292619737| ref | XP_002664069. ----------oonn-






gi | 292626791 ref | XP_700475. 4 VLAQUNTVWKQNFPN
| PFAATSAFVATWDSVPYYNGGGVWSFQWLAYNV 3550
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| HRSFVLI YYGNVAQK
WOVNNNGLL TFTKPPTDCI PLLNSGRDVI APL 3600
gi | 292619737| ref | XP_002664069. ---c---ccammn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| \WIHFDNRQGGTI SYR
EDTSSAVLAQVTAAVKQYFLNAAFTAL SAFVWTWD 3650
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 SVPYYNGAGVATFQV
VLVSSVQRSFI LLNYGNI SEPKQTVWAGYGTVDSV 3700
gi | 292619737| ref | XP_002664069. - --cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| NSFTI EVSNASALSY
SSNTNVNGRSSFQVDGTPNLPSNFLPSGNGEVWNP 3750
gi | 292619737| ref | XP_002664069. -------cceomm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| TSDDGSSSAI FLQQP
FKYFGRTYNQ FLNSNGFLTFTEPLSAYNSSLVSG 3800
gi | 292619737| ref | XP_002664069. ----------onn-






gi | 292626791 ref | XP_700475. 4 RDL| APLWIQLDSRH
GGTI SYI NI ASSKVLAQVNTWKQNFPNI PFAATS 3850
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| ref | XP_700475. 4| AFVATWDSVPYYNGG
GVWSFQUWLAYNVHRSFVLT YYGNVAQKGQPWQAG 3900
gi | 292619737| ref | XP_002664069. ------c-m--can-



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| YSTVDSVSSFTTPTN
SVSEL SSSSNVNVTGFWAL QVDGSPNLPANFLPFG 3950
gi | 292619737| r ef | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 NGE| VTPRSDNASSD
Al VLQQPFKYFGRTLNQTYVNNNGLL TFTKPPTDC 4000
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| | PLLNSGRDVI APLW
THFDNRQGGT! SYREDTSSAVLAQVTAAVKQYFPN 4050
gi | 292619737| ref | XP_002664069. ---------------



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| | AFTALSAFVWTWDS
VPYYNGAGVATFQWLVSSVQRSFI LLNYGNI SEP 4100
gi | 292619737| ref | XP_002664069. ----------onn-






gi | 292626791 ref | XP_700475. 4 KQTVWAGYGSVDSVN
SFTI EVSNASAL SYSSNTNVNGRSSFQVDGTPNLP 4150
gi | 292619737| ref | XP_002664069. ------ce--noan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| SNFLPSGDGEVLNPT
SDDGSSSAI FLQOPFKYFGRTYNQ FLNSNGFLTF 4200
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| TGPLSAYNSSLVSGR
DI | APLWIQLDSRHGGTI SYI NTASSKVLAQUNTV 4250
gi | 292619737| ref | XP_002664069.  ---------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 VKQNFPNI PFAATSA
FVATWDSVPYYNGGGVWSFQWLAYNVHRSFVLI Y 4300
gi | 292619737| ref | XP_002664069. ~  ------cc--noan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791 r ef | XP_700475. 4] YGNVAQKGOPVOVNN
NGLLTFTKPPTDCI PLLNSGRDVI APLWTHFDNRQ 4350
gi | 292619737| ref | XP_002664069. - --------oonn-



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| GGTI SYREDTSSAVL
AQVTAAVKQYFLNAAFTALSAFVWTVDSVPYYNGA 4400
gi | 292619737| ref | XP_002664069. ----------oonn-






gi | 292626791 ref | XP_700475. 4 GVATFQWLVSSVQR
SFI LLNYGNI SEPKQTVWAGYGTVDSVNSFTI EVS 4450
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| NASAL SYSSNTNVNG
RSSFQVDGTPNL PSNFL PSGNGEVVNPTSDDGSSS 4500
gi | 292619737| ref | XP_002664069. ---c---ccemmm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| Al FLQOPFKYFGRTY
NQ FLNSNGFLTFTEPL SAYNSSLVSGRDLI APLW 4550
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 TQLDSRHGGTI SYI N
I ASSKVLAQVNTWKQNFPNI PFAATSAFVATWDS 4600
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| VPYYNGGGWSFQW
LAYNVHRSFVLI YYGNVAQKGOPWOAGYSTVDSVS 4650
gi | 292619737| ref | XP_002664069. -------ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| SFTTPTNSVSELSSS
SNVNVTGFWAL QVDGSPNL PANFLPFGNGE! VTPR 4700
gi | 292619737| ref | XP_002664069. ----------oonn-






gi | 292626791 ref | XP_700475. 4 SDNASSDAI VL QQPF
KYFGRTLNQTYVNNNGLL TETKPPTDC! PLLNSGR 4750
gi | 292619737| ref | XP_002664069. ------cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| DVI APLWIHFDNRQG
GTI SYREDTSSAVLAQVTAAVKQYFPNI AFTALSA 4800
gi | 292619737| ref | XP_002664069. ---c---cceomo--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| FVWTWDSVPYYNGAG
VATFQWLVSSVQRSFI LLNYGNI SEPKQTWAGY 4850
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 GSVDSVNSFTI EVSN
ASAL SYSSNTNVNGRSSFQVDGTPNLPSNFLPSGD 4900
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| GEVLNPTSDDGSSSA
| FLQQPFKYFGRTYNQ FLNSNGFLTFTGPLSAYN 4950
gi | 292619737| ref | XP_002664069. ---c---cce-mn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| SSLVSGRDI | APLWI
QLDSRHGGTI SYI NTASSKVLAQUNTWKQNFPNI - 5000
gi | 292619737| ref | XP_002664069. ---------oonn-






gi | 292626791 ref | XP_700475. 4 PFAATSAFVATWDSV
PYYNGGGWSFQWLAYNVHARSFVLI YYGNVAQKG 5050
gi | 292619737| ref | XP_002664069. ------cem-oan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| QPWQAGYSTVDSVSS
FTTPTNSVSEL SSSSNVNVTGFWAL QVDGSPNLPA 5100
gi | 292619737| ref | XP_002664069. ---------------



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| NFLPFGNGEI VTPRS
DNASSDAI VL QQPFKYFGRTLNQTYVNNNGLLTFT 5150
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 KPPTDCI PLLNSGRD
VI APLWITHFDNRQGGT| SYREDTSSAVLAQVTAAV 5200
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| KQYFPNI AFTAL SAF
VWTVDSVPYYNGAGVATFQUWLVSSVQRSFI LLNY 5250
gi | 292619737| ref | XP_002664069. -------cca-mm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| GNI SEPKQTW/AGYG
SVDSVNSFTI EVSNASAL SYSSNTNVNGRSSFQVD 5300
gi | 292619737| ref | XP_002664069. ----------onn-






gi | 292626791 ref | XP_700475. 4 GTPNLPSNFLPSGDG
EVLNPTSDDGSSSAl FLQUPFKYFGRTYNQ FLNS 5350
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| NGFLTFTGPLSAYNS
SLVSGRDI | APLWIQLDSRHGGTI SYI NTASSKVL 5400
gi | 292619737| ref | XP_002664069. ---c---ccemmm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| AQUNTWKQNFPNI P
FAATSAFVATWDSVPYYNGGGVWSFQWLAYNVHR 5450
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 SFVLI YYGNVAQKGQ
PWQVNNNGLL TFTKPPTDCT PLLNSGRDVI APLWT 5500
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| HFDNRQGGTI SYRED
TSSAVLAQVTAAVKQYFLNAAFTALSAFWTWDSY 5550
gi | 292619737| ref | XP_002664069. -------cce-mn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| PYYNGAGVATFQWL
VSSVORSFI LLNYGNI SEPKQTWAGYGTVDSVNS 5600
gi | 292619737| r ef | XP_002664069.  ---------oonn-






gi | 292626791 ref | XP_700475. 4 FTI EVSNASALSYSS
NTNVNGRSSFQVDGT PNL PSNFLPSGNGEVWNPTS 5650
gi | 292619737| ref | XP_002664069. - --cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| DDGSSSAI FLQQPFK
YFGRTYNQ FLNSNGFLTFTEPLSAYNSSLVSGRD 5700
gi | 292619737| ref | XP_002664069. ---c---cce-mm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| LI APL\WIQLDSRHGG
TI SYI NI ASSKVLAQVNTVWKQNFPNI PFAATSAF 5750
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4| VATVDSVPYYNGGGV
VSFQUWLAYNVHRSFVLI YYGNVAQKGOPWOVNNN 5800
gi | 292619737| r ef | XP_002664069. - --e--ce-nnn-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| GLLTFTKPPTDCI PL
LNSGRDVI APLWIHFDNRQGGT| SYREDTSSAVLA 5850
gi | 292619737| ref | XP_002664069. -------ccemmm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| QVTAAVKQYFPNI AF
TALSAFVWTWDSVPYYNGAGVATFQWLVSSVQRS 5900
gi | 292619737| ref | XP_002664069. ---------onn-






gi | 292626791 ref | XP_700475. 4 FI LLNYGNI SEPKGS
\WAGYGWDSVNSFTI EVSNASAL SYSSNTNVNGR 5950
gi | 292619737| ref | XP_002664069. ------cem-noan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| SSFQVDGTPNLPSNF
L PSGNGEVVNPTSDDGSSGAI FLQQPFKYFGRTYN 6000
gi | 292619737| ref | XP_002664069. ---c---ccemmn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| Q FLNSNGFLTFTGP
L SAYNSSLVSGRDI | APLWIQLDSRHGGTI SYI NT 6050
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 ASSKVLAQVNTWWRQ
NFPNI PFAAT SAFVATWDSVPYYNGGGWSFQUWL 6100
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| VYNVHRSFVLI YYGN
VARKGQPWOVNNNGL L TFAKPPSDCI PFLNSGRDL 6150
gi | 292619737| ref | XP_002664069. -------cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| | APLWIHFDNRQGGT
| SCREDTSSDVLAQVNAAI KONSPNANFTASSAFV 6200
gi | 292619737| ref | XP_002664069. ---------oonn-






gi | 292626791| r ef | XP_700475. 4| ATVDNVPYYDGRGVA
TFQVWLASSVQRSFI LLNYGNI SKLGQTW.AGYDT 6250
gi | 292619737| ref | XP_002664069. ---------------






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| VDSANSFTI KVSNAS
EL SSSSNTNVNGRSTFPVDGSTKVPSNFLPSDDGQ 6300
gi | 292619737| ref | XP_002664069. ---c---ccemmm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| AVNSTANDGSSDAI S
L QQPFKFFGRTYSQ YMNSNGYLTFTKPLPAFNSS 6350
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 LNPKRDI | APLWIQL
DSRRGGS| SYI NKPSSNVLAQVTAAVKQYFPNI PF 6400
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| AAASAFVATVKSVPY
NNSGGVWNFQUWLAYNVHRSFVFI YYGDI AETGQP 6450
gi | 292619737| ref | XP_002664069. ---c---ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| WQAGYSTVDSASSFL
VPARSVSEL SSSSNI KVTGCWAFQVDGSPKLPDNF 6500
gi | 292619737| ref | XP_002664069. ---------oonn-






gi | 292626791 ref | XP_700475. 4 | PFGNGEMVTPRLDN
GSSEAI | LQQPFKYFGRTLNQTFVNNNGLLTFAKP 6550
gi | 292619737| ref | XP_002664069. ------cem-oan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

PSDClI PFLNSGRDLI

APLWI'HFDNRQGGT| SCREDTSSDVLAQVNAAI KQ 6600

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| NSPNANFTASSAFVA
TWDNVPYYDGRGVATFQWLASSVQRSFI LLI YGN 6650
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 | SQLGQTW.AGYDTL
DSANSFTI KVSNASEL SSSSNTNVNGRSTFPVDGS 6700
gi | 292619737| ref | XP_002664069. ~  ------cc--noan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| TKVPSNFL PSDDGQA
VNSTANDGSSDAI SLQQPFKFFGRTYSQ YMNSNG 6750
gi | 292619737| ref | XP_002664069. -------ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| YLTFTKPLPASNSSL
NPKRDI | APL\WIQLDSRRGGS! SYI NKPSSNVLAQ 6800
gi | 292619737| r ef | XP_002664069. ----------onn-






gi | 292626791 ref | XP_700475. 4 VTAAVKQYFPNI PFA
AASAFVATVKSVPYNNSGGVWNFQUWLAYNVHRSF 6850
gi | 292619737| ref | XP_002664069. ------cem-noan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| VFNYYGDI AETGQPW
QAGYSTVDSASSFLVPARSVSEL SSSSNI KVTGCW 6900
gi | 292619737| ref | XP_002664069. ---c---cceomm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| AFQVDGSPKLPDNFI
PFGNGEMVTPRL DNGSSEAT KLQQPFKYFGRTLNQ 6950
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 TFVNNNGLL TFAKPP
SDC| PFLNSGRDL | APLWIHFDNRQGGTI SCREDT 7000
gi | 292619737| ref | XP_002664069. - --cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| SSDVLAQVNAAI KON
SPNANFTASSAFVATWDNVPYYDGRGVATFQWLA 7050
gi | 292619737| ref | XP_002664069. ~  -------cceomm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

SSVQRSFI LLNYGNI

SKLGQTW.AGYDTVDSANSFTI KVSNASELSSSSN 7100

gi | 292619737 r ef | XP_002664069.






gi | 292626791 r ef | XP_700475. 4| TNVNGRSTFPVDGST
KVPSSFL PSDDGQAVNSTANDGSSDAI SLQOPFKF 7150
gi | 292619737| ref | XP_002664069. -----e--ce--nn-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| FGRTYSQ YMNSNGY
L TFTKPLPAFNSSLNPKRDI | APLWITQLDSRRGGS 7200
gi | 292619737 ref | XP_002664069. -------ceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| | SYI NKPSSNVLAQV
TAAVKQYFPNI PFAAASAFVATWKSVPYNNSGGW 7250
gi | 292619737| ref | XP_002664069. ---------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 NFQUWLAYNVHRSFV
FI YYGDI AETGQPWQAGYSTVDSASSFLVPARSVS 7300
gi | 292619737| ref | XP_002664069. - --ce--oan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| ELSSSSNI KVTGCWA
FQVDGSPKLPDNFI PFGNGEMVTPRLDNGSSEA!I | 7350
gi | 292619737| ref | XP_002664069. -------cceoom--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| L QQPFKYFGRTLNQT
FVNNNGLL TFAKPPSDC! PFLNSGRDLI APLWTHF 7400
gi | 292619737| ref | XP_002664069. ---------onn-






gi | 292626791 ref | XP_700475. 4 DNRQGGTI SCREDTS
SDVLAQVNAAI KQNSPNANETASSAFVATWDNVPY 7450
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| YDGRGVATFQUWLAS
SVQRSFI LLNYGNI SKLGJTW.AGYDTVDSANSFT 7500
gi | 292619737| ref | XP_002664069. ---c---ccemmn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| | KVSNASEL SSSSNT
NVNGRSTFPVDGSTKVPSNFL PSDDGQAVNSTAND 7550
gi | 292619737| ref | XP_002664069. ---------onnn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 GSSDAI SLQQPFKFF
CRTYSQ YMNSNGYLTFTKPLPASNSSLNPKRDI | 7600
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| APLWI QL DSRRGGS!
SYI NKPSSNVLAQVTAAVKQYFPNI PFAAASAFVA 7650
gi | 292619737| ref | XP_002664069. - --ccammn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| TWKSVPYNNSGGVWN
FOWLAYNVHRSFVFI YYGDI AETGQPWQAGYSTV 7700
gi | 292619737| ref | XP_002664069. ----------onn-






gi | 292626791 ref | XP_700475. 4 DSASSFLVPARSVSE
L SSSSNI KVTGCWAFQVDGSPKLPDNFI PFGNGEM 7750
gi | 292619737| ref | XP_002664069. ------cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| VTPRLDNGSSEAI | L
QQPFKYFGRTLNQTFVNNNGLL TFAKPPSDCI PFL 7800
gi | 292619737| ref | XP_002664069. ---s---cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| NSGRDL| APLWIHFD
NRQGGTI SCREDTSSDVLAGQVNAAI KONSPNANFT 7850
gi | 292619737| ref | XP_002664069. - ---------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 ASSAFVATVIDNVPYY
DGRGVATFQUWLASSVQRSFI LLNYGNI SKLGQJTW 7900
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| LAGYDTVDSANSFTI
KVSNASEL SSSSNTNVNGRSTFPVDGSTKVPSNFL 7950
gi | 292619737| ref | XP_002664069. ---c---ce-mn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| PSDDGQAVNSTANDG
SSDAI SLQQPFKFFGRTYSQl YMNSNGYLTFTKPL 8000
gi | 292619737| ref | XP_002664069. ---------oonn-






gi | 292626791 ref | XP_700475. 4 PASNSSLNPKRDI | A
PLWIQLDSRRGGS| SYI NKPSSNVLAQVTAAVKQY 8050
gi | 292619737| ref | XP_002664069. ~  ------cem-oan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| FPNI PFAAASAFVAT
VKSVPYNNSGGVWNFQWLAYNVHRSFVFI YYGDI 8100
gi | 292619737| ref | XP_002664069. ~  ---c---ccemmn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| AETGOPWOAGYSTVD
SASSFLVPARSVSEL SSSSNI KVTGOWAFQVDGSP 8150
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 KLPDNFI PFGNGEMY
TPRLDNGSSEAI | LQQPFKYFGRTLNQTFVNNNGL 8200
gi | 292619737| ref | XP_002664069. ------ce--nan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| LTFAKPPSDCI PFLN
SGRDLI APLWIHFDNRQGGTI SCREDTSSDVLAQV 8250
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| NAAI KQNSPNANFTA
SSAFVATVDNVPYYDGRGVATFQUWLASSVORSFI - 8300
gi | 292619737| ref | XP_002664069. ---------oonn-






gi | 292626791| r ef | XP_700475. 4| LLNYGNI SQLGQTW.
AGYDTVDSANSFTI KVSNASEL SSSSNTNVNGRST 8350
gi | 292619737| ref | XP_002664069. ---------onnn-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| FPVDGSTKVPSNFLP
SDDGQAVNSTANDGSSDAI SLQOPFKFFGRTYSQ 8400
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| YMNSNGYLTFTKPLP
ASNSSLNPKRDI | APLWIQLDSRRGGS| SYI NKPS 8450
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 SNVLAQVTAAVKQYF
PNI PFAAASAFVATVWKSVPYNNSGGVWNFQWLAY 8500
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| NVHRSFVFI YYGDI A
ETGQPWOQVSEDL FL VRCGNCKAGYSTVDSASSFLV 8550
gi | 292619737| ref | XP_002664069. -------cce-mn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| PARSVSELSSSSNI K
VT GOWAFQVDGSPKL PDNFT PFGNGEMVTPRLDNG 8600
gi | 292619737| ref | XP_002664069. ----------oonn-






gi | 292626791 ref | XP_700475. 4 SSEAI | LQQPFKYFG
RTLNQTFVNNNGL L TFAKPPSDC! PFLNSGRDLI A 8650
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| PLWIHFDNRQGGTI S
CREDTSGDVLAQVNAAI KONSPNANFTASSAFVAT 8700
gi | 292619737 ref | XP_002664069. ---c---ccemmm--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| \DNVPYYDGRGVATF
QVWLASSVQRSFI LLNYGNI SQLGQTW.AGYDTVD 8750
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 SANSFTI KVTNASEL
SSSSNTNVNGRSTFPVDGSTKVPSNFLPSDDGQAV 8800
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| NSTANDGSSDAI SLQ
QPFKFFGRTYSQ YVSI Tl SSHHTNEHRRGGSI SY 8850
gi | 292619737 ref | XP_002664069. -------ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| | NKPSSNVLAQVTAA
VKQYFPNI PFAAASAFVATVKSVPYNNSGGVWNFQ 8900
gi | 292619737| ref | XP_002664069. ----------oonn-






gi | 292626791 ref | XP_700475. 4 VWLAYNVHRSFVFI Y
YGDI AETGQPWQAGYSTVDSASSFLVPARSVSELS 8950
gi | 292619737| ref | XP_002664069. ~  ------cem-noan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791 r ef | XP_700475. 4] SSSNI KVTGOWAFQV
DGSPKLPDNFI PFGNGEMVTPRLDNGSSEAI KLQQ 9000
gi | 292619737| r ef | XP_002664069. ---------oonn-



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| PFKYFGRTLNQTFVN
NNGLL TFAKPPSDCI PFLNSGRDLI APLWTHFDNR 9050
gi | 292619737| ref | XP_002664069. ---------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791| r ef | XP_700475. 4| QGGT| SCREDTSSDV
LAQVNAAI KQNSPNANFTASSAFVATWDNVPYYDG 9100
gi | 292619737| ref | XP_002664069. ---------nnn-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| RGVATFQWLASSVQ
RSFI LLNYGNI SKLGQMW.AGYDTVDSANSFTI KV 9150
gi | 292619737| ref | XP_002664069. ~  -------ccaomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| SNASEL SSSSNTNVN
GRSTFPVDGSTKVPSSFLPSDDGQAVNSTANDGSS 9200
gi | 292619737| ref | XP_002664069. ----e---ooonn-






gi | 292626791 ref | XP_700475. 4 DAl SLQQPFKFFGRT
YSQ YMNSNGYL TFTKPLPAFNSSLNPKRDI | APL 9250
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

WIQLDSRRGGSI SYI

NKPSSNVL AQVTAAVKQYFPNI PFAAASAFVATVK 9300

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| SVPYNNSGGVWNFQV
VLAYNVHRSFVFI YYGDI AETGOPWQAGYSTVDSA 9350
gi | 292619737| ref | XP_002664069. ~  ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 SSFLVPARSVSELSS
SSNI KVTGOWAFQVDGSPKLPDNFI PEGNGEMVTP 9400
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| RLDNGSSEAI | LQQP
FKYFGRTLNQTFVNNNGLLTFAKPPSDCI PFLNSG 9450
gi | 292619737| ref | XP_002664069. ---c---cce-mn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| RDL| APLWWIHFDNRQ
GGT| SCREDTSSDVLAQUNAAI KONSPNANFTASS 9500
gi | 292619737| ref | XP_002664069. ~  ---------oonn-






gi | 292626791 ref | XP_700475. 4 AFVATWDNVPYYDGR
GVATFQUWLASSVQRSFI LENYGNI SQLGQTW.AG 9550
gi | 292619737| ref | XP_002664069. ~  ------cem-noan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| YDTVDSANSFTI KVS
NASEL SSSSNTNVNGRSTFPVDGSTKVPSNFLPSD 9600
gi | 292619737| ref | XP_002664069. -------cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| DGQAVNSTANDGSSD
Al SLQQPFKFFGRTYSQ YMNSNGYLTFTKPLPAS 9650
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 NSSLNPKRDI | APLW
TQLDSRRGGS| SYI NKPSSNVLAQVTAAVKQYFPN 9700
gi | 292619737| ref | XP_002664069. ------cem-ooan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| | PFAAASAFVATVKS
VPYNNSGGVWNFQUWLAYNVHRSFVFI YYGDI AET 9750
gi | 292619737| ref | XP_002664069. ---c---ccammn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292626791| r ef | XP_700475. 4| GQPWAGYSTVDSAS
SFLVPARSVSEL SSSSNI KVTGCWAFQVDGSPKLP 9800
gi | 292619737| ref | XP_002664069. ----------onn-






gi | 292626791 ref | XP_700475. 4 DNFI PFGNGEMVTPR
L DNGSSEAI | LQQPFKYFGRTLNQTFVNNNGLLTF 9850
gi | 292619737| ref | XP_002664069. ------cem-ooan-






gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292626791| r ef | XP_700475. 4| AKPPSDCI PFLNSGR
DLI APLWIHFDNRQGGT| SCREDTSSDVLAQVNAA 9900
gi | 292619737| ref | XP_002664069. -------cceomn--



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| | KONSPNANFTASSA
FVATWDNVPYYDGRGVATFOWLASSVORSFI LLN 9950
gi | 292619737| ref | XP_002664069. ---------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

YGNI SKLGQTW.AG

YDTVDSANSFTI KVSNASEL SSSSNTNVNGRSTFPV 10000

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| DGSTKVPSNFLPSD
DGQAVNSTANDGSSDAI SLOQPFKFFGRTYSQ YI N 10050
gi | 292619737| ref | XP_002664069. ---c---ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

SNGYLTFTKPLPAS

NSSLNPKRDI | APLWIQLDSRRGGSI SYI NKPSSNV 10100

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 LAQVTAAVKQYFPN
| PFAAASAFVATVKSVPYNNSGGVWNFQUWLAYNVH 10150
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

RSFVFI YYGDI AET

WQAGYSTVDSASSFLVPARSVSELSSSSNI KVN 10200

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.



gi | 292619755]| ref | XP_002664077.

----MITTPETTTTT

APTSTLATTTTSAPPTTSAPPI LAVWGLKVTFTTH 46

gi | 292619749| r ef | XP_001341823.

gi | 292619747 r ef | XP_697240. 4]



gi | 292626791| r ef | XP_700475. 4| NNGLL TFAKPPSDC
| PFLNSGRDLI APLWIHFDNRQGGTI SCREDTSSDV 10250
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.

gi | 292619755| r ef | XP_002664077.

L DLTDSANLKLI LQQ

VKQALVSYSLPTSI FPAFTTSSGVRI SPSTRYYI F 96

gi | 292619749| ref | XP_001341823.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

LAQVNAAI KQNSPN

ANFTASSAFVATVWDNVPYYDGRGVATFQWLASSVQ 10300

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619755| r ef | XP_002664077.

GDEDA VDTVLPTE

DEQNVYTPALPTGDVGEDAPAERELSALEKPQLLEVT 146

gi | 292619749| r ef | XP_001341823.

gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| RSFI LLNYGNI SKL
GQTW.AGYDTVDSANSFTI KVSNASEL SSSSNTNVN 10350
gi | 292619737| ref | XP_002664069. -------ccemon--



gi | 292629831| ref | XP_001346047.

gi | 292619755]| ref | XP_002664077.

AVEKRTNLPTNLSN

LSFI VMNYGDI AVTEHQVEAGYDTMNSTEYFVI PGS 196

gi | 292619749| r ef | XP_001341823.



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292619747| r ef | XP_697240. 4| MT SAEPWIAPAI FYP
FGSAVGDTEYSETGSENHVSVALSTPFTFFGHTYN 50

gi | 292619739| r ef | XP_002664070. - --ccemmn--
----------------------------- MFLI SS 6

gi | 292626791| r ef | XP_700475. 4| GRSTFPVDGSTKVP
SNFL PSDDGQAVNSTANDGSSDAI SLQQPFKFFGRT 10400

gi | 292619737| ref | XP_002664069. --------ceooo--
--------------------------- MRLFLVSL 8



gi | 292619792| r ef | XP_696966. 4]

------------------------- MI'VAFPNI SG 10

gi | 292619701| r ef | XP_001344258.

gi | 292619755| r ef | XP_002664077.

| NGSSI SNFKSFGN

VDI WAAHY| TGRWAFRVDGGTETNTNRPFDPCNNYT 246

gi | 292619749| ref | XP_001341823.



--------------------------- MCVHGDTR 8
gi | 292619724| r ef | XP_002664067. ----e----onn-
----------------------- TDPSYDPCNNYT 12

gi | 292619728| ref | XP_001919793.  --cce----onn-

gi | 292619747| r ef | XP_697240. 4| SLYVI YNGLLTFTM

TATSGPTYSPFRGQEDFI AALWNDFDDYYTGLI SYQ 100

gi | 292619739 r ef | XP_002664070. HLLLFLSLLAQSRAQ
[TI DTTEI TTEI LTTTTPETTTEI PTTTATETTTT 56

gi | 292626791| r ef | XP_700475. 4| YSQ YMNSNGYLTF

TKPLPASNSSLNPKRDI | APLWIQLDSRRGGSI SYI 10450

gi | 292619737| r ef | XP_002664069. HLLMFLVLLDQSRAQ
TAVPI ETTTPETTTDTTPETTTDT- TTPETTTDITT 57




gi | 292619798| r ef | XP_696654. 4| CYNYNVLDEPWRATS
NONSSQL MCDRAVSWSGAWYRL FI NGQSVQVPDTCV 55
gi | 292629831| r ef | XP_001346047. ---eem---oonn-

gi | 292619792| r ef | XP_696966. 4| DPCYNYASNDRPWRA
NNETRDYL CDESFTWSGAWRLFYYGVNI QVPETCA 60
gi | 292619701 ref | XP_001344258. --ce--amaooo--



gi | 292619755| r ef | XP_002664077. VL DDSVIRSTNNTRA
| SSPNKALCDTI VHW.GWRLFI NGRSVQVPDTCVA 296

gi | 292619749 ref | XP_001341823. ---e---ceoo---
---------------- MKRSFH- - - - LLMFMBVLS 15

gi | 292619743| ref | XP_696708. 4| HI PARRVTI AAKPGS
WRl EVGVWPDLPVPL| LGRDWPGFDELL THHHAPS 58
gi | 292619724| r ef | XP_002664067. VLNDSWRSTKN- - - T

YNSSLL YCDQYVNWFGWYRLFI NGQSAQWPDTCVA 59

gi | 292619728| ref | XP_001919793. ---------------
------------- VEI LLQQDAGYDTI NSTNYFVI 22

gi | 292619730| ref | XP_001919770. -------------
---------------------------- VRLFLVL 7

gi | 189526282| ref | XP_001341980. ---------------
------------------------- MCAEENHI 1| 10

gi | 292619718| ref | XP_001919849. ---------------
gi | 189526284| ref | XP_700189. 3| = ---------------
- - - - MRLFLLLPHLLVFLSVFSLS- - - KNTNI CTI 28

gi | 292619722| ref | XP_001919836. ---------------
gi | 292619720| ref | XP_002664066. ---------------
- - - - MRLFLVLPHLLLFLSVFSLSKVFQNTNI CTI 31

gi | 292619726| ref | XP_001919821. ---------------
------------------------- MIHVKVHFVQ 10

gi | 292619745| ref | XP_001341329. -------------
gi | 125832061| ref | XP_001342081. @ ---------------
------------------------- MALATDTCVA 10

gi | 292619732| ref | XP_001922656. ---------------
---------------- MKRSFH- - - - LLMFMBVLS 15

gi | 292619753| ref | XP_001341931. --------------

---------------------------- MRLFLVL 7
gi | 292619747| ref | XP_697240. 4| QYTNGSVLDRATQD
| NQYFSTTNFSASW/FVATWRYNFQPNPAI LFQAVL 150
gi | 292619739| ref | XP_002664070. NPETTTEI TNTTPD
[TTETTTVDTTTI PVTTTTPETTTETTTEETTTTTT 106

gi | 292626791 r ef | XP_700475. 4 NKPSSNVLAQVTAA
VKCNFPNIPFAAASAFVATWKSVPYNNSGGMVNFCN’10500
gi | 292619737| ref | XP_002664069. | PETT- - - DTTTLE

PTTDTTI PETT----DITTPETTTDTTI PETTDTTT 100



gi | 292619798| ref | XP_696654. 4|

GHPTLEDGWTRDVCG: - - = - = = = == == - - - - -

gi | 292629831| ref | XP_001346047.

gi | 292619792| r ef | XP_696966. 4]

86

AGVGCNAYVSLVLN

GPHPQ EDGVWTRELEDGVWWLRH CVSSWSGCCAYT 110

gi | 292619701| ref | XP_001344258.

gi | 189526319| r ef | XP_001344566.



gi | 189526379| ref | XP_001921195. - ------ca--o--
gi | 292610053| r ef | XP_002660620. -------2-c-oo--
gi | 292614050| r ef | XP_002662118. - --------oooo--
gi | 292619755]| ref | XP_002664077 YOSG- - =« =< - - -
------------------------------- G QP 305

gi | 292619749| ref | XP_001341823 LS oo oo oo
----------------------------------- 17

gi | 292619743| ref | XP_696708. 4| ARSK- - = - - oo oo -
------------------------------ KKNKS 67

gi | 292619724| ref | XP_002664067 MYSC - ===« === - -
------------------------------ GAQGP 68

gi | 292619728| ref | XP_001919793 PG - - oo e
----------------------------------- 24

gi | 292619730| ref | XP_001919770 PH: - o coee e
___________________________________ 9

gi | 189526282| ref | XP_001341980. ----------o----
gi | 292619718 ref | XP_001919849. - ---
gi | 189526284 ref | XP_700189. 3| NICS----ccmnan--
------------------------------ YNTGS 37

gi | 292619722| ref | XP_001919836. ---------------
gi | 292619720| r ef | XP_002664066 NICS----cmman--
------------------------------ YNTGS 40

gi | 292619726| ref | XP_001919821. ---------o----
gi | 292619745| ref | XP_001341329. - -------oaoo---
gi | 125832061| ref | XP_001342081 MYSC- - ---------
------------------------------ GAQGP 19

gi | 292619732| r ef | XP_001922656 LS c oo e emmm oo
----------------------------------- 17

gi | 292619753| ref | XP_001341931 PH - o coe oo
___________________________________ 9

gi | 292619747| r ef | XP_697240. 4| 1SGG - --------



gi | 292619739| ref | XP_002664070. PETT----------

------------------------------- TEETT 115

gi | 292626791 ref | XP_700475. 4| VLAYNVHRSFVFI Y
YGDI AETGQPWQVNNNGLL TFAKPPSDCI PFLNSGR 10550

gi | 292619737 ref | XP_002664069. PETT----------

------------------------------- TDTTI 109

gi | 119220569| ref | NP_001007241. ---------------
gi | 114661340| ref | XP_001155840. ----------mm---
gi | 50979234| ref | NP_001003371.1 ---------------
gi | 115495209| ref | NP_001069418. -----------m---
gi | 27229028| ref | NP_080265. 2] = ---------------
gi | 19705557| ref | NP_599245. 1] ---------o-----
gi | 292619796| ref | XP_001921135. - --------o-ooo--
-------------------- MRFFI SLCVSLLLI H 15

gi | 292619783| ref | XP_697381. 4] = ---------------
-------------------- MRFFI SLCVSLLLI H 15

gi | 292619798| ref | XP_696654. 4]  ----ceeoo-----

---------------- HWGSNCCYFQSNPI QVKACP 106

gi | 292629831| ref | XP_001346047. ---------------
-------------------- MRFLI LLCVSLLAI S 15

gi | 292619785| ref | XP_001920157. - --------aao---
---------------------------- CL 7

gi | 131888908| ref | NP_001076476. -=-=-------------
-------------------- MKCLI LLCVLLI NG 14

gi | 189526326| ref | XP_001920209. ---------------
---------------------------- MG ---- 2

gi | 189526321| ref | XP_001922875. ---------aoo---
-------------------- MKFLI LLCVSLLI I H 15

gi | 292619792| r ef | XP_696966. 4] SHPI RVKACPGDYY

VYELVRPAVCGAFCI VNQSSTSVSRTTQSI SLI ES- 159
gi | 292619701| ref | XP_001344258. ------oaaooo--



gi | 189526377| ref | XP_001334197.
MKFFI LLCVSLLLI H
gi | 189526324 r ef | XP_001344696.
MKFLI SLCVSLLI | H
gi | 292619789 r ef | XP_001344844.
MKFLI SLCVLLI | G
gi | 189526319| r ef | XP_001344566.
MNNWFKVWLKI VLVP
gi | 189526375 r ef | XP_001334286.
MRFLI LLCI SLLM H
gi | 189526379 r ef | XP_001921195.
MKFLI SLCVSLLI | H
gi | 292610053| r ef | XP_002660620.
MGCAAFQLATFVHI AKGS
gi | 292614050| r ef | XP_002662118.
MRFLI SMCLLLQM N
gi | 292619755| r ef | XP_002664077.

15
LW.SGGHPTI QDGV

VNRSI CATNG NCCGFQSDPI KVKACPGGYYVYEFV 355

gi | 292619749| r ef | XP_001341823.
VTEFFTTALEMIT- - - - - - - - -
gi | 292619743| r ef | XP_696708. 4|

33
Rl TAGGEDFGRAQRE

DETLKHCWPQTDGLVERFNKTLKQVMLRRVWEEDGRD 117

gi | 292619724 r ef | XP_002664067.

LWL SGCGHPTVQDGV

VTRDVCARDTS- CCNVKARPI RVKACPGGYYVYELV 117

gi | 292619728| r ef | XP_001919793.
SNNGSSVSNLNTSSNI NVPGRW
gi | 292619730| r ef | XP_001919770.
PLVFI SVFSLTRTQTSTPSTS- - - - - - -
gi | 189526282 r ef | XP_001341980.
| 1111 MSSFLVLP- - H
gi | 292619718| r ef | XP_001919849.
gi | 189526284| r ef | XP_700189. 3|
KSSNNTTDNYNFSKI TNNNSSKNNCNN- - - - | SDI
gi | 292619722| ref | XP_001919836.

gi | 292619720] r ef | XP_002664066.
KSSNNTTDNYNFSKNTNNNSSKNNCNN- - - - | SDI
gi | 292619726| r ef | XP_001919821.

EL FHLNKKLDDDSP- - - - - - - - -
gi | 292619745| r ef | XP_001341329.

83

86



gi | 125832061]| ref | XP_001342081. LW.SEGHPTVQDGVWV
TRDVCARDTS- CCNVKAHPI RVKACPGGYYVYELV 68

gi | 292619732| ref | XP_001922656. --------- RTQ - -
------------- VTEFFTTALEMIT--------- 33
gi | 292619753| ref | XP_001341931. --ce---ceoo---
------- PLVFI SVFSLTRTQTSTPSTS- - - - - - - 30

gi | 292619747| r ef | XP_697240. 4| LLNYGDCASLNEI T
EAGFDTINSISNFVIPDSVNGNYQNLKNTTNVNVPG 209
gi | 292619739 r ef | XP_002664070. ITTPETTTEETTTI
T--PETTTEETTTTTPETTTEET--TTTPETTTEDT 161
gi | 292626791| r ef | XP_700475. 4| DLI APLWIHFDNRQ
GGT| SCREDTSSDVLAQUNAAI KONSPNANFTASSA 10600
gi | 292619737| r ef | XP_002664069. PETTDTTTPETTTD

[TI PETTDTTTPETTTDTTI PETTDTTTPETTTDTT 159

gi | 114661340]| r ef | XP_001155840. - - - MHQLRRDTW/GN
CNKKT AHSRL HSHOWPEEEERFVFSSELHGKSA- - 45
gi | 50979234| ref | NP_001003371.1 --c---cmmmmnnan-

gi | 292619796| r ef | XP_001921135. G---------- El S

SGOQIT- VHTTSSFDPCHQYNTLDEYWRNI R- - - - - 48

gi | 292619783| ref | XP_697381. 4| G---------- El S

SGEQTT- VHTTSSFDPCYEYTTLDEYGRNI R- - - - - 48

gi | 292619798| r ef | XP_696654. 4| GGFYVYEFVRPTTC
NLAYCA- VHTTSSFDPCHQYTTLDEYWRNI R- - - - - 150

gi | 292629831| ref | XP_001346047. -------mm-o---
- EAAP- - - - - TSI DPCYNYTI LDEYWRDI RQS- - - 41

gi | 292619785| ref | XP_001920157. Ke oo mmmmm e e -
PEECR- MHTTSSFDPCHQYNTLDEYWRNI R- - - - - 37

gi | 131888908| ref | NP_001076476. ------------ El |

NGQI T- El TTSSFDPCYDYNI TDDSWRDI RQ P-- 49
gi | 189526326| r ef | XP_001920209. ---------o-oo--



- GVl G - RTTSSFDPCYAYNTLDDYWRNI H- - --- 29

gi | 189526321 | r ef | XP_001922875. Go-mmmmmmm- KI T
SGQTT- VSTTSSFDPCYEYTTLDEYWRDI R- - - - - 48
gi | 292619792| ref | XP_696966. 4]  c--ee------- T

PPl TTT- ENTASSFDPCFDYNI | DDYWRDI QQNL- - 194
gl|2926l9701|ref|XP 001344258. - --eeeee oo
- MI'N-

------- DLALEVS- - ------------- 10

gi | 189526377 r ef | XP_001334197. Go-mmmmmmm- ElT
NGQTTGL YTTSSFDPCYQYNTLNNFWRTI R- - - - - 49

gi | 189526324 r ef | XP_001344696. Go-mmmmmmm- ElT
SGQTT- VYTTSSFDPCYEYTTLDDYWRDI R- - - - - 48

gi | 292619789| ref | XP_001344844. ----e--ooo-- El |
NAQTT- ENTNSSI DPCYNYT| TDDYWRDI RQSP- - 49

gi | 189526319 r ef | XP_001344566. Go-nmmmmm-- KI LL
QHLTS- VSTTSSFDPCYEYTTLDEYWRDVR: - - - - 49

gi | 189526375| r ef | XP_001334286. Go-mmmmmmm- ElT
SGQTT- VYTTSSFDPCYEYTTLDDYWRNI R- - - - - 48

gi | 189526379| r ef | XP_001921195. U El T
SGQTT- VYTTSSFDPCYEYTTLDEYGRDI R- - - - - 48

gi | 292610053| r ef | XP_002660620. EG RGRALFSCNSSC
FTQSY! El EANL TDPCNNYTVLNDAWRSVN- - - - - 63

gi | 292614050| r ef | XP_002662118. --cc---cceooo--
“GCS------- SYDPCFNYTTLDQYWRDI TPN- - - 39

gi | 292619755| r ef | XP_002664077. .
~- - PS| - CNTAYCAAPDI FYPFG- - - - ===~ -- - - - 375

gi | 292619749 ref | XP_001341823. ---e---oceoo---
-------- EATTVLPGSFYSFG - - - --------- 47

gi | 292619743| r ef | XP_696708. 4| WDLM P- - - - - - - -
=~ YVLFG REVPQASTGSFYSFG- - - - ===~ - - - - - 144

gi | 292619724| r ef | XP_002664067. NFoommm e eee e
=~ - PS| GCYNAYCAAPG FYTFG - - - ===~ -- - - - 138

gi | 292619728 ref | XP_001919793.  -------oceoo---
= - - VFRVDGGPSTGSG FYPFG - - - - ==~ -- - - - 65

gi | 292619730 ref | XP_001919770.  -------mmmmmm--
------ VATTLAAAPQ FYPFG - - ---------- 46

gi | 189526282| ref | XP_001341980. ---cc--cemm---
~ - - LLVFI SVFSLRSRI FYPFG- - - - -~~~ - - - - - 43

gi | 292619718| ref | XP_001919849.  -------oceoo---
----------- MAAPDI FYPFG- - - - - ==------ 11

gi | 189526284 r ef | XP_700189. 3| )

= - TAR- ENGRGLKSPQ FYPFG- - - - - =~ - - - - - - 103

gi | 292619722| ref | XP_001919836. - --------o-oo-n



----------- MAAPG FYSFG- - - - - ==------ 11

gi | 292619720| r ef | XP_002664066. ) P

~- - TAR- ENGRGLKSPQ FYPFG - - - - - - - - --- 106

gi | 292619726| ref | XP_001919821. ----e----onnn-
-------- EVKETGSG FYPFG - ----------- 38

gi | 292619745| ref | XP_001341329.  --ccee---monan-
------------- GSRI FYPFG - ----------- 14

gi | 125832061| r ef | XP_001342081. N
= - PSI GCYNAYCAAPG FYTFG -« ------ ==« - 89

gi | 292619732| ref | XP_001922656. ----------onnn-
-------- EATTVLPGSFYSFG - - ---------- 47

gi | 292619753| ref | XP_001341931. --ceemm-monnn-
------ VATTLAAAPQ FYPFG - - ---------- 46

gi | 292619747 r ef | XP_697240. 4] Ro-ccmmmmmmoe

----- WAFNATSGSAPAI FYPFG - - - --------- 228

gi | 292619739 r ef | XP_002664070. Tee-TTomemmm--

= - ESTTI ASTTAWTAPAl FYPFG - - - = = = = = = = - - 185

gi | 292626791| r ef | XP_700475. 4] FVATVDNVPYYDGR
GVATFQULASSVQRSFI LLNYGNI SQLGQTW.AGY 10650

gi | 292619737| r ef | XP_002664069. | PEPFT--------

= - FSTWASTTAWIAPAl FYPFG: - - - = = = = = = = - - 186

gi | 114661340| r ef | XP_001155840. -------a-cnoo--
---------------------------- YSKVTCM 52
gi | 50979234| ref | NP_001003371.1 = ------mmcanmoo-

gi | 292619796| ref | XP_001921135. -----------a---
---------------------------- | RHYLDH 55

gi | 292619783| ref | XP_697381. 4| = ---------------
---------------------------- | RYYFDH 55

gi | 292619798| ref | XP_696654. 4] - -------------



gi | 292629831 r ef | XP_001346047.
---------------------------- QVQSYGH
gi | 292619785| r ef | XP_001920157.
---------------------------- | RQYLDH
gi | 131888908| r ef | NP_001076476.
---------------------------- YQYYFNN
gi | 189526326| r ef | XP_001920209.

gi | 292619792| r ef | XP_696966. 4]

48
56

............................. DQHSYDH 201

gi | 292619701| r ef | XP_001344258.
gi | 189526377| ref | XP_001334197.
---------------------------- PMYYNDR
gi | 189526324 r ef | XP_001344696.
---------------------------- QMHYYEY
gi | 292619789| r ef | XP_001344844.
---------------------------- YQYYTEH
gi | 189526319| r ef | XP_001344566.
---------------------------- QRYYYYH
gi | 189526375 r ef | XP_001334286.
---------------------------- | RYYYDH
gi | 189526379 r ef | XP_001921195.
---------------------------- HWHYYEY
gi | 292610053| r ef | XP_002660620.
----------------------------- NTYNTY
gi | 292614050| r ef | XP_002662118.
---------------------------- PYI NT- Y
gi | 292619755| r ef | XP_002664077.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| ref | XP_700475. 4

- - SAA 188

DTVDSANSFTI KVS

NASEL SSSSNTNVNGRSTFPVDGSTKVPSNFLPSDD 10700

gi | 292619737 r ef | XP_002664069.

gi | 119220569| r ef | NP_001007241.

PHLMVERMVGSGLLW.

ALVSCI LTQASA- - VORGYGNPI EASSYG.DLDCG 49

gi | 114661340] r ef | XP_001155840.

PHLMERMVGSGL LWL

ALVSCI LTQASA- - VQRGK- - - - - - - - YSAHLDCG 92

gi | 50979234 r ef | NP_001003371. 1
ALASC! LTLASP- - EQQGNRNLI NTRS- - - -
gi | 115495209| r ef | NP_001069418.

- - WG - - - SYVLW

.- 34

SQLLERM - TSVLW

ALASY| LTLSST- - EQQGYRNSTNTGSYEKDLDCG 47

gi | 27229028 r ef | NP_080265. 2|

- - - MKRWGCDLLWL

AAASCVLTLVSPSTI HQGYGRPRNSSN- - LDLDCG 45

gi | 19705557 r ef | NP_599245. 1|



AAASCLLTLVFPSTTHQGYGNPRNTSN- - VDLDCG 42

gi | 292619796| ref | XP_001921135. DDTMVEWNGWYRL Y

L TGQSAQVBEWCVSSMECGGY TGL YLNGSHPTLEDG 105

g||292619783|ref|XP 697381. 4| NDTMVEWSGWYRL Y
L TGQSAQVBEWCVSNMGCGGYTGL YLNGSHPTLEDG 105

gi | 292619798| r ef | XP_696654. 4| DDTMVEWSGAYRLY

L TGQSAQVBEWCMESMGCGGY TG YLNGSHPTLEDG 207

gi | 292629831| r ef | XP_001346047. NDSL VEWSGWYRL YL

NGQSVQVBEWCVSY! GCGEDVGLNLNGSHPRLEDG 98

gi | 292619785| ref | XP_001920157. DDTMVEWSGWYRL YL

TGQSAQVBEWCVBSMGCGGHT GL YLNGSHPTLEDG 94

gi | 131888908| r ef | NP_001076476. DDTLVEWSGAYRLY

L NGQSAQVBEWYVSNMGCGGYTGL YLSGSHPTLEDG 106

gi | 189526326 r ef | XP_001920209. DDTLNEWSGWYRL YL

NRQSAQVBEWCVSFRGCGGHTGL YLNGSHPTLEDG 86

gi | 189526321| ref | XP_001922875. NDTMVEWSGWYRL Y

L TGQSAQVBEWCVSYMGCGGDTAL YLNGSHPTLGDG 105

gi | 292619792| r ef | XP_696966. 4| DDNL VEWSGAYRLY

L NGQSAQVBEWCVSYMSCGGYTAL YLNGSHPTLEDG 251

gi | 292619701 ref | XP_001344258. ------oceoo---

gi | 189526377| ref | XP_001334197. DDTLLEWSGWRLY

[ SGQSAQVBEWCVTDVBCGGYTGL YLNGSHPTLEDG 106

gi | 189526324 r ef | XP_001344696. NDTMVEWSGAYRLY

[ SGQSAKMBDWC! NYMGCGGETGL YLNGSHPTLEDG 105

gi | 292619789 r ef | XP_001344844. DDTLI EWSGWYRLY

L NGQSAQVBEWCVSYMGCGGYTGL YLNGSHPTLEDG 106

gi | 189526319 r ef | XP_001344566. NDTMVEWSGWYRL Y

[ SGQSAQVBGWCASYMGCGGHTGL YLNGSHPTLEDG 106

gi | 189526375| r ef | XP_001334286. NDTMVEWSGAYRLY

[ SGOSAQVBEWCVSYMGCGGETGL YLNGSHPTLEDG 105

gi | 189526379| ref | XP_001921195. NDTMVEWSGWYRL Y

L SGQSAKVBEWCI NYKGOGGETGL YLNGSHPTLEDG 105

gi | 292610053 r ef | XP_002660620. CDQSVSWSGWYRLF

| NGLSAHI PDTCVAMBRCGT SFPLW RGGHPTVQDG 119

gi | 292614050| r ef | XP_002662118. DDTLVEWSGAYRL YL
YRQSAQVBEWCVSATHCGGE TGL SLNGSHPTLEEG 95

gi | 292619755| r ef | XP_002664077. GDS| NPAVEDGSSS

LI TLLSPFLFFGRTYQQ YVNNNGHLTFSQASSEYV 428

gi | 292619749| ref | XP_001341823. GDLLNPAADDGSSS

VI PLLSPFQYFGLTYQQ YVNNNGFLTFNQASSQFA 100

gi | 292619743| ref | XP_696708. 4| GDLLNPAADDGSSS



VI PLLSPFQYFGLTYQQ YVNNNGFLTFNQASSQFA 197
gi | 292619724 r ef | XP_002664067. GDAI NPADDDGGSS
Al TLLSPFQFFGRTYQQ YVNNNGHL TFSQASSEFV 191
gi | 292619728| ref | XP_001919793. GDSKNTAADDASSS
Al TLLSPFLFFGRTYQQ YVNNNGHLTFSQASSQYV 118
gi | 292619730| r ef | XP_001919770. GDAI NPAI DDGGSSV
NTLS- PFLFFGQTYQQ YVNNNGDLTFSQALPQYV 98
gi | 189526282| r ef | XP_001341980. GDSKTTADDDASSSA
[ TLLSPFLFFGRTYQQ YVNNNGDLTFSQALPQFV 96
gi | 292619718| r ef | XP_001919849. GDSI NPAVEDGGSSL
| TLLSPFLFFGRTYQQ YVNNNGHLTFSQASSEYV 64
gi | 189526284 r ef | XP_700189. 3| GDSI NPADDDGGSS
VI PLLSPFLYFGRTYQQ YVNNNGDLTFSONLEQYV 156
gi | 292619722| r ef | XP_001919836. GDTI NPADDDGFSSA
| TLLSPFQFFGHTHQQ CA- - - - = == === - - = - - - 48
gi | 292619720 r ef | XP_002664066. GDS| NPAADDGGSS
VI PLLSPFLYFGRTYQQ YVNNNGDLTFSQNLEQYV 159
gi | 292619726| r ef | XP_001919821. GDSKNTAADDASSSA
[ TLLSPFLFFGRTYQQ YVNNNGHL TFSQASSQYV 91

gi | 292619745| r ef | XP_001341329. RDTI NPAI DDGSSSV
ITLLSPFLFFGRTYCﬁ]YVNNNGYLTFSEASSVFT 67
gi | 125832061| r ef | XP_001342081. GDTI NPAVDDGGSS
VI TLLSPFQFFGLTYQQ YVNNNGHL TFSQASSEFV 142
gi | 292619732| r ef | XP_001922656. GDLLNPAADDGSSS
VI PLLSPFQYFGLTYQQ YVNNNGFLTFNQASSQFA 100
gi | 292619753| ref | XP_001341931. GDAI NPAI DDGGSSV
[ TLI - PFLFFGQTYQQ YVNNNGDLTFSQALPQYV 98
gi | 292619747| r ef | XP_697240. 4| GDTEHNVNYDESSY
PVALSTPFTFFGHTYNSLYVI YNGLLTFTI TSTS- G 280
gi | 292619739 r ef | XP_002664070. GDTGYTEVGYESYQ
YVTFESTPFTFFTRNYSSI YVNNNGLLTFNQPLPEAN 238
gi | 292626791| r ef | XP_700475. 4| GQAVNSTANDGSSD
Al SLQQPFKFFGRTYSQ YMNSNGYLTFTKPLPASN 10750
gi | 292619737| r ef | XP_002664069. GDSEHLESGFETYQ
YVAFSTPFTYFGRKYSNI FVNYNGLLTFNQPLVETF 239

gi | 119220569 r ef | NP_001007241. APGTPEAHVG- - - - -
----------------------------------- 59
gi | 114661340] r ef | XP_001155840. APGTPEAHVC- - - -

------------------------------------ 102



gi | 115495209| r ef | NP_001069418. APGTPEAQLG- - - - -
----------------------------------- 57

gi | 27229028| r ef | NP_080265. 2| SPDSPSSG C- - - - -
----------------------------------- 55

gi | 19705557| r ef | NP_599245. 1] APGSSSAG C- - - - -
----------------------------------- 52

gi | 292619796| r ef | XP_001921135. VWTRDWGRN- - - -
MASNQ- CGKYRSSSI RVKACPGDYYVYELVKPDLSI 150

gi | 292619783| ref | XP_697381. 4 WTRDVLGGD- - - -

[ WBNQ- CGKYRSTSI QVKACLGDYYVYELVKPDLSI 150

gi | 292619798| ref | XP_696654. 4| VWTRDWGRN- - - -
MABNQ- CGKYRSSSI RVKACPGDYYVYELVKPDLSI 252

gi | 292629831 | r ef | XP_001346047. WTREVFGS- - - - -
YMNSYQCGGYRSASI QVKACPGDYYVYKLVKPDLSI 143

gi | 292619785| ref | XP_001920157. WTRDWGRN- - - -
MABNQ- CGKYRSSSI QVKACPGDYYVYKLVKPDLSI 139

gi | 131888908| r ef | NP_001076476. WTRDWGT- - - - -
QWYQ- GGSYRSKSI QUKACPGDYYVYELVKPDLSI 150

gi | 189526326| r ef | XP_0019202009. WTRDWGTN- - - -
KNSNQ- CGL YRSTSI RVKSCPGNYYVYELVKPDLSI 131

gi | 189526321 ref | XP_001922875. WTRDVLGTR- - - -

| WNE- CGSYRSLPI Qf KACPGDYYVYELVKPDLSI 150

gi | 292619792| ref | XP_696966. 4| WTRDVLGTN- - - -
EGTWOQCGRYRSKS| QVKACPGDYYVYELVKPEANVE 297

gi | 292619701| r ef | XP_001344258. - --EVIATG ---F
Y= N 21

gi | 189526377| ref | XP_001334197. VWTRDVLGSR:- - - -

I QYNQ CGKYRSTS| QVKACPGDYYVYELVRPDLS 151

gi | 189526324| ref | XP_001344696. VWTRDVLGSD- - - -
MATNN- CTKYRSTSI QVKACPGDYYVYELVKPDLSI 150

gi | 292619789 r ef | XP_001344844. WTRDVLGTH- - - -
KWONQ- WGSYRSTSI QVKACPGDYYVYELVKPDPLI 151

gi | 189526319 r ef | XP_001344566. WTRDVLGGD- - - -
FWBNN- CTKYRSTSI QVKACPGDYYVYELVKPDLSI 151

gi | 189526375| r ef | XP_001334286. WTRDWGGD- - - -
FWSDQ- CGKYRSTPI Rl KACPGDYYVYELVKPDLSI 150

gi | 189526379| ref | XP_001921195. VWTRDVLGSD- - - -
MATNN- CTKYRSTSI QVKACPGDYYVYELVKPDLSI 150

gi | 292610053| r ef | XP_002660620. VWTRDVCANA- - - -

- - - YTYCCFYGSYPI RVKACPGNYYVYELLKPTI CN 162



gi | 292614050]| ref | XP_002662118. | VTRKVWGTNDWAWV
TWSSSSCGSYKSKPI RVKACPGNYYVYEFVKPNTTI 145

gi | 292619755| r ef | XP_002664077. PYLFPAYKSK- - - -
0i ] 202610740] rof | XP_ 001341823, PNEEPANGSC - - -
011 202610743| el | XP sosT0. 4 PNSPPANGSO - - -
0i | 202619724 r of | XP. 002664067, PYSEPARGSG - - -
01 | 202610728] 1 of | XP. 001010703, PYSFPANGER. - - -
411 202610730| ref | XP.oo1018770. PYSEPANGER. - - -
0i ] 189526282] ref | XP 001341980, PSSEPANGSG - - -
01 1 202610718] r ef | XP.001010840, PYLPPAYKSK. - - - -
41 | 180526284 1ot | Xp 700180, 3] PYVEPGNGSO - - -
o1 1 202610722] 1 6f | XP DO10108B36, | eoe ..
41 1 202610720] r 67 | XP 002664066, PYVEPGNGSG - - -
411202610726 ref | XP. oo1018821. PYSFPANGER - - -
01 ] 202610745] ref | XP 001341320, PYSEPAYRSG - - - -
0i | 125832061] 1 of | XP. 001342081, PVSFPARASO - - -
411 202610732] el | XP. 001022686, PNSFPANGSO - - -
0i | 202619753 ref | XP.001341931. PYSEPANGER - - -
41 1202610747] ref | XP 607240 4 PAYSPERGCE- - - -
41 ] 202610730] 1 of | XP. 002664070, PUPEPSNGNE: - - -
o1 1 202626701 1ot | Xp To0aTE. 4] SN - KR - --
------------------------------------ 10757

gi | 292619737| r ef | XP_002664069. PYSFPTYENE- - - -

------------------------------------ 249



gi | 119220569| ref | NP_001007241. ---------------
-------- FDPCONYTLLDEPFRSTENSAGSQG- C 85

gi | 114661340| ref | XP_001155840. ~  --------------
--------- FDPCONYTLLDEPFRSTENSEGSQG- C 128

gi | 50979234| ref | N_001003371.1 ~ ---------------
-------- YDPCONYTLLDEPSRSTENTEGSQV- C 60

gi | 115495209| ref | NP_001069418. ~ ---------------
-------- FDPCONYTLLNEPFRSTENTEDI QG- C 83

gi | 27229028| ref | NP_080265.2] ~ ---------------
-------- FDPCONHTVLNDPTRSTENNDSSVAWC 82

gi | 19705557 ref | NP_599245. 1| = ---------------
-------- FDPCONHTVLNDPSRSTENTVSSEE- C 78

gi | 292619796| r ef | XP_001921135. P-ooeem oo KPSY
CAWI PSI SSDPCYNYESLDRPWRANN- - ESGDSLC 189
gi | 292619783| ref | XP_697381. 4| Preeeem oo RPSY
CAVAFPSI SSDPCYNYESLDRPWRANN- - ETADYI C 189
gi | 292619798| r ef | XP_696654. 4| P-eoeem oo KPSY
CAWI PSI SSDPCYNYEPLDRPWRANN- - ESGDSLC 291
gi | 292629831 | r ef | XP_001346047. Yoo e KPSY
CAVAFQNI SSDPCDSYESMDRPWRANN- - ESGEYI C 182
gi | 292619785| r ef | XP_001920157. P-eeeee oo KPSY
CAWI PSI SSDPCYNYEPLDRPWRATN- - ETGDSLC 178
gi | 131888908| r ef | NP_001076476. S RPSY
CAVAFPSI SSDPCYNYASMDRPWRANN- - ESGDYFC 189
gi | 189526326| r ef | XP_0019202009. S SPSY
CAAAFPSI SSDPCYNYESVDRPWRANN- - ETGDSI C 170
gi | 189526321 | r ef | XP_001922875. Preceee oo RPSY
CAVWWFQSI SSDPCYNYESVDRPWRANN- - ETGDYI C 189
gi | 292619792| r ef | XP_696966. 4| SFLFY- - - - - KPSY

CAWI QNI SSDPCYNYASMDRPVRANN- - ETLDYFC 340
gi | 292619701| ref | XP_001344258. - ----oo-ooo--
------ | SADPCYNYEPLDRPWRATN- - ESGSDI C 48

gi | 189526377| ref | XP_001334197. = RPSY
CAVAFPS| SSDPCYNYESLDRPWRGNN- - LTGDYI C 190

gi | 189526324 r ef | XP_001344696. P-eoeem oo RPSY
CAVALPNI SSDPCYNYESLBRPWRANN. - ESTDWC 189
gi | 292619789 r ef | XP_001344844. Promeee oo RPSY

CAVWFQNI SSDPCYNYESLDRPWRATN- - ETGDFFC 190
gi | 189526319 r ef | XP_001344566. P-oee - RPSY



CAWFQSI SSDPCYNYESLDRPWRATN- - ESGADYI C 190

gi | 189526375| r ef | XP_001334286. P-eoeem oo RPSY
CAWI PSI SSDPCYNYESLDRPWRANN- - ESGDYI C 189
gi | 189526379| r ef | XP_001921195. =S RPSY
CAVALPNI SSDPCYNYESLDRPWRANN- - ESTDWC 189
gi | 292610053| r ef | XP_002660620. LAYCADVGSVI | SS
TAATPVWVTPDPCYTYTVLDDPWRANSSQKSG YKR 212
gi | 292614050| r ef | XP_002662118. P-eeeem oo KPMY

CAVAYQNI TSDPCNNYQSL DRPVWRGNN- - ESGDDI C 184
gi | 292619755| ref | XP_002664077. ~~  --------------
------ DI | AGLWIDLDNRERGVVSYNQYTNGSVLT 468
gi | 292619749| ref | XP_001341823. --------------
------ DVI AGLWINI DNSARGVVSYNQYTSGSVLA 140
gi | 292619743| ref | XP 696708.4| =~ --------------
------ DVI AGLWI'NI DNSARGVVSYNQYTSGSVLA 237
gi | 292619724| ref | XP_002664067. ~~  --------------
------ DI | AGLWIDLDNRVRGVI SYHQYTNGSVLT 231
gi | 292619728| ref | XP_001919793. ~~  --------------
------ DI | AGFWADL DNRASGVI SYHQYTNGSVLT 158
gi [ 292619730| ref | XP_001919770. ~  --------------
------ DI | AGFWIDLNNGASGVI SYNQYTI GSVLT 138
gi | 189526282| ref | XP_001341980. ~  --------------
------ DI | AGFWADLNNGASGVI SYNQYANGSVLT 136
gi [ 292619718| ref | XP_001919849. ~~  --------------
------ DI | AGLWIDLDNRERGVVSYHQYTNGSVLT 104
gi | 189526284|ref| XP_700189.3| = --------------
------ DI | AGLWI'DL DNRERGVVSYNQYTNGSVLT 196
gi | 292619722| ref | XP_001919836. ~  ---------------
gi | 292619720| ref | XP_002664066. ~~  --------------
------ DI | AGLWIDL DNRERGVVSYNQYTNGSVLT 199
gi | 292619726| ref | XP_001919821. --------------
------ DI | AGFWADLNNGASGVI SYHQYSNGSVLT 131
gi | 292619745| ref | XP_001341329. ~  --------------
------ DI | AGLWIDLNNGARGVI SYNQYTNGSVLT 107
gi | 125832061| ref | XP_001342081. --------------
------ DLI AGLWIDLDNRVRGVI SYHQYTNGTVLT 182
gi [ 292619732| ref | XP_001922656. = --------------
------ DVI AGLWI'NI DNSARGVVSYNQYTSGSVLA 140
gi | 292619753| ref | XP_001341931. ~  --------------
------ DI | AGFWADLNNGASGVI SYNQYTNGSVLT 138
i | 292619747| ref | XP_697240. 4]  --------------



------ DFI AALVWWDFDDYYTGLI SYQQYTNGSVLD 320

gi | 292619739 ref | XP_002664070. ~~  --------------
------ DYl AALWIEL DDMGYGNYWFHEYI NGSVLD 278

gi | 292626791| ref | XP_700475. 4| ~  --------------
------ DI | APLWIQLDSRRGGSI SYI NKPSSNVLA 10787

gi | 292619737| ref | XP_002664069. ~~  --------------
------ DY! AALWSEL DDYGFGKYWYQEYTNGSVLD 279

gi | 119220569| r ef | NP_001007241. DKNM - SGAWRFVG
o1 1 114661340] 1 ef | XP. 0OL15884D. DI - SGAYREVG
41 1 50070234] 1 of | NP. 001003371, 1 DKDK- - HOWREVG
oi 1 115495200] 1 of | NP.001060418. FEDK. - HOWREVG
011 27220028] 1ot | NP 0BOZES. 2| DOAL- - HOWREVG
o1 110705557] ref | NP seaas. 1 BOHL- - ROWFEVG
41 ] 202610796| 1 of | XP. 001021135, DOSFTWRGAVRLEY
41 ] 202610783] ref | Xp 60738L. 4] DEPRCYEGWRLEY
o1 ] 202610708) 1 of | X 6oeEa. 4] DOSETWRGARLEY
01 | 202620831] 1 of | XP. 001346047, DESPSWEGWRLEY
411 202610785  ref | XP. 001820157, PSP TVEGWRLEY
41 1 131868008) r of | NP DO1076476. DDYL] WSGAMRLEY
0i | 189526326] 1 of | XP. 001920200, DEYENVEGWRLEY
411 189526321 el | XP. 001022875, DAY ESVEGWRLEY
o1 ] 202610702] 1 6f | X 606066, 4] DEYL | WSGARLEY
01 1 202610701] rof | XP. 001344258, CERFSWEGAYRLEY-

----------------------------------- 62



gi | 189526377| ref | XP_001334197.

gi | 292619730| r ef | XP_001919770.

DETFSWSGWRLFY
204

DNLFSWEGWRLFY
203

DHFFSWEGWYRLFY
204

DYFSSWRGWRLFY
204

DNYFSWEGWRLFY
203

DNLFSWEGWYRLFY
203

DI FVYWSGWYRLFI
226

DGGFSWNGWRLFY
198

HATQDI NNYFP- - -
479

SATQDI NNYFP- - -
151

SATQDI NNYFP- - -
248

RATQDI NSYFP- - -
242

RTTQDI NNYFP- - -
169

RATQDI NNYFPNLP

FTASWFVATWDKVPY| SSTAAGFDTI NSTNYFVI P 188

gi | 189526282| r ef | XP_001341980.

RATQDI NSYFP- - -
147

RATQDI NSYFP- - -
115

RATQDI NNYFP- - -
207

RATQDI NNYFP- - -
210

RTTQDI NNYFP- - -
142

RATQDI NNYFP- - -
118



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

RATQDI NNYFP- - -
193

SATQDI NNYFP- - -
151

RATQDI NNYFP- - -
149

RATQDI NQHFS- - -
331

RATKDI NQYFP- - -
289

QVTAAVKQYFPNI P

FAAASAFVATVWKSVPYNNSGGVWNFQVWLAYNVHRS 10837

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.

RATQDI NQYFP- - -
290



gi | 292619730| r ef | XP_001919770. GSNNGSSVSNLNTS
SNVNVPGRW/FRVDGGPQTGSG FYPFGLSAGDAI N 238
gi | 189526282| ref | XP_001341980. ----------nnnn-



gi | 292626791| r ef | XP_700475. 4| FVFI YYGDI AETGQ
PWOAGYSTVDSASSFLVPARSVSELSSSSNI KVTGC 10887
gi | 292619737| ref | XP_002664069. -------cceomm--



gi | 292629831| ref | XP_001346047.

gi | 292619730| ref | XP_001919770.

SPFLFFGRTYQQ YVNNNGDL TFSQASSVFT

PAlI DDSSSSVI TLL
283



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

WAFQVDGSPKLPDN

FI PFGNGEMVTPRLDNGSSEAI | LQQPFKYFGRTLN 10937

gi | 292619737 r ef | XP_002664069.






gi | 292619730| ref | XP_001919770. - -------oon---
- - - PYSFPAYGSQDI VAGLWIDLNNGASGVI SYHQY 316
gi | 189526282| ref | XP_001341980. ---------------

gi | 292626791 ref | XP_700475. 4 QTFVNNNGLL TFAK
PPSDC| PFLNSGRDL| APLWIHFDNRQGGTI SCRED 10987
gi | 292619737| ref | XP_002664069. ------c---ocan-

gi | 119220569| ref | NP_001007241. --=---=----nn-
~ EGG- VRVBETCVQVHRCQTDAP- - - - - - MALNGTH 125
gi | 114661340| ref | XP_001155840. --=--------nn-
- EGG- VRVBETCVQVHRCGTDAP- - - - - - MALNGTH 168



gi | 50979234| ref | NP_001003371.1 ---------anon-

- DGG VRVPETCVPMYRCQT DAP- - - - - - LWLNGTH 100
gi | 115495209| ref | NP_001069418. --------------
- DGG VRVPEDCVPTFRCQT SAP- - - - - - LWLNGTH 123
gi | 27229028| ref | NP_080265. 2| = --------------
- DGG- VKMPETCVSVFRCHT SAP- - - - - - MALSGSH 122
gi | 19705557| ref | NP_599245. 1| = --------------
- DGG VKMPETCVNVYRCHT YAP- - - - - - MALSGSH 118
gi | 292619796| ref | XP_001921135. --------------
- FGVDI RVPETCTTGLNCNTYTN- - - - - - LVLDGPH 232
gi | 292619783| ref | XP_697381.4| = --------------
- YGVDI RMPETCATGFSCNTYTN- - - - - - LVLDGPH 232
gi | 292619798| ref | XP_696654. 4| --------------
- YGVDI RVPETCTTGLNCNTYTN- - - - - - LVLDGSH 334
gi | 292629831| ref | XP_001346047. --------------
- NGVDI RVBSETCVSEFMCNAFLS- - - - - - LSLSGPH 225
gi | 292619785| ref | XP_001920157. --------------
- YGVDI RMPETCTTGLNCNTYTN- - - - - - LVLDGSH 221
gi | 131888908| ref | NP_001076476. --------------
- NGWNI QVPETCI TRLNCNTA D- - - - - - LYLNGPH 232
gi | 189526326| ref | XP_001920209. --------------
- YGWNI QVPETCTTGLECNTWS- - - - - - LFLDGHH 213
gi | 189526321| ref | XP_001922875. --------------
- YGVDI RMPETCTNGFSCNTYM\- - - - - - LVLDGPH 232
gi | 292619792| ref | XP_696966. 4| --------------
- YGVDI TMPETCTNGYTCNTYVS- - - - - - LSLNGPH 383
gi | 292619701| ref | XP_001344258. ---------------
NGLDI RMPESCVSEYSCNAEHS- - - - - - LVWLNGPH 91
gi | 189526377| ref | XP_001334197. --------------
- NGVNI QVPETCTTLYSCNAYVG: - - - - - LVWLNGHH 233
gi | 189526324| ref | XP_001344696. --------------
- NGWNI RVPETCATGFNCRTQMIN- - - - - - LVLDGPH 232
gi | 292619789 ref | XP_001344844. --------------
- YGWNI RVPETCI TQPSCNAYMN- - - - - - LVLNGLH 233
gi | 189526319| ref | XP_001344566. --------------
- NGLDI RMPETCI NGFSCNTYI N- - - - - - LALDGPH 233
gi | 189526375| ref | XP_001334286. --------------
- YGVDI RVPESCTTGFTCNTGMN- - - - - - LVLDGPH 232
gi | 189526379| ref | XP_001921195. --------------
- NGWNI RVPETCATGFNCRTQMIN- - - - - - LVLDGPH 232

gi | 292610053| r ef | XP_002660620. ---------on---
- NGLSAHI PDTCVAVYSCGTLI P- - - - - - LW RGGEH 255



gi | 292614050| r ef | XP_002662118. -----cc---m---
“YGVDI Qf PETCVLSDRCNTYI T- - - - - - LTLNGPH 227

gi | 292619755| r ef | XP_002664077. ------mmm-nm--
- - - NLTFTASW/FVATWDKVAY- - - - - - YALTNTE 505

gi | 292619749| ref | XP_001341823.  -----eem--o---
S - - - NLTFTASWFVATWDKVA- - - - - - - YFNSYTE 176

gi | 292619743| ref | XP_696708. 4]  --ceeeo-oo---
C - - - NLTFTASWFVATWDKVA- - - - - - - YFNSNTE 273

gi | 292619724| r ef | XP_002664067. ------m---n---
- - - NLTFTASW/FVATWDKVAY- - - - - - FSLTNTE 268

gi | 292619728| ref | XP_001919793.  -----eem--o---
- - - NLPFTASWFVASWDKVP- - - - - - - YLSS- TE 193

gi | 292619730| r ef | XP_001919770. | NGSVLTRATQDI N
SYFPNLPFTASWFVATWDKVP- - - - - - - YHLSTAE 359

gi | 189526282| ref | XP_001341980. ------e-------
- - - NLPFTASW/FVATWDKVP- - - - - - - YLSSI AE 172

gi | 292619718| ref | XP_001919849. - ---ceeo------
- - - NLTFTASWFVATWDKVAY- - - - - - YALTNTE 141

gi | 189526284| ref | XP_700189. 3| - --ceeeo-oo--o-
- - - YLTFNASW/FVATWDKVAY- - - - - - YPVTDTK 233

gi | 292619722| ref | XP_001919836. - ---------onn-
gi | 292619720| r ef | XP_002664066. -----cc---n---
- - - YLTFTASWFVATWDKVAY- - - - - - YPVTDTK 236

gi | 292619726| ref | XP_001919821. ----meemm-o---
- - - NLPFTASW/FVATWDKVP- - - - - - - YLSS- TE 166

gi | 292619745| ref | XP_001341329.  ----ceem-oo---
- - - NLNFTASWFFVATWDKVP- - - - - - - HHLSTAE 143

gi | 125832061| ref | XP_001342081. -----mem--nm--
- - - NLTFTASWFVATWDKVAY- - - - - - YSLTNTE 219

gi | 292619732| ref | XP_001922656.  ------e---n---
C - - - NLTFTASWFVATWDKVA- - - - - - - YFNSNTE 176

gi | 292619753| ref | XP_001341931. -----ee---o---
- - - NLPFTASW/FVATWDKVP- - - - - - - YHLSTAE 174

gi | 292619747| ref | XP_697240. 4] ~  ---cmeem--o---
- - - PVNFQASW/FVATWRYN: - - = - - - - - LQPNPQ 354

gi | 292619739| r ef | XP_002664070.  ----c-eem-nnmo-
- - - DRGFAASWFWTWDYVFTTDFYTLNNH- - - - 317

gi | 292626791 r ef | XP_700475. 4] TSSDVLAQVNAAI K
ONSPNANFTASSAFVATWDONVP- - - - - - - YYDGRGV 11030

gi | 292619737| ref | XP_002664069. ------c---o---
- - - NRGFTASWFWTWDYM. TTDWNTFNLHSEPA 322



gi | 119220569 r ef | NP_001007241. PALGDG TNHTACA

HVW5- - - GNCCFVKTEVLVKACP- - - GGYHVYRLEGT 169

gi | 114661340| r ef | XP_001155840. PALGDG | NHTACA

HW5- - - GNCCFVKTEVLVKACP- - - GGYHVYRLEGT 212

gi | 50979234 r ef | NP_001003371. 1 PTLAEG VNRTACA

HWB- - - GNCCLWKTVWQVKACP- - - GEFHVYRLEGT 144

gi | 115495209] r ef | NP_001069418. PGLGEG VNRTACA

HVB- - - GNCCLVKTEVLVKACP- - - GPYYVYRLEGT 167

gi | 27229028| r ef | NP_080265. 2| Pl LGDG VSHTACA

NV - - ENCCFVRSEVQVKACSEEL GEYHVYKLQGT 169

gi | 19705557 r ef | NP_599245. 1| Pl LGDG VNRTACA

NVWR- - - ENCCFWSSEVQVKACL GESGEYHVYKLQGT 165

gi | 292619796| ref | XP_001921135. PQ EDGVWTREVCG

SSYWSG- CCDSKSI PI RVKACP- - - GNYYVYELVRP 278

gi | 292619783| ref | XP_697381. 4| PQ EDGVWTREVCA

SSFWSG- CCTSKSSPI RVKACP- - - GNYYVYELVNP 278

gi | 292619798| r ef | XP_696654. 4] PQ EDGWI REVCG

SSYWSG- CCDSKSI Pl RVKACP- - - GNYYVYELVRP 380

gi | 292629831| ref | XP_001346047. PQTEDGWI REVQT

GASMRG- SCQYRSKPI RVKACP- - - GNYYVYELVNP 271

gi | 292619785| r ef | XP_001920157. PQ EDGWI REVCG

SSYWSG- CCDSKSI PI RVKACP- - - GNYYVYELVRP 267

gi | 131888908| r ef | NP_001076476. PQ EDGWI REVCG

SSYWSG- CCDI KSSPI RVKACP- - - GNYYVYELVRP 278

gi | 189526326| r ef | XP_001920209. PQ EDGVWTRWCG

NYDRNE- CCDYKTNLI RVKACP- - - GNYYVYELVNT 259

gi | 189526321 | r ef | XP_001922875. PQ EDGVWTREVCA

SSYWSS- CCEYKEVPI RVKACP- - - GNYYVYELVRP 278

gi | 292619792| r ef | XP_696966. 4| PQ QDGVWTREVCG

SPYWGD- CCSYKI KPI RVKACP- - - GNYYVYELVNP 429

gi | 292619701 r ef | XP_001344258. PKI EDGVWTRDVCG
VE- - GSSCCEYVSLPI KVKACP- - - GNYYVYEFVKT 136

gi | 189526377| ref | XP_001334197. PQ EDGWI REVCG

NNYWGG- SCDFKTKPI RVKACP- - - GNYYVYELVNP 279

gi | 189526324 r ef | XP_001344696. PQ EDGWI REVCG

SNYWSRGCCDSKSVPI RVKACP- - - GNYYVYELVFP 279

gi | 292619789 r ef | XP_001344844. PQ EDGVWTREVCA

TFYFSG- CCEQKTNPI RVKACP- - - GNYYVYELI KP 279

gi | 189526319 r ef | XP_001344566. PQ EDGWI REVCA



SSYWSS- CCEYKAVPI RVKACP- - - GNYYVYELESP 279
gi | 189526375| r ef | XP_001334286. PQ EDGWI REVCG
SYYWSRGCCDSKSI| Pl RVKACP- - - GNYYVYELVSP 279

gi | 189526379| ref | XP_001921195. PQ EDGWI REVCG
SNYWSRGCCDSKSVPI RVKACP- - - GNYYVYELVFP 279

gi | 292610053| r ef | XP_002660620. PTVKDGVWWTRDVCG
NDGSGY- CCYFGSFSI RVKACP- - - GNYYVYELRSP 301

gi | 292614050| r ef | XP_002662118. PQ EDGWI RQVCG
AAYNTR- CCVYKPKPI RVKACP- - - GNYYVYELVNP 273

gi | 292619755| r ef | XP_002664077. TLFQVI LI SGSNYS
FTLMNYGDI AATVFPVEAGFETMNSTNYFVI PGSDS 555

gi | 292619749| r ef | XP_001341823. TSFQULI SGSGYS
FI LMNYGDVAATGYPVQAGYDTAYSTDYFVI SGSDS 226

gi | 292619743| r ef | XP_696708. 4| TFFQWLI SGSGYS
FI LMNYGDVAATGYPVQAGYDTAYSTDYFVI SGSNS 323

gi | 292619724 r ef | XP_002664067. TSFQWLI SGENYS
FI LMNYGDI AVTRHQVEAGYDTVTSTNYFVI PGSI N 318

gi | 292619728| r ef | XP_001919793. TSFQUVLI SGSNYS
FI LMNYGNI AATGRTVEAGYDTI NSTNYFVI PGSNN 243

gi | 292619730| r ef | XP_001919770. TTFQWVLI SGSNYS
FI LMNYGNI AATERTVEAGEDTI SSTNYFVI PGSNN 409

gi | 189526282| r ef | XP_001341980. TSFQWLI SGSNYS
FI LI NYGDI AATERKVEAGYDTI NSTNYFVI PGSNN 222

gi | 292619718| r ef | XP_001919849. TSFQUVLI SGSNYS
FTLMNYGDI AATVFPVEAGEDTMNSTNYFVI PGSDS 191

gi | 189526284 r ef | XP_700189. 3| TSFQW.L| SDSSNS
FVLMNYGDI AVAGQQVEAGYDTI NSTNYFVI PGSNN 283

gi | 292619722| ref | XP_001919836. - ---------onnn-
----------------- GYDTI NSTNYFVI PGSDS 66

gi | 292619720| r ef | XP_002664066. TSFQWLI SDSSNS
FVLMNYGDI AVAGQQVEAGYDTI NSTNYFVI PGSNN 286

gi | 292619726| r ef | XP_001919821. TSFQVAL| SGSNYS
FI LMNYGNI AATGRTVETGYDTI NSTNYFVI PGSNN 216

gi | 292619745| r ef | XP_001341329. TSFQWLI SGSKYS
FI LMNYGNI AATERTVEAGEDTI SSTNYFVI PGSNI 193

gi | 125832061 r ef | XP_001342081. TSFQUVLI SGSNYS
FI LMNYGDI AVTRHQVEAGYVTVTSTNYFVI PGSI N 269

gi | 292619732| r ef | XP_001922656. TSFQWLI SGSGYS
FI LMNYGDVAATGYPVQAGYDTAYSTDYFVI SGSDS 226

gi | 292619753 ref | XP_001341931. TSFQWLI SGSNYS
FLLMNYGDI AATGRTVEAGEDTI NSTNYFVI PGSNN 224

gi | 292619747| r ef | XP_697240. 4] | LFQWLI SGSGGS



FFLMNYGDCASLYEVTEAGEDTI NSVSNFVI PDSVN 404
gi | 292619739| ref | XP_002664070. - -------on---

----------------- LGOKVI RVTN = - - - - - - - 327
gi | 292626791 r ef | XP_700475. 4] ATFQUVLASSVQRS
FI LLNYGNI SQLGQTW.AGYDTVDSANSFM KVSNA 11080

gi | 292619737| r ef | XP_0026640609. | TFQAVLI SGGGLS

FI LMNYGDCAAI TFPVESGYDTI NSTDYYVI LNDYY 372

gi | 119220569| r ef | NP_001007241. PWCNLRYCTV- - - -
------------------------------------ 179
gi | 114661340| r ef | XP_001155840. PWCNLRYCT- - - - -
------------------------------------ 221
gi | 50979234 r ef | NP_001003371. 1 PKCSLRYCT- - - - -
------------------------------------ 153
gi | 115495209| r ef | NP_001069418. PQCSLRYCT- - - - -
------------------------------------ 176
gi | 27229028 r ef | NP_080265. 2| PECSLRYCT- - - - -
------------------------------------ 178
gi | 19705557| r ef | NP_599245. 1] PECSLRYCT- - - - -
------------------------------------ 174
gi | 292619796| r ef | XP_001921135. QVIGCSGYCl DVSTI
SQVWSTASPDI | PGSTI TSNYDPCNNYNTLDNDWRS 328
gi | 292619783| ref | XP_697381. 4| QVIGCSGYCl DVSTI
SQWSTASPHI | TG - | TSNYDPCNNYNTLDNYWRS 326
gi | 292619798| r ef | XP_696654. 4| QVIGCSGYCl DVSTI
SQUVVSTASPDI | PGSTI TSNYDPCNNYNTLDNDWRS 430
gi | 292629831 | r ef | XP_001346047. NFWCSGYCTDVSTI
SQSVPTI SPNI TTGSNI TI NNDPCI NYNI LSDDWRS 321
gi | 292619785| r ef | XP_001920157. QVIGCSGYCl DVSTI
SQVWSTASPDI | PGSTI TSNYDPCNNYNTLDNDWRS 317
gi | 131888908| r ef | NP_001076476. PTGCSGYCTDI NTI
SQVASTTSPQ | TESSVTLNYDPCSNYKTLDSYCRS 328
gi | 189526326| r ef | XP_0019202009. QS| CAGYCTDVSAI
SQVWSTASPNVI TGSTI TI NYDPCSNYNTLDNYWRS 309
gi | 189526321 | r ef | XP_001922875. NYWCSGYCTDVSTI
SQVWSTASPDLI | GSTVTFNYDPCNNYNI LNDYWRS 328
gi | 292619792| r ef | XP_696966. 4| HNWCSGYCTDVNTI
SQWLTS- PKI | TGSSI TTNNDPCSNYSI LDNYWRS 478
gi | 292619701| r ef | XP_001344258. ST



gi | 189526377| ref | XP_001334197. QOWCSGYCTDVSNI
SQWSTASPDI TTGSTI TSNYDPCSNYNTI DNYWRN 329

gi | 189526324| r ef | XP_001344696. H GCSGYCTDVSTI

SQVDSTASPDI LTGSTI TENYDPCNNYNI | DDDWRS 329

gi | 292619789| r ef | XP_001344844. DDRCSGYCTDI STI

SQVTLTVSPQTI TGSSI VLNYDPCSNYNTLDNDWRS 329

gi | 189526319 r ef | XP_001344566. Q GCSGYCl DVSTI

SQVVSTASPDLI TGSTI TENYDPCNNYNTLNDYWRS 329

gi | 189526375 r ef | XP_001334286. Q WCSGYCTDVST]

SQVWSTASPDI | PGYTI NFNYDQCNNYEI LNDYWRS 329

gi | 189526379| ref | XP_001921195. H GCSGYCTDVSTI

SQVDSTASPDI LTGSTI TFNYDPCNSYNI | DDDWRS 329

gi | 292610053| r ef | XP_002660620. SLESSVYCAE- - - -
T - - - SSSSW/LI TAGVI GAAFVMCI | VMVFMLI RRK 343

gi | 292614050| r ef | XP_002662118. DOWCAGYCT- - - - -
------------------- NYDPCTNYKTI NDNVRN 299

gi | 292619755| r ef | XP_002664077. GSSI SNLNTSSNVN

/=T S 572

gi | 292619749| r ef | XP_001341823. GSSI SDLKTFSNVN

/=T 243

gi | 292619743 r ef | XP_696708. 4] GSS| SDLKTFSNVN

/=T c S 340

gi | 292619724| r ef | XP_002664067. GSSI LNLNTSSNVG
Y/ c 335

gi | 292619728| ref | XP_001919793. GSSVSNLNTSSNVN

VPGRW/FIFRVDGGLPTGSG FYPFGLSAGDSKNTAAD 293

gi | 292619730| r ef | XP_001919770. GSSVSSLNTSSNVN

VPGRWAFRVDSGQL TGVFFNSNNNYCNTYNNTYYHN 459

gi | 189526282| r ef | XP_001341980. GSSVSNLKNSSNVN

/=T 239

gi | 292619718| r ef | XP_001919849. GSSI SNLNTSSNVN

/=T 208

gi | 189526284| r ef | XP_700189. 3| G SI SNLQNSSNVN
1 = 300

gi | 292619722| r ef | XP_001919836. GSS| TNLNTSSNVNV
= 83

gi | 292619720 r ef | XP_002664066. G SI SNLQNSSNVS
1 = 303

gi | 292619726| r ef | XP_001919821. GSSVSNLNTSSNVN

/=T S 233

gi | 292619745| r ef | XP_001341329. GSSI SSLNTSSNVN

VRGRWAFRVDSGPPTGVFFNSNNNYCNTYNN- YCHN 242



gi | 125832061 ref | XP_001342081. GSS| SNLNTSSNVG

Y/ ¢ 286
gi | 292619732| r ef | XP_001922656. GSS| SDLKTFSNVN
Y/~ c 243
gi | 292619753| ref | XP_001341931. GSSVS---------
------------------------------------ 229
gi | 292619747| r ef | XP_697240. 4| G NYRNLKNTTNVN
VPGRWAFNATSGSETTTFTTVPPVWAMI SAQPWITAP 453
gi | 292619739| ref | XP_002664070.  -------- ERARRG
Y= 336
gi | 292626791| r ef | XP_700475. 4| SEL SSSSNTNVNGR
STFPVDGSTKVPSNFL PSDDGQAVNSTANDGSSDAI 11130
gi | 292619737| r ef | XP_002664069. GSYTPNLQNTTNVN
/= 389

gi | 292619796 r ef | XP_001921135. TYTYWPVYNDVNGY
DNF NYEVDGWYRL FIMNGL SAQVPDWCASYMTCGGVT 377
gi | 292619783| ref | XP_697381. 4] TSI YRSVYNDVNGY
DNF NHEVWDGWYRL L MNGL SAQVPEWCATYMECGGVT 375
gi | 292619798| ref | XP_696654. 4| TYTYWPVYNDVNGF
DNF NYEVDGWYRL L MNGL SAQVPDWCASYMICGGVT 479
gi | 292629831| r ef | XP_001346047. TI NYWYQGDY! AEH
DDTLVSWDGWYRL YLKGL SAQVPEWCASYMACGGFS 371
gi | 292619785| r ef | XP_001920157. TYTYWPVYNDVNGY
DNF NYEVDGWYRL L MNGL SAQVPDWCASYMICGGVT 366
gi | 131888908| r ef | NP_001076476. TLGSWYWESYI CGY
DDTLVEVWDGWRL FI NESSAQVPDWCASHVBCGGFT 378
gi | 189526326 r ef | XP_001920209. TLN- VWDVYNEVNGH



DN- DHEVWDGWYRL FMNGL SAQVPDWCASYMICGG-T 357

gi | 189526321 | r ef | XP_001922875. TSSYWYEYNYVNGF
DN- EHEVWDGWYRL FIMNGL SAQVPDWCATYMICGGVT 377
gi | 292619792| r ef | XP_696966. 4| TS- - RFI NNYANGH

DDTL VEWDGWRL FMNGL SAQVPEWCVSYMICGALT 526
gi | 292619701| ref | XP_001344258. ---------------

gi | 189526377| ref | XP_001334197. | HTPSSVYTNVNGF
DY- NYEVWDGWYRL FMNGL SAQVPDWCATYMICGGFT 378

gi | 189526324| r ef | XP_001344696. TGSFLSLNNDVNGH
DS- NHEWDGWYRL L L NGL SAQVPDWCASYMICGGVT 378

gi | 292619789 r ef | XP_001344844. TANTYFMHGYVNAH
DDTLVEVWDGWYRLFI NGSSAQVL EWCASYMDCGGFS 379

gi | 189526319 r ef | XP_001344566. TSNYL PMYNDVNGF
DNF DHEVWDGWYRL YL NGL SAQVPDWCATYMSCGGFT 378

gi | 189526375| ref | XP_001334286. TQVYWSVYNDVNGY
DNF NHEWDGWYRL L L DGL SAQVPEVWBVTFMICGGVT 378

gi | 189526379| ref | XP_001921195. TGSFL SLNNDVNGH
DS- NHEWDGWYRL YL NGL SAQVPDWCASYMICGGVT 378

gi | 292610053 r ef | XP_002660620. RVTPSAEQTSKEPQ
PQ ----cmmame- HSAVEPPE- - - - == = = = = - - 367

gi | 292614050]| r ef | XP_002662118. VI GYGHTNGLNADY

DDTHG\WDGWYRL YLNGL SKQVPECPF HRSKCRPLQ 349
gi | 292619755| r ef | XP_002664077. -------momn--

gi | 292619728| r ef | XP_001919793. DASSSAI TLLSPFL
FEGRTYK- - - === s o mmmmm e mmmmm e oo 314
gi | 292619730| r ef | XP_001919770. YNNTYYNTFYNI SS

PYNTASI PVLSF- - KTAPQT FYPFGSSAGDAI NPA 507
gi | 189526282 ref | XP_001341980. - ----c-mmmnnn-



gi | 292619726| ref | XP_001919821. -------o-oooo--
gi | 292619745| r ef | XP_001341329. YNNTYYNNFYNI SS
| YNTARNF - - - - = - o e e e e e e e e e e o o 263

gi | 125832061| ref | XP_001342081. --------mmmn---
gi | 292619732| ref | XP_001922656. ---------------
gi | 292619753| ref | XP_001341931. ---------------
gi | 292619747| r ef | XP_697240. 4| Al FYPFGSAVGDTE
QTVYNDESLYSVGAELSTPFTFFGHTYTMLYLIVHTGLL 503

gi | 292619739| ref | XP_002664070. ---------ooo---
gi | 292626791| r ef | XP_700475. 4| SLQOPFKFFGRTYS
Q YMNSNGYLTFTKPLPAS- - --------------- 11163

gi | 292619737| ref | XP_002664069. ---------------
gi | 119220569 ref | NP_001007241. ---------------
gi | 114661340| ref | XP_001155840. ---------------
gi | 50979234| ref | NP_001003371.1 = ------mmcanmoo-
gi | 115495209| ref | NP_001069418. ---------------
gi | 27229028| ref | NP_080265. 2] = ---------------
gi | 19705557| ref | NP_599245. 1] = ---------------
gi | 292619796| ref | XP_001921135. ALW. HGSHPRLEDG
VVTREVYGSRDNL CSRYRSNPI QVKACPGYYYVYKF 427

gi | 292619783| r ef | XP_697381. 4| ALW.HGSHPQLEDG
VWTREVYGCRNNECNRYRSNPI QVKACAGEYYVYKF 425

gi | 292619798| r ef | XP_696654. 4| ALW.HGSHPRLEDG

VWTREVYGSRDNL CSRYRSNPI QVKACAGDYYVYKF 529



gi | 292629831| ref | XP_001346047. ALW. GGSHPQLEDG
VWTRDI YGSYYDEGSYYRSDPI QVKACPGEYYVYKL 421

gi | 292619785| r ef | XP_001920157. ALW.HGSHPQLEDG
VWTREVYGSRDNL CSRYRSNPI QVKACAGDYYVYKF 416
gi | 131888908| r ef | NP_001076476. ALW.HGSHPRL QDG
VWTREVFGSNYYDCSHYRSNPI QVKACAGDYYVYKF 428
gi | 189526326| r ef | XP_0019202009. ALW.HGSHPRLEDG
VWTREVYGSRDDQSSHYRSNPI QVKACPGDYYVYKF 407
gi | 189526321 | r ef | XP_001922875. ALW.HGSHPRLEDG
VWTLEVYGSRNDQCSRYRSNPI QVKACPGDYYVYKF 427
gi | 292619792| r ef | XP_696966. 4| GLW.HGSHPQLEDG

WTRDI FGSYYYQSTRYKSDSI QVKACPGDFYVYNF 576
gi | 292619701| ref | XP_001344258. --------------

-------------------------------- LFVM 141
gi | 189526377| ref | XP_001334197. GLWFHGSHPRLEDG
VWTREVFGSRNAQCSRYRSNPI QVKACPGDYYVYKF 428
gi | 189526324 r ef | XP_001344696. ALW.HGSHPQLEDG
VI TREVYGSLNDDCSRYKSNPI QVKACPGDYYVYKF 428
gi | 292619789 r ef | XP_001344844. SLW.HGSHPQLEDG
VWTREVYGSHNYQCSHYRSDPI QVKACPGDYYVYKF 429
gi | 189526319| r ef | XP_001344566. ALW.HGSHPRLEDG
VVTREVYGCRNDL SSRYRSNPI QVKACPGDYYVYKF 428
gi | 189526375| r ef | XP_001334286. ALW.HGSHPQLEDG
VWTREVYGCRNDL SSRYRSNPI QVKACPGDYYVYKF 428
gi | 189526379| ref | XP_001921195. ALW_HGSHPRLEDG

VWTREVYGSLNDDCSRYKSNPI QVKACPGDYYVYKF 428
gi | 292610053| ref | XP_002660620. ---------on---

gi | 292619728| ref | XP_001919793. - cce---ocao--
------- Q YVNNNGHL TENQAFSQYVPYSFPANGS 343
gi | 292619730| r ef | XP_001919770. DDGGSSVNTL SPFL
FFGRTYQQ YVNNNGDL TFSQASSVFTPYSFPAYGS 557



gi | 189526282| ref | XP_001341980. ----------o----

gi | 292619747| r ef | XP_697240. 4| TFTI TSVATSGPNY
TPl RGNDDFI AALWSDI DDYYNI GLFSYQQYTNGSV 553
gi | 292619739| ref | XP_002664070. ---c---cemmn--

gi | 292626791| ref | XP_700475. 4] - -------------
- NSSLNPKRDI | APLWTQLDSRRGGSI SYI NKPSSN 11198
gi | 292619737| ref | XP_002664069. ---------------



gi | 292619796| ref | XP_001921135. TRPPI SI QAPRYCA

VS- FTTPSVDPCYNYTSLDEPWRSTDNP- - - - - - - - 468
gi | 292619783| ref | XP_697381. 4 TRPTLSI PAPRYCA
VLSFTTPSVDPCYNYTSLDEPWKSTDN - - - - - - - - 466
gi | 292619798 r ef | XP_696654. 4] TRPPI S| QAPRYCA
VS- FTTPSVDPCYNYTSLDEPWRSTDNP- - - - - - - - 570
gi | 292629831| r ef | XP_001346047. TRPALSI PAPTYCA
VL- FTSPSVDPCYNYTTLDEARRSTSNT- - - - - - - - 462
gi | 292619785| ref | XP_001920157. TKPTVFI QAPRYCA
VS- FPTPSVDPCYNYTSLDEPWRSTDNP- - - - - - - - 457

gi | 131888908 r ef | NP_001076476. TKPTVSLPAPVYCA
VS SATPSVDPCYNYTSLDEPWRSTDNYYRNN. - - - 473
gi | 189526326 r ef | XP_001920209. TRPPLSI PAPVYCA
VP- LPTPSVDPCYNYNSLNETWRSTESS- - - - - - - - 448

gi | 189526321 ref | XP_001922875. TRPPLSI PAPRYCA
VS FPTPSVDPCYNYI SLOBPWRSTONS. - - - - - - - 468
gi | 292619792| r ef | XP_696966. 4| TRPTVSI PAPVYCA
VS- FTTLSVDPCFNYTSLDEPWRSTDNYYDN - - - - 620
gi | 292619701 r ef | XP_001344258. TSP--ccmeeem -
------ PSVDPCYSYNSLDDPWRASSFLTG - - - -- 168
gi | 189526377| ref | XP_001334197. TRPPLSI PGPSYCA
VS- FPTPSVDPCYNYKSRDEPWRSTDNS- - - - - - - - 469
gi | 189526324 r ef | XP_001344696. TRPPLSI PVPRYCA
VS- FPTPSVDPCDNY! SLODPWRSTENPVNFNYYVY 477
gi | 292619789 r ef | XP_001344844. TKPTVSI PAPVYCA
VS- YTTPSVDPCYNYTSLNEPWRLTDTSY- - - - - - - 471
gi | 189526319 r ef | XP_001344566. TRPPLSI PGPSYCA
VS- FPTPSVDPCYNYTSLDEPWRSTDIN - - - - - - - - 468

gi | 189526375| r ef | XP_001334286. TRPPI S| PAPRYCA
VS FPTPSVDPCYNYNSL DEPWRSTONE- - - - - - - - 469
gi | 189526379| ref | XP_001921195. TRPPLSVPVPRYCA
VS- FPTPSVDPCDNY! SLDDPWRSTEN - - - - - - - - 468
gi | 292610053 r ef | XP_002660620. LDPNSTCPEYNTLD

| MKRSTNLTDPCNSYTVLNDAWRSVNNTNNTN---- 418
gi | 292614050| r ef | XP_002662118. - --------oooa--



gi | 292619728| r ef | XP_001919793. RDI | AGFWADLNNG
ASGVI SYHQYTNGSVL TRATQDI NSYFPNLPFTASW 393
gi | 292619730| r ef | XP_001919770. QDI | AGLWIDLNNG
ASGVI SYHQYTNGSVL TRATQDI NSYFPNLPFTASW 607
gi | 189526282| ref | XP_001341980. - --ce-----onnn-

gi | 292619747| r ef | XP_697240. 4| LDRATQDI NQYFST
TNFSASWFWTWKYGSQPNPAI LFQAVLI SGSGES 603

gi | 292619739| ref | XP_002664070. --------cemmn--
gi | 292626791 ref | XP_700475. 4 VLAQVTAAVKQYFP
NI PFAAASAFVATVKSVPYNNSGGVWNFQUWLAYNY 11248

gi | 292619737| ref | XP_002664069. -------cceooo--

gi | 119220569| ref | NP_001007241. --------------
----------------------------- PRDPSTV 186
gi | 114661340| ref | XP_001155840. ------o--on---



------------------------------- DASTA 158
gi | 115495209| ref | NP_001069418. --------------
------------------------------- DPATA 181
gi | 27229028| ref | NP_080265.2| --------------
------------------------------- DPSTA 183
gi | 19705557| ref | NP_599245. 1| = --------------
------------------------------- DPSTA 179
gi | 292619796| ref | XP_001921135. ------ ANYYG- - -
------------ NHFDWSVAVNGWYRL FYNSQSAQM 497
gi | 292619783| ref | XP_697381.4] ------- SYYN- - -
------------ NYRCDYTEVWNGAWYRLFYNNQSTQM 494
gi | 292619798| ref | XP_696654. 4| ------ ANYYG - -
------------ NHFDWSVAVWNGAYRL FYNNQSAQM 599
gi | 292629831| ref | XP_001346047. ------- WYG - -
------------- MCDYNVKWNGWYRL L L SGQNAQM 489
gi | 292619785| ref | XP_001920157. ------ ANYYG - -
------------ NHFDWSVAVNGWYRL FYNNQSAQM 486
gi | 131888908| ref | NP_001076476. ----- YYYYYHS- -
------------- L CDYNVEWNGWYRL FYNGQNAQM 503
gi | 189526326| ref | XP_001920209. ----- FFDYNS- - -
------------- HVCDHNEVWNGWYRVFYNGQNAQM 477
gi | 189526321| ref | XP_001922875. ------ YNYNS- - -
------------ YNCDCNVAWNGWYRL FYNNQSAQM 497
gi | 292619792| ref | XP_696966. 4] ------- | FYNY- -
------------- MCDFNVEVWNGWYRL FYNNQSAQM 648
gi | 292619701| ref | XP_001344258. @ ------- DHNN- - -
------------ TRCDSDI PLNGWRLFYNNQSAQM 196
gi | 189526377| ref | XP_001334197.  ------- YYYDP- -
------------- KCDWNEEWNGWYRL FYSNQSAQM 497
gi | 189526324| ref | XP_001344696. ESTENPANYYS- - -
------------- FCDWGEDSWNGFYRLFYNSQSAQM 511
gi | 292619789| ref | XP_001344844. ----- YYNHYNA- -
------------- MCDYNVEWNGWYRL FYNNQSAQM 501
gi | 189526319| ref | XP_001344566. ------- SYYSNLS
------------ NYRCDYTEVWNGWYRLFYNSQSSQM 499
gi | 189526375| ref | XP_001334286. ------ YNYNG- - -
------------ YNCDWSVAVNGWYRL FYNNQSAQM 498
gi | 189526379 ref | XP_001921195. ----- PANYYS- - -

------------- FCDWEDSWNGFYRLFYNSQSAQM 497
gi | 292610053| ref | XP_002660620.  -----
------------- VCDRSVSWSGWRLFI NGLSAHI 441



gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292619728| ref | XP_001919793. VFVASVIDKVPYLSS
TAAGFDTI NSTNYFVI PGSNNGSSVSNLNTSSNVNV 443
gi | 292619730| ref | XP_001919770. VFVATVDKVPY! SS
TAAGFDTI NSTNYI VI TGSLNGSPI SNLNTSSNVNV 657
gi | 189526282| ref | XP_001341980. ---c----cemmo--

gi | 292619745| ref | XP_001341329. --------------
------------------------- YNYCNTYHSSY 274
gi | 125832061| ref | XP_001342081. ---------------

gi | 292619753| ref | XP_001341931. --cce---oceo--
-------------------------- NLNTSSNVNV 239

gi | 292619747| ref | XP_697240. 4| FFLLNYGDCAVL YE
AVEAGFDTI NSI SKFI | PDSVNGNYRNLKNTTNVNV 653

gi | 292619739| ref | XP_002664070. -------ccemmm--
gi | 292626791| r ef | XP_700475. 4| HRSFVFI YYGDI AE
TGOPWOAGYSTVDSASSFLVPARSVSELSSSSNI KV 11298

gi | 292619737| ref | XP_002664069. -------cce-mn--



gi | 119220569| ref | NP_001007241. EDKG - --------

------------------------------------ 190

gi | 114661340] r ef | XP_001155840 EDKG - --------
------------------------------------ 230

gi | 50979234 r ef | NP_001003371. 1 TDKG- - - ==-----
------------------------------------ 162

gi | 115495209| r ef | NP_001069418 EDKG - --------
------------------------------------ 185

gi | 27229028| r ef | NP_080265. 2| PKNG- - === -----
------------------------------------ 187

gi | 19705557| r ef | NP_599245. 1] PKKG- == -~ == --
------------------------------------ 183

gi | 292619796| r ef | XP_001921135. PDSCVNEGMCGTYY
PLW.NGSHPEL EDGVVL RQVCVSAWNGCCTFTSHPI - 547

gi | 292619783 ref | XP_697381. 4| PESCVNQFMCGTYN
PLW.NESHPQL EDGVVL RHVCASGSNGCCTYTSHPI - 544

gi | 292619798| r ef | XP_696654. 4| PDSCVNEGMCGTYY
PLW.NGSHPEL EDGVVL RQVCVSAWNGCCTFTSHPI - 649

gi | 292629831 | r ef | XP_001346047. PESCVNRTMOGTEE
PFW.NSSHPQPEDGVVTRQVCVSSSEGCCGYTSHPI 539

gi | 292619785| r ef | XP_001920157. PDSCVNEGMCGTYY
PLW_NGSHPEL EDGVVLRQVCVSAWSGCCTFTSHPI 536

gi | 131888908| r ef | NP_001076476. PESCVNPYMCGTYN
PMAFNESHPQLEDGVWFRQ Cl SDFRGOCSYTSKAI 553

gi | 189526326| r ef | XP_0019202009. PESCVNQYI CGAl Y
PMALNGSHPQL EDGVWLRQI CASGYSGOCSFKSHPI 527

gi | 189526321 r ef | XP_001922875. PESCVNEGMCGTYY
PLW.NGSHPDL EDGVVL RQVCASGASGCCSYTSHPI - 547

gi | 292619792| r ef | XP_696966. 4| PESCVDQNSCGSFN
PMALNRSHPQL EDGVVL RHI CVSSYSGOCAFTSHPI 698

gi | 292619701 | r ef | XP_001344258. PESCVKSGTCGTLY
PLW.DGPHPL L EDGVWTRKVCGSQUWNDCOG SSHPI 246
gi | 189526377| ref | XP_001334197. PESCVNAGMCGTYY
Pl VLNESHPKL EDGVVL RHVCASGWSGCCEYTTEPI 547

gi | 189526324 r ef | XP_001344696. PESCANEGVCGTYN
PLSLNGSHPKLEDG\/VLRQ\/CAPG/\RGCCSFAPHPI 561
gi | 292619789| r ef | XP_001344844. PESCVNQYMCGSYN

PLW.NGSHPQL EDGVVL RHVCASGWSGCCAYTSQAI 551
gi | 189526319| r ef | XP_001344566. PESCVYEGMCGTYY



PLW.NESHPQL EDGVWL RHVCAHGARGCCTYTSSPV 549
gi | 189526375]| r ef | XP_001334286. PESCVNQGMOGTYY
PLW.NGSHPQVEDGVWWL RHVCASGYSGCCTYTSHPI 548
gi | 189526379| r ef | XP_001921195. PESCANEGMCGTYN
PL SLNGSHPKL EDGVWL RQVCAPGARGCCSFAPHPI 547
gi | 292610053| r ef | XP_002660620. PDTCVAL SSCGTSF
PLW RGGHPTVQDGVWTRDVCANAYTYCCFFPSYPl 491
gi | 292614050 r ef | XP_002662118. ------------nn-

gi | 292619755| r ef | XP_002664077. - - RWAFRVDSELET
S e e 585
gi | 292619749| r ef | XP_001341823. - - RYVFRVDTGSNT
NKNEI VG- - = === === mmm e mmmm e 262
gi | 292619743| ref | XP_696708. 4| ~-RYVFR- - -- - - -
------------------------------------ 345
g||292619724|ref|XP 002664067. - - RWAFRVDSGPRS
---------------------------------- 348
g||292619728|ref|XP 001919793. PGRWAFRVDGGPL T
GSG FYPFGLSAGDSKNTAADDASSSAI TLLSPFLF 493
gi | 292619730| r ef | XP_001919770. PGRWAFRVDGGPQT
GVBTAH- - RLRTYNSKYYNNTYCNNYYSTYNS- - - - 701
gi | 189526282| r ef | XP_001341980. - - RW/FRVDGGP- -
------------------------------------ 249
g||292619718|ref|XP 001919849. - - RWAFRVDSELET
----------------------------------- 221
g||189526284|ref|XP 700189. 3| - - RW/FRVDGGPET
NRDPPFDPCYNY TVL DDSVRSTKNI HTSFDSYKTMC 348
gi | 292619722| r ef | XP_001919836. - - RWAFRVDGGSQS
NTI I NFINFL= == = === e m e mmmm e emem oo 105
gi | 292619720 r ef | XP_002664066. - - RWFRVDGGPET
NRE- = = = = === oo e mm e 318
gi | 292619726| r ef | XP_001919821. - - RWAFRVDGGPST
GSG FYPFGLSAGDSKNTAADDASSSAI TLLSPFLF 281
gi | 292619745| r ef | XP_001341329. YNKTYYNNNYGKYY
NNSYCNN- YYSAYNSKYYNNTYYNYYYSTDNNNYNS 323
g||125832061|ref|XP 001342081. - - RWAFRVDSGPRS
---------------------------------- 299
gl|292619732|ref|XP_OOl922656. - - RYVFRVDTGSNT
NKNEI VG- - = === === mmmmmmmmmm e emem oo 262
gi | 292619753| ref | XP_001341931. PGRVW/FRVDGGPQT
GVBTAN- - RLRTYNSKYYNNTYCNNYYSTYNS- - - - 283

gi | 292619747| ref | XP_697240. 4| SGRWAFNATSGSVY



STPNTPVTPAPAI FYPFGSAVGDTEQTVYNDESLYS 703

gi | 292619739| r ef | XP_002664070.

gi | 292626791| r ef | XP_700475. 4|

TGCOWAFQVDGSPKL

PDNFI PFGNGEMVTPRLDNGSSEAI | LQQPFKYFGR 11348

gi | 292619737 r ef | XP_002664069.

VG - - - - e mmmm e e

gi | 292619796| r ef | XP_001921135.

VQPRTHSAYCVA- - - - = - === w e e oo - -

gi | 292619783| ref | XP_697381. 4

KQPRI CSAYCVVPKS- - - - T= -« cccza oo - -

gi | 292619798| r ef | XP_696654. 4|
gi | 292629831| r ef | XP_001346047.

VRPMFCGVYCNTNYSNNI KNTNYSHNTKNTNHSNNI

gi | 292619785| ref | XP_001920157.

VQPRTHSAYCVA- - - - - - === w e e e o - -

gi | 131888908| r ef | NP_001076476.

VKPI | CGTYCLE- - == === === === =zcmm--

gi | 189526326 r ef | XP_0019202009.

VKORI CSVYCAG - = = = == = m e e o

gi | 189526321| ref | XP_001922875.

KQPRTYSAYCI A- - = == m e o

gi | 292619792| r ef | XP_696966. 4]

VKPLI CAAYCLG - - - = = = === s m oo - -

gi | 292619701| r ef | XP_001344258.

VRPLYCAAYCAG - - - = - === == s e m o - -

- - RVAFLVNNGTDT
403

RVKACPGDYYVYEF
573
RVKACPGDYYVYEF
573
RVKACPGDYYVYEF
675
RVKACPGNYYVYEF
589
RVKACPGDYYVYEF
562
RVKACPGDYYVYEF
579
RVKACPGHYYVYEL
553
RVKACPGNYYVYEL
573
KVKACPGDYYVYEF
724
QVKACPGNYYVYEF
272



gi | 189526377| ref | XP_001334197.
VKPMFCGAYCAVPKA: - = = == = = = === = -
gi | 189526324 r ef | XP_001344696.
KRLRFCAAYCl VPKD- - = = == = === = == == = = -
gi | 292619789 r ef | XP_001344844.
VKP| LCAAYCVE- = = = = = === === mem oo
gi | 189526319| r ef | XP_001344566.
KEPLFCAAYCVWPKA- - = = == = === === == o - -
gi | 189526375| r ef | XP_001334286.
KQPRI CSAYCVWPKA- - = = == = == o o= === o - -
gi | 189526379 r ef | XP_001921195.
KRLRFCAAYC] - - - D === - mmmmmmmmmm o -
gi | 292610053| r ef | XP_002660620.
LKPAVCNSANCADVG: - = = = = = === = = = = = = - -
gi | 292614050| r ef | XP_002662118.

gi | 189526284| r ef | XP_700189. 3|

Rl KACPGDYYVYEL
576
RVKACPGNYYVYEF
590
RVKACPGDYYVYEF
577
RVKACPGEDYYVYEF
578
RVKACPGNYYVYEF
577
RVKACPGNYYVYEF
573
RVKACPGNYY! YEL
520

502

DSYVHW.GAYRLFI

NGQSVQVPDTCVDMASCGTT VPLW.NGTHPTVEDGM 398

gi | 292619722| r ef | XP_001919836.

YYNYYNNTYNN- - -
334



gi | 125832061| ref | XP_001342081. ---------------

gi | 292619753| r ef | XP_001341931 - - KYYNNTY- - - - -
------------------------------------ 290
gi | 292619747| r ef | XP_697240. 4| VG STPFTFFG - -
------------------------------------ 714

gi | 292626791 r ef | XP_700475. 4 TLNQTFVNNNGLLT
FAKPPSDCI PFLNSGRDL| APLWIHFDNRQGGTI SC 11398
gi | 292619737| ref | XP_002664069. ------ce--ooan-

------------ EKACRP- - - --------------- 196
gi | 114661340| ref | XP_001155840. @ --------------
------------ EKACRP- - ---------------- 236
gi | 50979234| ref | NP_001003371.1 --------------
------------ KNLCRP- - ---------------- 168
gi | 115495209| ref | NP_001069418. --------------
------------ DRTCRP------------------ 191
gi | 27229028| ref | NP_080265.2| = --------------
------------ EITCRP------------------ 193
gi | 19705557| ref | NP_599245. 1| = --------------
------------ El ACRP------------------ 189

gi | 292619796| ref | XP_001921135. --------------
------------ TNQSSTAVTTTQPI TSEEFI NPPT 597
gi | 292619783| ref | XP_697381. 4] - ------------
------------ TNQSSTGVTTTQPI TSI DFI NPPT 597
gi | 292619798| ref | XP_696654. 4] - -------------
------------ TNQSSTAVTTTQPI TSEEFI NPPT 699
gi | 292629831 ref | XP_001346047. KDPNHNNNI KNTNY
SNNTKNTNHSHNTKNTNHSHNTKNTNHSHNTKNTNH 639
gi | 292619785| ref | XP_001920157. --------------
------------ TNQSSTAVTTTQPI TSEEFI NPPT 586
gi | 131888908 ref | NP_001076476. --------------
--------------- ATNQSTTTASI PLTQSI TPSI 600
gi | 189526326| ref | XP_001920209. --------------



-------------- QSSRAVTTI QPI TSI DFI TPPI
gi | 189526321| ref | XP_001922875.
------------ ANQSSTAVTTTQPI TSI DFT- PPT
gi | 292619792| r ef | XP_696966. 4|
--------------- DTSVSRTTKSI PLLESI T- - -
gi | 292619701| r ef | XP_001344258.
----------------- KRIVLCH: - - === - - - - -
gi | 189526377| ref | XP_001334197.
------------ ANQSSTAVTTTQPI TSI DFI TPPT
gi | 189526324 r ef | XP_001344696.
------------ STKLSTAVTTTQPI TSI DFI TPPT
gi | 292619789 r ef | XP_001344844.
--------------- VANQ TTTASI PLI ESI TPPT
gi | 189526319| r ef | XP_001344566.
------------ TNQSSTAVTTTQPI TSI DFI NPPT
gi | 189526375| r ef | XP_001334286.
------------ ANQSSTAVTTTQPI TSI DFI TPPT
gi | 189526379| r ef | XP_001921195.
------------ STKLSTAVTTTQPI TSI DFI TPPT
gi | 292610053| r ef | XP_002660620.
------------------ SVTNSSTAATPVI | TP- -
gi | 292614050]| r ef | XP_002662118.

gi | 189526284 r ef | XP_700189. 3|

575

VTRGVCGTADNNCC

| | QGSNPI RV- - - - - - - KACPGGYYVYELDQMAYCGCY 441

gi | 292619722| ref | XP_001919836.



gi | 292619747| ref | XP_697240. 4] -me--ooeo--
----------------------- HTYTMLYLMHTGL 727

gi | 292619739| ref | XP_002664070. ---c---ccemmm--
gi | 292626791| r ef | XP_700475. 4| REDTSSDVLAQVNA
Al KONSPNANFTASSAFVATWDNVPYYDGRGVATFQ 11448

gi | 292619737| ref | XP_002664069. -------ccemmn--

gi | 292619796| ref | XP_001921135. TD- - PPVDPCNNYI
| LDEPWRATSNONS- SQLMCDSAVSWSGWRLFI NG 644
gi | 292619783| ref | XP_697381. 4] TD- - PPVDPCNNFL
| LDEPWRATSNENS- - QL MCDRAVSVWSGAWYRLFI NG 643
gi | 292619798| r ef | XP_696654. 4| TA- - PPVDPCNNYF
| L DDPWRATSNQNS- SQLMCDRAVSWSGWYRLFI NG 746



gi | 292629831| ref | XP_001346047. SHNTKNTNHSHNTK
NTNHNNNTKNTNHS- NNTKNTNHSNYTKSTNHSHNT 688

gi | 292619785| r ef | XP_001920157. TD- - PPVDPCNNY!
| LDEPWRAT SNQNS- SQLMCDRAVSWEGWYRLFI NG 633
gi | 131888908| r ef | NP_001076476. TTTAPPVDPCYNYF
| LDEPWRATSNONS- SQLMCDSAVSWSGAYRLFI NG 649
gi | 189526326| r ef | XP_0019202009. TTTDPPVDPCYNYF
| LDDPWRATSNQYS- SQLMCDSAVSWSGWRLFI NG 624
gi | 189526321 ref | XP_001922875. TA- - PPVDPCYNYF
| LDDPWRAT SNQHS- SQLMCDSAVSWEGAWRLFI NG 643
gi | 292619792| r ef | XP_696966. 4| - TTAPPVDPCNNFL

| LDEPWRAT SNQNS- SQLMCDSAVSWEGAYRLFI NG 790
gi | 292619701| ref | XP_001344258. === --c---oan-
gi | 189526377| ref | XP_001334197. TA- - PPVDPCNNYN
VL DEPWRATSNEDS- SQLMCDSAVSWEGAWRLFI NG 647
gi | 189526324 r ef | XP_001344696. TA- - PPVDPCYNYN
VL DEPVRAT SNEDS- SQLMCDRAVSWSGAYRLFI NG 661
gi | 292619789 r ef | XP_001344844. TTTAPPVDPCYNYN
VL DESWRATSNONS- SQLMCDSAVSWEGAWRLFI NG 647
gi | 189526319 r ef | XP_001344566. TA- - PPVDPCYNYL
NL DEPWRATSNQNS- SQL MCDRAVSWEGAYRLFI NG 649
gi | 189526375| r ef | XP_001334286. TA- - PPVDPCNNFL
| LDEPWRATNNQHS- SQLMCDRAVSWEGAYRLFI NG 648
gi | 189526379| ref | XP_001921195. TA- - PPVDPCYNYN
VL DEPWRATSNEDS- SQLMCDRAVSWEGAWRLFI NG 644
gi | 292610053| ref | XP_002660620. ------- DPCFTYT
VL SDSVIRANSSQPSKSVYMCDRSVSWSGAYRLI | NG 579
gi | 292614050| r ef | XP_002662118. --=----ccammm--



gi | 189526284 r ef | XP_700189. 3| VAYCAAPG FYSFG
LAAGDS| NPAVDDGGSSVI PLLSPLQYFGRTYQQ Y 491
gi | 292619722| ref | XP_001919836.  -----m---nonn-

gi | 292619747| r ef | XP_697240. 4| LTFTI TSVATSGPN
YTPI RGNDDFI AALWSDI DDYYNI GHFSYQQYTNGS 777
gi | 292619739| ref | XP_002664070. - -------momo--

gi | 292626791| r ef | XP_700475. 4| VWLASSVQRSFI LL
NYGNI SKLGQTW.VVPSNFLPSDDGQAVNSTANDGS 11498
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 292619796| r ef | XP_001921135. QSVQVPDTCVDENS
CGTHAPLW. SGGHPTL EDGVWTRDVCGHWENNCCYF 694
gi | 292619783| ref | XP_697381. 4| QSVQVPDTCVDEYS
CGTDAPLW.SGGHPTL EDGVVSRNVCGHWENNCCYF 693
gi | 292619798| r ef | XP_696654. 4] QSVQVPDTCVDENS
CGTHAPL W SGGHPTL EDGVWTRDVCGHWENNCCYF 796
gi | 292629831 | r ef | XP_001346047. KNTNHSNNTKSTNH
SHNTKNTNHSNNTKNTNHSHNTKNTNHSHNTKNTNH 738
gi | 292619785| r ef | XP_001920157. QSVQVPDTCVDENS
CGTNAPLW.SGGHPTL EDGVVSRDVCGHWSNNCCYF 683
gi | 131888908| r ef | NP_001076476. QSVQVPDTCVDENS
CGTNAPL W SGGHPTL EDGVVSRNFCAHWENNCCYF 699
gi | 189526326| r ef | XP_001920209. QSVQVPDTCVDELS
CGTNAPLW.SGGHPTL EDGVWTRDVCGHWNNDCCYF 674
gi | 189526321| r ef | XP_001922875. QSVQVPDTCVDEYS
CGTNAPLW.SGGHPTL EDGVVSRNVCAHWNNDCCFF 693
gi | 292619792| r ef | XP_696966. 4] QSVQVPDTCVDEYS
CGTNAPLW.SGGHPTL EDGVWTRDVCAHWENNCCYF 840
gi | 292619701 ref | XP_001344258. --ce--oceooo--
gi | 189526377| ref | XP_001334197. QSVQVPDTCVDEYS
CGTNAPLW.SGGHPTL EDGVWSRNVCAHWENNCCYF 697
gi | 189526324 r ef | XP_001344696. QSVQVPDTCVDEYS
OCGTNAPLW.SGGHPTL EDGVVSRNVCAHWRNNCCYF 711
gi | 292619789| r ef | XP_001344844. QSVQVPDTCVDENS
CGTNAPLW.SGGHPTL EDGVWTRDVCGHWENNCCYF 697
gi | 189526319| r ef | XP_001344566. QSVQVPDTCVDENS
CGTHAPL W SGGHPTL EDGVVSRNVCGHWENNCCYF 699
gi | 189526375 r ef | XP_001334286. QSVQVPDTCVDEYS
CGTNAPL W SGGHPTL EDGVVSRNVCAHWNNDCCYF 698
gi | 189526379 r ef | XP_001921195. QSVQVPDTCVDENS
CGTNAPLW.SGGHPTL EDGVVSRNVCAHWRNNCCYF 694
gi | 292610053| r ef | XP_002660620. LSAQ PDTCVEKYS
CGTAAPLW RGGHPTVQDGVVTRDVCGHWDNYCCHF 629
gi | 292614050| r ef | XP_002662118. ~  -------cceooo--



gi | 189526284| r ef | XP_700189. 3| VNNNGFL TFSQASQ
NFVPYLFPDYGNEDI | AGLWIDLDNREKGVWSYNQY 541
gi | 292619722| ref | XP_001919836. - ---------oonn-

gi | 292619747| r ef | XP_697240. 4| VLDRATQDI NQYFS
TTNFSANWFVWTWKYGSGQPNPAI LFQAVLI SGSGE 827

gi | 292619739 ref | XP_002664070. ---c----cemmm--
gi | 292626791| r ef | XP_700475. 4| SDAI SLQQPFKFFG
RTYSQ YMNSNGYL TFTKPLPASNSSLNPKRDI | AP 11548

gi | 292619737| ref | XP_002664069. -------cceoo---



gi | 292619796| r ef | XP_001921135. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRENTSYTTDTPETTTTE 744
gi | 292619783| ref | XP_697381. 4| QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRFNTSYTTDTPETTTTE 743
gi | 292619798| r ef | XP_696654. 4| QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRFNTSYTTDTPETTTTE 846
gi | 292629831 r ef | XP_001346047. NNNTKNTNHSHNTQ
NTNHSHNTKNTNHSHNTKNTNHSHNTKNTNHSHNTK 788
gi | 292619785| r ef | XP_001920157. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRFNTSYTTDTPETTTTE 733
gi | 131888908| r ef | NP_001076476. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRFNTSYTTDI PETTTTE 749
gi | 189526326| r ef | XP_001920209. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRENTSYTTDTPETTTTE 724
gi | 189526321 | r ef | XP_001922875. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVGFNTSYTTDTPETTTTE 743

gi | 292619792| r ef | XP_696966. 4| QSNPI QVKACPGGF

YVYEFVRPTTCNLAYCADVRFNTSYI [DTPETTTTE 890
gi | 292619701| ref | XP_001344258. ---------------

gi | 189526377| ref | XP_001334197. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVIVENTSYTTDTPETTTTE 747
gi | 189526324 r ef | XP_001344696. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRFNTSYTTDTPETTTTE 761
gi | 292619789| r ef | XP_001344844. QSNPI QVKACPGGF
YVYEFVRPNGCNLAYCADVRENTSYTTDTPETTTTE 747
gi | 189526319| r ef | XP_001344566. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVSFNTSYT- - - - = = - - - - 739
gi | 189526375| r ef | XP_001334286. QSNPI QVKACPGGF
YVYEFVRPSGCNLAYCADVRFNTSYTTDMPETTTTE 748
gi | 189526379 r ef | XP_001921195. QSNPI QVKACPGGF
YVYEFVRPTTCNLAYCADVRENTSYTTDVPETTTTE 744
gi | 292610053| r ef | XP_002660620. GSYPI RVKACPGNY

YVYELLTPSFCASAYCAAN- - - - = = = == = - oo o - - 662



gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 189526284 r ef | XP_700189. 3| TNGSVLTRATQDI N
NYFPNLNFTASWFVATWAKVAL SALTNTETSFQW 591
gi | 292619722| ref | XP_001919836. - --------oonnn-

gi | 292619747| r ef | XP_697240. 4 SFFLLNYGDCAVLY
EAVEAGFDTI NSI SKFI | PDSVNGNYRNLKNTTNVN 877

gi | 292619739| r ef | XP_002664070. ---c---ccemmn--
gi | 292626791| r ef | XP_700475. 4| LW QL DSRRGGS! S
YI NKPSSNVLAQVTAAVKQYFPNI PFAAASAFVATW 11598

gi | 292619737 ref | XP_002664069. -------cce-mm--



gi | 114661340| ref | XP_001155840. ---------------
i1 50970254] 1 e | NP 0D1008ITL 1 e
i1 115405208] T of | NP 00106041, weeeeeae
1272200081 1 ef | NP 080285, 21 e
1167055571 T el [ NP 569245, 1
41 ] 202610706| 1 of | XP. 001021135, e

01 | 202610783] rof | XP 69738L. 4] N

o1 ] 202610708] ref | XP. 606654 4 T

41 | 202620831] r of | XP. 001346047, NTNLISHNTKNTIAN
NNTKNTNHNNTKNTNYSNNTKI TNNNI KYTKHSDNR 838

gi | 292619785| r ef | XP_001920157. | R

o1 ] 131888908 1 ef | NP. 001076476, s

41 | 189526326 1 ef | XP. 001020200, s

o1 | 189526321] of | XP_ 001022875, TS

41 ] 202610702 1 i | XP. 606066, 4 T

41 ] 202610701] ref | XP. 001344258, - 891
o1 1 189526377] 1 of | XP. 001334107, T

o1 ] 189526324] 1 of | XP. 001344606, e

41 ] 202610780] 1 of | XP 001344844, ng\z ..........

gi | 189526319| ref | XP_001344566. - -mcmmmmnnn-



S LTI 751
B e 750

gi | 189526284 r ef | XP_700189. 3| LI SGSGYVFVLMNY
GDI AATGHPVEAGYDTI NST NYFVI PGSNNGSSI S- 640
gi | 292619722| ref | XP_001919836. ---------nonn-

gi | 292619747| r ef | XP_697240. 4 | PGRWAFNATSGSV



YSAPNTTVTPAPAVFYPFGSAVGDTEYSETGSESQ 926
gi | 292619739| ref | XP_002664070. --------------

gi | 292626791| r ef | XP_700475. 4| KSVPYNNSGGVWNF
QVWLAYNVHRSFVFNYYGDI AETGOPWOAGYSTVD- 11647
gi | 292619737| ref | XP_002664069. ----------onn-

gi | 292629831| ref | XP_001346047. NYRNNI KNI T YT NN
SI HNNNTKNTNHSNNI NNTT HSNNSYHSNNI KNTNH 888
gi | 292619785| ref | XP_001920157. === -c----oon-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

-------------------------------- TTTI 749
------------------------------ ESTTII 752

-------------------------------- TTTI 851
gi | 292629831 r ef | XP_001346047. SNNRNPG STNNTS
STNKTTRPKKFFSNDTYTNYNNQSTNGNDWYCLPLI 938
gi | 292619785| ref | XP_001920157. -----=--mmm---
-------------------------------- TNII 738
gi | 131888908| ref | NP_001076476. ----==c---m---
------------------------------ ETRTI| 758



gi | 189526321| ref | XP_001922875. --------------
-------------------------------- TTI | 748
gi | 292619792| ref | XP_696966. 4] - -------------
-------------------------------- TTIl 895
gi | 292619701| ref | XP_001344258. - -----mmaaaoo--
gi | 189526377| ref | XP_001334197. --------------
-------------------------------- TTII 752
gi | 189526324| ref | XP_001344696. --------------
----------------------------- YI NI NTR 774
gi | 292619789| ref | XP_001344844. --------------
------------------------------ ESTTMI 756
gi | 189526319| ref | XP_001344566. --------------
----------------------------------- | 740
gi | 189526375| ref | XP_001334286. --------------
------------------------------ ESTTI I 757
gi | 189526379| ref | XP_001921195. - -------------
----------------------------- YI NI NTR 757
gi | 292610053| ref | XP_002660620. ---------------
gi | 292614050| ref | XP_002662118. ---------------
gi | 292619755| ref | XP_002664077. --------mm-nn--
gi | 292619749| ref | XP_001341823. - -----------
gi | 292619743| ref | XP_696708. 4] - --------------
gi | 292619724 ref | XP_002664067. ---------------
gi | 292619728| ref | XP_001919793. - -------------
---------------------------------- VN 504
gi | 292619730| ref | XP_001919770. - -------------
---------------------------------- YN 710
gi | 189526282| ref | XP_001341980. ---------a-o---
gi | 292619718| ref | XP_001919849. - -----------
gi | 189526284| ref | XP_700189. 3] - -------------
--------------- NLNTSSNVNVPGRWAFRVDTG 661

gi | 292619722| ref | XP_001919836. - -----o-o-oo--



gi | 292619747| ref | XP_697240. 4] = --------------
--------------- VSVALSTPFTFFGHTYNSLYV 947

gi | 292619739 ref | XP_002664070. ---------mnmnn-
gi | 292626791| ref | XP_700475. 4] --------------
--------------- SASSFLVPARSVSELSSSSNI 11668

gi | 292619737| ref | XP_002664069. ---------------

gi | 119220569| ref | NP_001007241. --------ommon-
EEECLALNSTWGCFCRQDLNSSDV—-HSLQPQLDCG 230
gi | 114661340| ref | XP_001155840.  ------=-----n-
EFECL ALNSTWGECFCRQDLNSSDV- - HSLQPQLDCG 270
gi | 50979234| ref | NP_001003371. 1 ~  --=-cc=c-mnnn-
EEACSFLNGTWDCFCRSDLNSSDV- - HSLQPRLNCG 202
gi | 115495209| ref | NP_001069418. --=---=----=--
EEECRL VSGTWECFCRQDLNVSDV- - HSLQPQLDCG 225
gi | 27229028| ref | NP_080265. 2| ~ -e---me--on-
EFECVFONNNWSCVCRQDLHVSDS- - QSLQPLLDCG 227
gi | 19705557| ref | NP_599245. 1| =~ -ce-cceem-nan-
EEECVFONNSWICVCRQDLNVSDT- - LSLQPLLDCG 223
gi | 292619796| r ef | XP_001921135. SDDRNPCSEL NCSK
EERCGVKNGVYGCL CNKGHHKHRAAQDSFDFNETCE 799
gi | 292619783| ref | XP_697381. 4 SDVRNPCPEL NCSK
EFRCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 802
gi | 292619798| r ef | XP_696654. 4| SDDRNPCSEL NCSK
EERCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 901



gi | 292629831 | r ef | XP_001346047. | CDTDPCSEI SCSE
DEHCGEKHGVYGCL CNTNHNGSHS- - DSFDFSESCE 986
gi | 292619785| r ef | XP_001920157. SDDRNPCSEL NCSK
EERCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 788
gi | 131888908| r ef | NP_001076476. FDDRNPCSELNCSK
EERCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 808
gi | 189526326| r ef | XP_0019202009. SDVRNPCSELNCSK
EERCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 779
gi | 189526321 ref | XP_001922875. SDDRNPCSEL NCSK
EERCGVKNGVYGCL CNKGHOKHRAPKDSFDFNETCE 798
gi | 292619792| r ef | XP_696966. 4| SDDRNPCSELNCSK
EERCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 945
gi | 292619701 ref | XP_001344258. - ----- CSELNCTE
DERCEEKDG YGCSCKRKHQTY- - - - - KFDFTETCE 318
gi | 189526377| ref | XP_001334197. SDDRNPCSEL NCSK
EERCGVKNGVYGCL CNKGL OKHRAPKDSFDFNETCE 802
gi | 189526324 r ef | XP_001344696. VDDRNPCSELNCTK
EERCGVKNGVYGCL CNKGHHKHRAAQDSFDFNETCE 824
gi | 292619789| r ef | XP_001344844. TGDRNPCSELNCSK
EERCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 806
gi | 189526319 r ef | XP_001344566. SDDRNPCSEL NCSK
EERCGVKNGVYGCL CKKGHOKQRAAQDSFDFNETCE 790
gi | 189526375| r ef | XP_001334286. SAVRNPCSELNCSK
EERCGVKNGVYGCL CNKGL OKHRAPKDSFDFNETCE 807
gi | 189526379| r ef | XP_001921195. VDVRNPCSELNCTE
EERCGVKNGVYGCL CNKGHOKQRAAQDSFDFNETCE 807
gi | 292610053 r ef | XP_002660620. - - LTDPCNSYTVLN
DAVRSVNNTNNTNVCDWYVSWSGAWRLFI NGLSAHI 710
gi | 292614050| r ef | XP_002662118. -------=---con-

gi | 292619755| r ef | XP_002664077. - - - - THLPFDPCYK
FTVLDDPLRSTGNPFL SENSCDSS| SWFGAWRLFI N 631
gi | 292619749| ref | XP_001341823. --------- LQGKL

ASFLDLTDEGNKQ VLQQ QQELVKKGLPSNWKLTI 303

gi | 292619743| ref | XP_696708. 4| = c-----eo-ooo--
------------------ | QQELVKKGLPSNWKLNI 363

gi | 292619724| ref | XP_002664067. -----------oon-

gi | 292619728| r ef | XP_001919793. NNGHL TFSQASSQY
VPYSFPANGSRDI | AGFWADL DNRASGVI SYHQYSN 554
gi | 292619730| r ef | XP_001919770. NYYSTYNSKYYNTY

YNYYYNTYNSKYYNNTYCNNYYSTYNSKYYNNTYDN 760



gi | 189526282 ref | XP_001341980. ---------- KDS|

VKMCMCVAG- - - | PVRYKSVLDLTENGNAEMKLQSN 286

gi | 292619718| r ef | XP_001919849. - - - - THLPFDPCYK
FTVLDDPLRSTGNPFL SENSCDSSI SWFGAYRLFI N 267

gi | 189526284 r ef | XP_700189. 3| PHTI TNLPFDPCNK
YTVLDDPVRTTDNREP| VI GCDSTLSWFGWRLFI N 711

gi | 292619722| ref | XP_001919836. - Cl | TDLPFDPCFK
YTVLDDPWRTTDNREPI EI GCDSLI SWFGWRLFI N 154

gi | 292619720| r ef | XP_002664066. --------ceomn--

gi | 292619726| ref | XP_001919821. NNGHL TESQASSQY
VPYSFPANGSRDI | AGFWADL DNRASGVI SYHQYTN 342
gi | 292619745| r ef | XP_001341329. YYYSTYNSKYYNTY

NNYYYNTYNNKY- - NTCYNYYYSTYNSKYYN- TYNN 387

gi | 125832061 ref | XP_001342081. ---e---ceooo--
gi | 292619732| ref | XP_001922656. --------- LQGRL
ASFLDLADEGNKQ VLQQ QQELVKKGLPSNVKLTI 303

gi | 292619753 ref | XP_001341931. NYYSTYNSKYYNTY
YNYYYNTYNSKYYNNTYCNNYYSTYNSKYYNNTYDN 342

gi | 292619747| r ef | XP_697240. 4| | YNGLLTFTI TSTS
GPYYSPFRGREDFI AALWNDFDDYLTGVI SYQQYTN 997

gi | 292619739| ref | XP_002664070.  ---c---ccemmn--
gi | 292626791| r ef | XP_700475. 4| KVNNNGLL TFAKLP
SDCI PFLNSGRDLI APLWIHFDNRQGGT| SCREDTS 11718

gi | 292619737| ref | XP_002664069. ---------cao--
------------- FKNLI GVFRTTDFSSFFTEHQVN 426

gi | 119220569 r ef | NP_001007241. PREI KVKVDKCLLG
GLGLGEEVI AYLRDP- - NCSSI LQTEERNVWSVTSP 278
gi | 114661340]| r ef | XP_001155840. PREI KVKVDKCLLG
GLGLGEEVI AYLRDP- - NCSSI LQTEERNW/SVTSP 318
gi | 50979234 ref | NP_001003371. 1 AKEl QVSLDKCQLG
GLGFGDEVI AYLRD- - WNCSNMVIQREERNW SVTSP 250
gi | 115495209] r ef | NP_001069418. DTEl KVSLDKSLLG
SL GFGDEVHAYL RDGNWKCSSL RQSEEENW SVTNP 275
gi | 27229028| r ef | NP_080265. 2| DNEI KVKLDKCLLG

GVGFKEE! | AYLNDR- - NCNGTMQDEPNNW/SMISP 275
gi | 19705557 r ef | NP_599245. 1| ANEl KVKLDKCLLG



GLGFKEDI | TYLNDR- - NCRGTMKDEPNNW/STTSP 271

gi | 292619796| ref | XP

EAGFSAEHLHLNDPS- - - - -

gi | 292619783| r ef | XP

EAGFSAEHLHLNDPS- - - - -

gi | 292619798| ref | XP

EAGFSAEHLHLNDPS- - - - -

gi | 292629831 r ef | XP

AGFPADI LHLNDPS- - - - - -

gi | 292619785| ref | XP_
EAGFSAEHLHLNDPS- - - - -
gi | 131888908| ref | NP_
EAGFSAEHLHLNDPS- - - - -
gi | 189526326| ref | XP_
EAGFSAEHLHLNDPS- - - - -
gi | 189526321| ref | XP_
EAGFSAEHLHLNDPS- - - - -
gi | 292619792| ref | XP_
EAGFSAEHLHLNDPS- - - - -
gi | 292619701| ref | XP

DAGFPSDVLHLNDPS- - - - -

gi | 189526377| ref | XP

EAGFSAEHLHLNDPS- - - - -

gi | 189526324| ref | XP

EAGFSAEHLHLNDPS- - - - -

gi | 292619789| ref | XP

EAGFSAEHLHLNDPS- - - - -

gi | 189526319| ref | XP_
EAGFSAEHLHLNDPS- - - - -
gi | 189526375| ref | XP_
EAGFSAEHLHLNDPS- - - - -
gi | 189526379| ref | XP_
EAG-SAEHLHLNDPS- - - - -
gi | 292610053| ref | XP_
PLW RGGHPTVQDGV

gi | 292614050]| ref | XP_

001921135, SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 843

697381. 4| SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 846

696654. 4| SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 945
001346047. SSSGFMBVSRCQLFE
CRGTVRNGRVEFQFD 1030
001920157. SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 832
001076476. SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 852
0019202009. SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 823
001922875. SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 842

696966. 4| SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 989
001344258, SSHGSI SLSRCQLF
- CRGTVRDGQVEFYFD 362

001334197. SSSGSMBVSRCQLF
- CRGSVQNGRVEFNFD 846
001344696. SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 868
001344844, SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 850
001344566. SSSGSMBVSRCQLF
- CRGTVONGRVEFNFD 834
001334286. SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 851
001921195, SSSGSMBVSRCQLF
- CRGTVQNGRVEFNFD 851
002660620. PDTCVAL SSCGTSF
- VTRDVCANAYGYCCF 754
002662118.

gi | 292619755| r ef | XP_002664077. GQSVQVPDTCVDI W
SCGASNPMAL SGGHPTVQDGVWTRSVCGSFSFDCCF 681

gi | 292619749| ref | XP_001341823. KKVEKMLP- - - - - -
------------------------------ 311
gi | 292619743 ref | XP_696708. 4| KKVEKM_P- - - - - -



gi | 292619728| ref | XP_001919793. GSVLTRATQDI NNY
FPNLPFTASVWFVASVIDKVPYL SSTAAGFDTI NSTN 604

gi | 292619730| r ef | XP_001919770. NYYSTYNSKY- - - Y
NTYYSTYNSKYYNNTYYNNYYSTYN- - - - NNYNTYY 803

gi | 189526282| r ef | XP_001341980. - Rl FARQDSQVT- -

------------------------------------ 297

gi | 292619718| r ef | XP_001919849. GHSVQVPDTCVDI W
SCGARNPMAL SGGHPTVQDGVWTRSVCGSFSFDCCF 317

gi | 189526284 r ef | XP_700189. 3| GHSVQVPDTCVDWN
SCGTI APLW.SGGHPTVQDGVWTRDVCGSLDNI CCN 761

gi | 292619722| ref | XP_001919836. GHSVQVPDTCVNWN

SCGTNI PLW.SGGHPTVEDGVVTRDVCGSFDI | CCL 204
gi | 292619720| ref | XP_002664066. ---------------

gi | 292619726| r ef | XP_001919821. GSVLTRATQDI NNY
FPNLPFTASVWFVASVDKVPYLSSTAV- - - - - RSTH 387
gi | 292619745| r ef | XP_001341329. YYYNTYNNNYNTCY

NYYYNTYNSKYYNNAYYNYYYCTYNSKYYNTYNNYY 437
gi | 125832061| ref | XP_001342081. ---------------

gi | 292619732| r ef | XP_001922656. KKVEKMLP- - - - - -
------------------------------------ 311

gi | 292619753| ref | XP_001341931. NYYSTYNSKY- - - Y
NTYYSTYNSKYYNNTYYNNYYSTYN- - - - NNYNTYY 385

gi | 292619747| r ef | XP_697240. 4| GSVLNRATQDI NQHF

SPVNFQASWFVATWRYNLQPNPQ LFQVVLI SGS 1047
gi | 292619739| ref | XP_002664070. ---------oooa-n

gi | 292626791| r ef | XP_700475. 4| SDVLAQVNAAI KQN
SPNANFTASSAFVATWNVPYYDGRGVATFQUWLAS 11768

gi | 292619737| r ef | XP_0026640609. TEALSAGSGLVTI -
------------------------------------ 439

gi | 119220569] r ef | NP_001007241. VQASACRNI LERNQ
THAI YKN- - = = - o oo e e e oo e 299

gi | 114661340| r ef | XP_001155840. VQASACRNI LERNQ

THAL YKN- - = - - m oo e e T e e 339



gi | 50979234 r ef | NP_001003371. 1
THAL YKNF = - - cmmoe e mme i

gi | 115495209| r ef | NP_001069418.

THAI YIN- - - - - - o e e e e e e e oo oo o -

gi | 27229028] r ef | NP_080265. 2|

THAI YRN- - - - - - - e e e e e e e e e e e e oo oo - -

gi | 19705557 r ef | NP_599245. 1|

THAIL YRN- - - - - - - e e e e e e e e e e e e e oo o - -

gi | 292619796| r ef | XP_001921135.

SHFI YSNF - = =« - mmm e

gi | 292619783| ref | XP_697381. 4

SHEI YSN- -« «c o aooae it

gi | 292619798| ref | XP_696654. 4]

SHFI YSNF - = = = m o m e e

gi | 292629831 r ef | XP_001346047.

HEVYDN: - - - - - - s e ee e c T

gi | 292619785| r ef | XP_001920157.

SHFI YSN- -« «c oo oo e e it

gi | 131888908| r ef | NP_001076476.

SHFI YSNF - = = = m o mmm e

gi | 189526326| r ef | XP_001920209.

SHFI YSNF = = = = - mm e

gi | 189526321| r ef | XP_001922875.

SHFI YSN- - <« c o cooae it

gi | 292619792| r ef | XP_696966. 4|

HELYSN- - - - - oo e e T

gi | 292619701| r ef | XP_001344258.

THI L YDN- - - - - - e e e e oo T

gi | 189526377| ref | XP_001334197.

SHFI YSN- -« «c o cooa e it

gi | 189526324| ref | XP_001344696.

SHFI YSNF - = = = m o mmm e

gi | 292619789| r ef | XP_001344844.

SHFI YSNF - = = = - mm e

gi | 189526319] r ef | XP_001344566.

SHEI YSN- - <« = o aooa e it

gi | 189526375 ref | XP_001334286.

SHFI YSNF - = = = m o m e e e

gi | 189526379 r ef | XP_001921195.

SHFI YSNF = = =« - mm e

gi | 292610053 r ef | XP_002660620.

NYYl YEL---c-ccmmmee e i ieeeeeceea e

TQARACGNI LERNG
271

TQAGACGNI LERNQ
296

VWANYCGNI LEKNG
296

VWANDCGNI LENNG
292

NDQHI CGTNLVANG
864

NDQHI CGTNLVANG
867

NNQHI CGTNLVANG
966

NDEHI CGTKLVANGT
1051

NDQHI CGTNLVANG
853

NDQHI CGTNLVANG
873

NDQHI CGTNLVANG
844

NDQHI CGTNLVANG
863

NDQHI CGTNLVANGS
1010

NNEHI CGANI VENG
383

NDQHI CGTNLVANG
867

NDQHI CGTNLVANG
889

NDQHI CGTNLVANG
871

NDQHI CGTNLVANG
855

NDQHI CGTNLVANG
872

NDQHI CGTNLVANG
872

FPSYPI RVKACP- G
774



gi | 292614050| r ef | XP_002662118. ------ca-onmo--

gi | 292619755| r ef | XP_002664077. YKSNPI KVKACPGG
YYVYELV- - - - ccmmeec e c e KPLT 706
gi | 292619749| ref | XP_001341823. - ------o-oo--

gi | 292619728| r ef | XP_001919793. YFVI PGSNNGSSVS
NLNTSSN- - = == mmmmm T e oo e oo VNVP 629
gi | 292619730| r ef | XP_001919770. NTNNQSNNAF - - - -
SYDTINQ == mmmmmmmmmmme e SNN- 821
gi | 189526282 ref | XP_001341980. ---e----ceeo---
gi | 292619718| r ef | XP_001919849. YQSNPI KVKACPGG
YYVYELV- - = o mmm e e T KPLT 342
gi | 189526284| r ef | XP_700189. 3| YQSNPI KVKACPGG
YYVYKLV- = - - o mmmmm e e T KPVS 786
gi | 292619722| ref | XP_001919836. YPSNPI KVKACPGG
YYVYKLV- = = - - = mmmm e e T oo o KPVD 229
gi | 292619720| r ef | XP_002664066. ---c---ccemmn--
gi | 292619726| r ef | XP_001919821. S
------------------------------------ 388
gi | 292619745| r ef | XP_001341329. YSTYNNNYNTCYNY
220 1< S SPSG 462

gi | 292619753| ref | XP_001341931. NTNNQSNNN- - - - -
SYDTINQ - === mmmmmmmmmmmmmm e e SNN- 403
gi | 292619747| r ef | XP_697240. 4| GGSFFLMNYGDCASL

YEVTEAGFDTI NSI SKFVI PDSI NGNYRNLKSTTN 1097
gi | 292619739 ref | XP_002664070. ---c----mmmmm--
gi | 292626791| r ef | XP_700475. 4| SVQRSFI LLNYGNI
SQLGQUTW.AGYDTLDSANSETI KVSNASELSSSSNT 11818

gi | 292619737| ref | XP_002664069. --------cem----



gi | 119220569 ref | NP_001007241. --------------
------------------ TLSLVN---DFI | RDTI L 314
gi | 114661340| ref | XP_001155840. --------------
------------------ TLSLVN- - - DFI | RDTI L 354
gi | 50979234| ref | NP_001003371.1 = --------------
------------------ TLSLAN- - - EFI | RDTI L 286
gi | 115495209| ref | NP_001069418. @ --------------
------------------ TLSLVN---DFI I RDTI L 311
gi | 27229028| ref | NP_080265. 2] = --------------
------------------ TLSLAT- - - DFI | RDFRV 311
gi | 19705557 ref | NP_599245. 1] = --------------
------------------ TLSLAT- - - DFI | RDFLV 307
gi | 292619796| ref | XP_001921135. --------------
------------------ YI VGTPGTEGLI SRVRI L 882
gi | 292619783| ref | XP_697381. 4] - -------------
------------------ Yl VGTPGTEGLI SRVRI L 885
gi | 292619798| ref | XP_696654. 4] = --------------
------------------ Yl VGTPGTEGLI SRVRI L 984
gi | 292629831 | ref | XP_001346047. ---------------
----------------- Cl QGTPRLEGVI SREKAL 1069
gi | 292619785| ref | XP_001920157. - -------------
------------------ Yl VGTPGTEGLI SRVRI L 871
gi | 131888908| ref | NP_001076476. --------------
------------------ Yl VGTPGTEGLI SRVRI L 891
gi | 189526326| ref | XP_001920209. --------------
------------------ YI VGTPGTEGLI SRVRI L 862
gi | 189526321 ref | XP_001922875. - -------------
------------------ Yl VGTPGTEGLI SRVRI L 881
gi | 292619792| ref | XP_696966. 4| = ---------------
----------------- Yl VGTPGTEGLI SRVRI L 1028
gi | 292619701| ref | XP_001344258. --------------
------------------ LI LGESGTGPVI SRTQFL 401
gi | 189526377| ref | XP_001334197. - -------------
------------------ Yl VGTSETEGLI SRVRI L 885
gi | 189526324 ref | XP_001344696. --------------
------------------ Yl VGTPGTEGLI SRVRI L 907
gi | 292619789| ref | XP_001344844. --------------
------------------ YI VGTPGTEGLI SRVRI L 889
gi | 189526319| ref | XP_001344566. --------------



------------------ YI VGTPGTEGLI SRVRI L 873
gi | 189526375| ref | XP_001334286. ----e---ccao--
------------------ YT VGTPGREGLI SRVRI L 890
gi | 189526379| ref | XP_001921195. - --e---cao--
------------------ YT VGTPGTEGLI SRVRI L 890
gi | 292610053| r ef | XP_002660620. -----ec-mnno--
------------------ LKPAVCNSAYCADPCYNY 792
gi | 292614050| r ef | XP_002662118. ---=-----nnn-
gi | 292619755| r ef | XP_002664077. CSLGYCAG - - - - -
TG FYTLI SGAGYSTNPLSDDGSSPVI PLLSPFQFF 750
gi | 292619749| ref | XP_001341823. - c-ee---monnn-

gi | 292619728| ref | XP_001919793. GRW/FRVDGGLPTA
PQTFYPFGSAAGDSI NPASDDGSSSVI PLLSLFMFF 679
gi | 292619730]| ref | XP_001919770. - -YNA--------
------------------------------------ 824
gi | 189526282| ref | XP_001341980. --------cm--no--
gi | 292619718]| ref | XP_001919849. CSLGYCAG- - - - - -
TA FYTLI SGAGYSTNPLSDDGSSPVI PLLSPFQFF 386
gi | 189526284 r ef | XP_700189. 3| CSLGYCAG - - - - -
SGNI YTFGSEGGDS| NPAVDDGSSSVI PLLSPFQFF 830
gi | 292619722| ref | XP_001919836. CKLGYCAG- - - - - -

SGA FYTFGSEGGDSI NPAVDDGSSSVI PLLSPFQFF 273
gi | 292619720| r ef | XP_002664066. ---------o--o--

gi | 292619745] r ef | XP_001341329. L MVRNSQCG- - - - -
--------- LKQLNI LAWEDYGYVEI LRRSRLLRR- 497
gi | 125832061 ref | XP_001342081. -----cmemmnmn-

gi | 292619753| ref | XP_001341931. Ce s YNA- e
------------------------------------ 406
gi | 292619747| r ef | XP_697240. 4 VNVPGRVWAFNAVWAAP



Al FYPFGSTVGDTEHHVNYDENSYPVALSTPFTFF 1147
gi | 292619739| ref | XP_002664070. -----m---oonn-
gi | 292626791| r ef | XP_700475. 4] NVNGRSTFPVDGST
KVPSNFLPSDDGQAVNSTANDGSSDAI SLQQPFKFF 11868

gi | 292619737| ref | XP_002664069. -----mm--oonn-

gi | 119220569] r ef | NP_001007241. NI NFQCAYPLDVKV
SLQAALQPI VSSLN- VSVDGNGEFI VRVALFQDQNY 363

gi | 114661340| ref | XP_001155840. NI NFQCAYPLDVKV
SLQAALQPI VSSLN- VSVDGNGEFI VRVALFQDQNY 403

gi | 50979234 r ef | NP_001003371. 1 NI NFQCAYPLDVKV
SLQTALHPI VSSLN- | SVDGEGEFTVRVALFQDQSY 335

gi | 115495209] r ef | NP_001069418. SI NFQCAYPL DVKV
SLQVALQPI VSSLN- | TVDGEGEFTVRVALFQDQDY 360

gi | 27229028| r ef | NP_080265. 2| NVNFQCAYPLDVBV
SLETALQPI VSSLT- VDVDGAGEFNVKMALFQDQSY 360

gi | 19705557| r ef | NP_599245. 1] NVNFQCAYPL DVNV
SLQTALQPI VSSLN- VDVGGAGEFTVTMALFQDQSY 356

gi | 292619796| ref | XP_001921135. KLSFSCVYPQTQTL
SMNVEI NPLQSTVHKVL PSGEGVYQVRWPYVDEEF 932

gi | 292619783| ref | XP_697381. 4] KLSFSCVYPQTQTL
SMNAEI NPVQSTVHKVL PSGEGVYQVRWPYVDEEF 935

gi | 292619798| r ef | XP_696654. 4| KLSFSCVYPQTQTLS
MNVEI NPLQSTVHKVL PSGEGVYQVRWPYVDEEF 1034

gi | 292629831| ref | XP_001346047. KLSFSCAYPQAQALS
MNVE! NPLESI VHKSLPAGEGRYRVRM PYQDDEF 1119

gi | 292619785| ref | XP_001920157. KL SFSCVYPQTQTL
SMNVEI NPVQSTVHKVL PSGEGVYQVRWPYVDEEF 921

gi | 131888908| r ef | NP_001076476. KL SFSCVYPQTQTL
SMNVEI NPLQSTVHKVL PSGEGVYQVRWPYVDEEF 941

gi | 189526326]| r ef | XP_001920209. KLSFSCVYPQTQTL
SMNVEI NPLQSTVHKVL PSGEGVYQVRWPYVDEEF 912

gi | 189526321| ref | XP_001922875. KL SFSCVYPQTQTL
SMNVEI NPLQSTVHKVL PSGEGVYQVRWPYVDEEF 931

gi | 292619792| r ef | XP_696966. 4| KLSFSCVYPQTQTLS
MNVEI NPLQSTVHKVL PSGKGVYQVRWPYVDEEF 1078

gi | 292619701 r ef | XP_001344258. KI HFQCVYSLEQTF
YM\- - | DPQGSTVQG VPAVQETYKVRM PYKDAEF 449



gi | 189526377| ref | XP_001334197. KL SFSCVYPQTQTL
SMNVEI NPLQSTVHKVL PSGEGVYHVRWPYVDEEF 935
gi | 189526324| r ef | XP_001344696. KL SFSCVYPQTQTL
SMNAEI NPLQSTL YKVL PSGEGVYQWWVPYVDEEF 957
gi | 292619789 r ef | XP_001344844. KL SFSCVYPQTQTL
SMNVEI NPLQSTVHKVL PSGEGVYQVRWPYVDEEF 939
gi | 189526319| r ef | XP_001344566. KL SFSCVYPQTQTL
SMNVEI NPLQSNVHKVL PSGEGVYQVRWPYVDEEF 923
gi | 189526375 r ef | XP_001334286. KL SFSCVYPQTQTL
SMNVEI NPLQSTVHKVL PSGEGVYQVRWPYVDEEF 940
gi | 189526379| ref | XP_001921195. KL SFSCVYPQTQTL
SMNAEI NPVQSTL YKVL PSGEGVYQVRWPYVDEEF 940
gi | 292610053| r ef | XP_002660620. TVL SDSWRANSSQP
SKSVNMCDWSVSWEGWR- - - - LFI NSLSAQ PDTC 838
gi | 292614050| r ef | XP_002662118. ------------nn-
gi | 292619755| r ef | XP_002664077. SRTYQQ YVNNNGF
L TFSQASSQYAPDSFPANGSQDI | AGLWIDLDNSI L 800
gi | 292619749| ref | XP_001341823. ----e---nonn-

gi | 292619728| ref | XP_001919793. GRTYKQ YVNNNGH
L TFSQASVQYAPGSFPAYGSQDI | AGLWINLDNRAS 729
gi | 292619730| ref | XP_001919770.  ---------onn-

gi | 292619718| r ef | XP_001919849. SRTYQQ YVNNNGF
L TFSQASSQSAPDSFPANGSQDI | AGLWIDLDNSKL 436
gi | 189526284 r ef | XP_700189. 3| GRTYQQ YVNNNGF
L TFSQASSQYAPYLFPAYGSQDI | AGLWIDLDNSKR 880
gi | 292619722| r ef | XP_001919836. GLTYQQ YVNNNGF
L TFSQASSQYAPYLFPAYGSQDI | AGLWIDLDNSKR 323
gi | 292619720| r ef | XP_002664066. - ---------onn-



gi | 125832061| ref | XP_001342081. ---------------

gi | 292619747| r ef | XP_697240. 4| GHTYNSLYAI YTGVL
SFTI SPTLNVDI N- PFGGNDDFI APLVDYDDYYT 1196

gi | 292619739 ref | XP_002664070. -------ccemmn--
gi | 292626791| r ef | XP_700475. 4| GRTYSQ YMNSNGY
L TFTKPLPASNSSLNP- - - KRDI | APLWIQLDSRRG 11915

gi | 292619737| ref | XP_002664069. -------cceooo--

gi | 119220569] r ef | NP_001007241. TNPYEGDAVEL SVE
SVLYVGAI LEQGDTSRFNLVLRNCYATPTEDKADLY 413

gi | 114661340| r ef | XP_001155840. TNPYEGDAVEL SVE
SVLYVGAI LEQGDTSRFNLVLRNCYATPTEDKADLY 453

gi | 50979234 r ef | NP_001003371. 1 | SPYEGAAAVLAVE
SMLYVGAI LEKGDTSRFNLLLRNCYATPTKDKTDPV 385

gi | 115495209] r ef | NP_001069418. TSPYEGTAVM.SVE
SMLYVGT| LERGDTSRFNLVLKNCYATPTEDKTDPV 410

gi | 27229028| r ef | NP_080265. 2| TNPYEGAEVLLPVE
SI LYVGVLLNRGDTSRFKLLL TNCYATPSEDRHDPV 410

gi | 19705557| r ef | NP_599245. 1] THPYEGSKVLLPVE
NI L YVGVLLNRGDTSRFKLLLTNCYATPSGDRNDI V 406

gi | 292619796 r ef | XP_001921135. TQPFTG- RVDAELD
QEMHVEVGVEGVDSRQFALVMVDTCWATPVNDPDYSL 981

gi | 292619783| r ef | XP_697381. 4| TQPFTG- RVDAELD
QEMHVEVGVEGVDSRQFALVVDTCWATPVNDPDYSL 984

gi | 292619798| r ef | XP_696654. 4| TQPFTG- RVDAELDQ
EMVHVEVGVEGVDSRQFAL VIVDTCWATPENDPDYSL 1083

gi | 292629831| r ef | XP_001346047. TQPFNG- SVDAELDQ
EMHVEVRVEGVDSRQFAL VIVDTCWATPVNDPDSSL 1168

gi | 292619785| r ef | XP_001920157. TQPFTG- RVDAELN
QEMHVEVGVEGVDSRQFALVNVDTCWATPVNDPDYSL 970

gi | 131888908| r ef | NP_001076476. TQPFTG- RVDAELD
QEMHVEVGVEGVDSRQFALVNVDTCWATPVNDPDYSL 990

gi | 189526326]| r ef | XP_001920209. TQPFTG- RVDAELD



QEMHVEVGVEGVDSRQFALVNVDTCWATPVNDPDYSL 961
gi | 189526321| ref | XP_001922875. TQPFTG RVDAELD

QEMHVEVGVEGVDSRQFALVMDTCWATPVNDPDYSL 980

gi | 292619792| ref | XP_696966. 4| TQPFTG RVDAELDQ
EMHVEVGVEGVDSRQFAL VIVDTCWATPVNDPDYSL 1127

gi | 292619701| r ef | XP_001344258. SQPFGS- MVNI SLN

EQ FVEVYADAVDSLQVASVI DKCWATPRNDSDNSV 498

gi | 189526377| ref | XP_001334197. TQPFTG RVDAELD

QEMHVEVGVEGVDSHQFAL VI DDCWATPENDPTYSL 984

gi | 189526324| ref | XP_001344696. TQPFTG REDAELDQ
EMVHVEVGVEGVDSRQFAL VIVDTCWATPVNDPNYSL 1006

gi | 292619789 r ef | XP_001344844. TQPFTG RVDAELD

QEMHVEVGVEGVDSRQFALVNVDTCWATPVNDPDYSL 988

gi | 189526319| r ef | XP_001344566. TQPFTG RVDAELD

QEMHVEVGVEGVDSRQFALVNVDKCWATPVNDPDYSL 972

gi | 189526375| ref | XP_001334286. TQPFTG RVDAELD

QEMHVEVGVEGVDSRQFALVNVDTCWATPVNDPDYSL 989

gi | 189526379| ref | XP_001921195. TQPFTG REDAELD

QEMHVEVGVEGVDSRQFALVNVDTCWATPVNDPDYSL 989

gi | 292610053| r ef | XP_002660620. VAVYSC- GTLAPLW
| RGGHPTVQDGVWTRDVCGHVDNYCCY! G- - - SYPI 884

gi | 292614050| ref | XP_002662118. -------ommomm--
gi | 292619755| r ef | XP_002664077. GVWSYNQYTSGSVL

TRATQDI NNYFPNLNFTASW/FVATWAKVSYYSLI S 850

gi | 292619749 ref | XP_001341823. ---e---ceoo---

gi | 292619728| ref | XP_001919793. GVl SYHQYTNGSVL
TRATQDI NNYFPNL TFTASW/FVATWDKVSYYSLTN 779
gi | 292619730| ref | XP_001919770. ----emm-nn-

gi | 292619718| r ef | XP_001919849. GVWSYNQYTSGSVL
TRATQDI NNYFPNLNFTASWFVATWANKVSYYSLI S 486
gi | 189526284 r ef | XP_700189. 3| GVWSYHQYTNGSVL

TRATQDI NNYFPNLNFTASWFVATWANKMBYYSLI S 930
gi | 292619722 r ef | XP_001919836. GVVSYHQYTNGSVL



TRATQDI NNYFPNLNFTASW/FVATWNKMSYYSLI S 373
gi | 292619720| ref | XP_002664066. ---------------

gi | 292619747| r ef | XP_697240. 4 GVFSYQQYTNGSVLD
RATQEVNQYFSPTNFNASWWFVATWR- - - YNLLPN 1243

gi | 292619739| ref | XP_002664070. -------ccemmn--
gi | 292626791| r ef | XP_700475. 4| GSI SYI NKPSSNVL

AQVTAAVKQYFPNI PFAAASAFVATVKSVPYNN- SG 11964

gi | 292619737| ref | XP_002664069. ---c---cceomn--

gi | 119220569 r ef | NP_001007241. KYFI | RNSCSNQRD
STI HVEENGQSSESRFSVQVFMFAGHYDLVFLHCEl 463
gi | 114661340]| r ef | XP_001155840. KYFI | RNSCSNQRD
STI HVEENGRSSESRFSVQVFMFAGHYDLVFLHCEI 503
gi | 50979234 r ef | NP_001003371. 1 KYFI | RNSCPNQYD
STI HVEENGVSSESRFSVQOVFMFAGNYDLVFLHCEI 435
gi | 115495209 r ef | NP_001069418. KYFI | RNSCPNQRD
STI SVEENGVSAESRFSVQVFKFAGNYDLVFLHCEV 460
gi | 27229028| r ef | NP_080265. 2| KYFI | KNRCPNQRD
STI NVRENGVSSESRFSVOVFMFAGNYDLVFLHCEV 460
gi | 19705557 r ef | NP_599245. 1| KYFI | RNRCPNQRD
STI NVEENGVSSESRFSVOVFMFAGNYDLVFLHCEV 456
gi | 292619796| ref | XP_001921135. RWDL| TEGCPNPEDD
TVKLLQNGVSTSSRFSFRMFI FTANSTKLYLHCAV 1031
gi | 292619783| ref | XP_697381. 4 RWDL| TEGCPNPKDD
TVKLLQNGVSTSSRFSFRMFI FTANSTKLYLHCAV 1034
gi | 292619798| r ef | XP_696654. 4| RWDL| TEGCPNPEDD
TVKLLQNGVSTSSRFSFRMEI FTANSTKLYLHCAV 1133



gi | 292629831| ref | XP_001346047. RWDL| AHECPNPADE
TVDL L QNGVSMBSRFSFRMFVFNANSSRLYLHCAV 1218

gi | 292619785| r ef | XP_001920157. RWDL| TDECPNPEDD
TVKLLQNGVSTSSRFSFRMEI FTANSTKLYLHCAV 1020

gi | 131888908| r ef | NP_001076476. RWDL| TEGCPNPVEG
TVKLLONG STSSRFSFRMFI FTANSTKLYLHCAV 1040

gi | 189526326 r ef | XP_001920209. RWDLI | EGCPNPEDD
TVKLLQNGVSTSSRFSFRMFI FTANSTKLYLHCAV 1011

gi | 189526321 | r ef | XP_001922875. RWDL| TEGCPNPEDD
TVKLLQNGVSTSSRFSFRMFI FTANSTKLYLHCAV 1030

gi | 292619792| r ef | XP_696966. 4| RWDL| TEGCPNPEDD
TVKLLONG STSSRFSFRMEI FTANSTKLYLHCAV 1177

gi | 292619701 ref | XP_001344258. FWDL| VDKCPNP- N

SQVKVLQNGVSI SSRFSFNVBI FTENATEAYLYCTV 547

gi | 189526377| ref | XP_001334197. QMDLI | EGCPNPKEG
TVKLLQNGVSTSSRFSFRMFI FTANSTKLYLHCAV 1034

gi | 189526324| r ef | XP_001344696. RWDL| TDECPNPEDD
TVKLLONGVSTSSRFSFRMEI FTANSTKLYLHCAV 1056

gi | 292619789 r ef | XP_001344844. RVDL| TEGXXXXXXX
XVKLLQNGVSTSSRFSFRVEI FTANSTKLYLHCAV 1038

gi | 189526319| r ef | XP_001344566. RWDL| | DECPNPEDD
TVKLLQNGVSTSSRFSFRMFI FTANSTKLYLHCAY 1022

gi | 189526375| ref | XP_001334286. RWDL| | DECPNPEDD
TVKLLONGVSTSSRFSFRMFI FTANSTKLYLHCAV 1039

gi | 189526379| ref | XP_001921195. RWDLI | DECPNPEDD
TVKLLQNGVSTSSRFSFRMFI FTANSTKLYLHCAV 1039

gi | 292610053| r ef | XP_002660620. RVKACQGNYYVYEL

L RPTACFSAYCAESSSSW/LI TAG | AVAFLMFVI V 934

gi | 292614050| r ef | XP_002662118. ---c---ccammn--
gi | 292619755| r ef | XP_002664077. TESSFQUVLI SGGN

YSFI LMNYGDI AETGHPVKAGYDTI NSTNYFVI PGS 900

gi | 292619749| ref | XP_001341823. ---ec--ceeoo--

gi | 292619728| r ef | XP_001919793. TKTSFQWVLI SGSN
YSFI LI NYGDI AATAHAVEAGFDTVNSTNYFVI PGS 829
gi | 292619730| ref | XP_001919770.  ----c----nnn-



gi | 292619718| r ef | XP_001919849. TESSFQUVLI SGGN
YSFVLMNYGDI AETGHPVKAGYDTVNSTNYFVI PGS 536
gi | 189526284 r ef | XP_700189. 3| TETSFQWLI SGSN
YSFI LMNYGDI AETGHPVEAGYDTI HSTNYFVI PGS 980
gi | 292619722| r ef | XP_001919836. TETSFQWLI SGSN
YSFI LMNYGDI AETGHPVEAGYDTI HSTNYFVI PGS 423
gi | 292619720| r ef | XP_002664066. - -----------n--

gi | 292619747 r ef | XP_697240. 4] PTI LFQWLI SGEDW
SFFLMNYGDCAVL YEPTEAGYSTMNSVSNFVI PDS 1293

gi | 292619739| r ef | XP_002664070. ~  ----e----nn-
gi | 292626791| r ef | XP_700475. 4| GVWNFQUWLAYNVH
RSFVFI YYGDI AETGQPWOAGYSTVDSASSFLVPAR 12014

gi | 292619737| ref | XP_002664069. -----------onn-

gi | 119220569| r ef | NP_001007241. HL CDSLNEQCQPSC
SRSQVRSEVPAI DLAR- - VLDLGPlI TRRGAQSPGVM 511
gi | 114661340] r ef | XP_001155840. HL CDSLNEQCQPSC
SRSQVRSEVPAI DLAR- - VLDLGPI TRRGAQSPGVM 551
gi | 50979234 r ef | NP_001003371. 1 HL CDSLNEQCQPCC
SRSQORSEI VALNPAR- - VLDLGP| TRRSSASVDI T 483
gi | 115495209] r ef | NP_001069418. SLCDFI KEECQPSC
SRSQLRSEGVAI DPAR- - VLDLGP| TRKGAQSLGVM 508
gi | 27229028| r ef | NP_080265. 2| YLCDSTTEQCQPSC

STNRLRSSRPAI DYNR- - VLDLGPI TKRSAQSSATS 508
gi | 19705557 r ef | NP_599245. 1| YLCDSTTEQCQPSC



STSRLRSSEPAI DLTR- - VLDI GPI TKKSVNPDTS 504

gi | 292619796| r ef | XP_001921135.
SGEQRRERRAL DL HDSASL SMEPL VWSGGNTDVQL
gi | 292619783| ref | XP_697381. 4|
SGEQRRERRAL DL HDSASL SMGPL \VMBGGNTDVQF
gi | 292619798| r ef | XP_696654. 4]
SGEQRRERRAL DL HDSASL SMGPL \V\BGGNTDVQF
gi | 292629831 | r ef | XP_001346047.

S- - ERRERRSLELQDSTSI| SMEPLM.SGRKTDHYF
gi | 292619785| ref | XP_001920157.
SGEQRRERRAL DL HDSASL SMGPL VWSGGNTDVQL
gi | 131888908| r ef | NP_001076476.
SGEQRRERRAL DL HDSV'SL SMGPL \VWBGGNTDVQF
gi | 189526326| r ef | XP_001920209.
SGEQRRERRAL DL HDSASL SMEPL VWSGGNTDVQF
gi | 189526321 | r ef | XP_001922875.
SGEHRRERRAL DL HDSASL SMGPL VWSGGNTDVQL
gi | 292619792 r ef | XP_696966. 4]
SGEQRRERRAL DL HDSASL SMGPL \VMBGGNTDVQF
gi | 292619701| r ef | XP_001344258.

HLCLLSSEQCSTSCD
1081
HLCLLSSEQCSTSCD
1084
HLCLLSSEQCSTSCD
1183
HLCLL SSNHCTPSCN
1266
HLCLLSSEQCSTSCD
1070
HLCLLSSEQCSTSCD
1090
HLCLLFSEQCSTSCD
1061
HLCLLSSGQCSTSCD
1080
HLCLLSSEQCSTSCD
1227
HL CSL TNSNCSVDC

GSGRI QREI RSVNLQ@DNSSVSVGPLRI HSNVKDI DA 597

gi | 189526377| r ef | XP_001334197.
SGEQRRERRAL DL HDSASL SMGPL \VWBGGNTDVQF
gi | 189526324| r ef | XP_001344696.
SGEQRRERRAL DL HDSASL SMGPL \VWBGGNTDVQF
gi | 292619789| r ef | XP_001344844.
- - EQRRERRAL DLHDSTSLSLGPLVWSERSSDI QT
gi | 189526319| r ef | XP_001344566.
SGEPGKFDKI
gi | 189526375 r ef | XP_001334286.
SGEQRRERRAL DL HDSASL SMGPL VBGGNTDVQF
gi | 189526379 r ef | XP_001921195.
SGEQRRERRAL DL HDSASL SMEPL VWSGGNTDVQF
gi | 292610053| r ef | XP_002660620.

HL CLL SSGQCSTSCD
1084

HLCL L SSEQCSTSCD
1106

HLCLL SSEQCSTACS
1086

HL CLHSSEQCSTSCD
1047

HLCL L SSGQCSTSCD
1089

HL CLL SSEQCSTSCD
1089

MVFMVI RRNRVTRS

EEQT SKEPQPCQHSAVEPPEI PYYMILYPNSTCSEYN 984

gi | 292614050| r ef | XP_002662118.

gi | 292619755| r ef | XP_002664077.

DSGSSI SNLK- TSS

NVNVTGRWAFRVDSGPRNI | LKNTVAGQ QVSFSSVL 949

gi | 292619749| ref | XP_001341823.



gi | 292619724 ref | XP_002664067. ----------mon-
-------------------- | FKRWGLQVRFSSFV 364
gi | 292619728| ref | XP_001919793. TNGNSI SDLRNTSS
NVNVPGRW/FRVDGGPKDST VKSSVAG PVRYKSVL 879
gi | 292619730| ref | XP_001919770. - --------onn-

gi | 292619718| r ef | XP_001919849. DSGSSI SNLK- TFS
NVNVTGRWAFRVDSGPRNI TLKNTVAG QVSFSSVL 585

gi | 189526284 r ef | XP_700189. 3| NSGSS| SSLK- NSSN
VNVPGRWAFRVDSGPSNI | LKNTVAG QVSFSSYL 1029

gi | 292619722| r ef | XP_001919836. NSGSS| SSLK- NSS
NVNVTGRWAFRVDSGPRNI TLKNTVAG QVSFSSYL 472

gi | 292619720| r ef | XP_002664066. --------------
----------------------- NVVGLQADLVSFL 331

gi | 292619726| ref | XP_001919821. - ---------nnn-

gi | 125832061| ref | XP_001342081. --------------
-------------------- | LKRWGLQVRFSSFV 315
gi | 292619732| ref | XP_001922656. ---------------

gi | 292619747| r ef | XP_697240. 4| TNGNYRSLKN- - TTN
VNVPGRWAFI SNKG- - - - - - LENI | GTQFKLTSYL 1335

gi | 292619739| r ef | XP_002664070. --------cemmm--
gi | 292626791| r ef | XP_700475. 4| SVSELSSSSNI KVT

GOWAFQVDGSPKL PDNFI PEFGNGEMVTPRLDNGSSE 12064

gi | 292619737| ref | XP_002664069. -------cceooo--

gi | 119220569]| ref | NP_001007241. NGTPSTAG - - - - -
FLVAWPMVLLTVLLAWLF- - - - mm e e e e e o - 537
gi | 114661340]| ref | XP_001155840. NGTPSTAG - - - - -

FLVAWPMVLLTVLPAWLF- - - - - oo oo - 577



gi | 50979234| r ef | NP_001003371. 1 DGTPSTAG - - - - -
FLLAWPMLLLPI LLAELF=- - - - === - oo oo a- 509

gi | 115495209| r ef | NP_001069418. SGTPNTAG - - - - -
FLVAWPLVLLPVLLAGLF- - - - == s oo oo oo - 534

gi | 27229028 r ef | NP_080265. 2| KGTPHTTG - - - - -
FLLAWPMEFLPVFLALLF- - - - - - oo e e e e - 534

gi | 19705557| r ef | NP_599245. 1] NGTPRNTG - - - - -
FLLAWPTFFLPVFLAW.F- - - - - == s oo oo oo e 530

gi | 292619796| r ef | XP_001921135. LPDQVTVS- - - - EAS
CLFASLVLLFI PLMBFFTLS- == - - === == -~ - - - 1112

gi | 292619783| ref | XP_697381. 4| LPDQVWS- - - - EAS

CLCASLVLLFI PLMSALTLS--------------- 1115

gi | 292619798| ref | XP_696654. 4|

CLCASLVLLFI PLMBVLTLS - - == === -----
gi | 292629831| r ef | XP_001346047.
Cl CASLMALLVPLI SVFI | F--cmemmm - - -
gi | 292619785| r ef | XP_001920157.
CLFASLVLLFI PLMBFETLS- - - - === ------
gi | 131888908| r ef | NP_001076476.
CLCASLVLLFI PLMBVFTLS- - - === == -----
gi | 189526326| r ef | XP_001920209.
CLCASLVLLFI PLMBFFTLS- - - == === -----
gi | 189526321| r ef | XP_001922875.
CLCASLVLLFI PLMBFETLY- - = == === - - -

gi | 292619792| r ef | XP_696966. 4|

CLCASLVLLFI PLMBFFTLS- - - = === ------
gi | 292619701| r ef | XP_001344258.
ASLCASLI M WSI | | VF===--ccomemmn-
gi | 189526377| r ef | XP_001334197.
CLCASLVLLFI PLMBFETLS- - - == === -----
gi | 189526324 r ef | XP_001344696.

LPDQVTVS- - - - EAS
1214
LCSQ SGSQKKSEAS
1301
LPDQVTVS- - - - EAS
1101
LPDQVTVS- - - - EAS
1121
LPDQVKVS- - - - EAS
1092
LPDQVKVS- - - - EAS
1111
LPDQVTVS- - - - EAS
1258
Q NQVLVS- - - - MA
624
LPDQVKVS- - - - EAS
1115
LPDQVTVS- - - - EAS

CLCASLVLLFI PLMSFFTLS--------------- 1137

gi | 292619789| ref | XP_001344844. V- ERVQVS- - - - RAS
GLCGSLVI LLI SLVNLLAYLNI - - ----------- 1118

gi | 189526319 ref | XP_001344566.

gi | 189526375]| ref | XP_001334286. LPDQVKVS- - - - EAS
CLCASLVLLFI PLMSFFTLY--------------- 1120

gi | 189526379| r ef | XP_001921195. LPDQVTVS- - - - EAS
CLCASLVLLFI PLMSFFTLF-------eeeamm-- 1120

gi | 292610053| ref | XP_002660620. TLDI MKRS- - - SENT
KSSDGQDSDYYNI VN- - - - - - = - o e e e - - - - 1011



gi | 292614050| r ef | XP_002662118.
gi | 292619755| r ef | XP_002664077.
VNQEL VKYGLPNNTVLKLRKLLRI YP- = = = - - - - - - 989
gi | 292619749| r ef | XP_001341823.

gi | 292619724 r ef | XP_002664067. DLTONGNTDI VLQQ
VKQELVRYGLPNNI M KVRKVQKI NL- - = = = - - - - - 404

gi | 292619728| r ef | XP_001919793. DL TENGNAEMKL QQ

| KQDLCKTGQTSDI NLVI KKVONI YS- - - - - - - - - - 919

gi | 292619730| ref | XP_001919770. ----em--noonn-
gi | 189526282| ref | XP_001341980. ----------onn-
gi | 292619718| r ef | XP_001919849. DL TQSGNVQFVLQQ

VKQEL VNHGL PNNTVLKLKKLLRI HP- - - - - - - 625

gi | 189526284 r ef | XP_700189. 3| DL TQSGNVQFVLQRV
NQEL VKYGLQNNTVLKLKKLLRI YP- - - - - - - - 1069

gi | 292619722 r ef | XP_001919836. DLTQSGNWVQFVLCR

VNQELVKYGLONNTVLKLRKLLRI YP- - - - - - - 512

gi | 292619720 r ef | XP_002664066. DLTESANMQ VLQQ

| KQELVKKGLPSNI NLELRKI KKI NP- - - - - - - - - - 371

gi | 292619726| ref | XP_001919821. ---------------

gi | 125832061| r ef | XP_001342081.
VKQELVRYRLPNNI M KVRKLQKI NL- - = = = - - - - - 355
gi | 292619732 r ef | XP_001922656.

gi | 292619747| r ef | XP_697240. 4 DL TQSDNLEAVLQQ
KQEL VSRGL SGNFEI KKRRVKKVQP- - - - - = - - - - 1375
gi | 292619739 ref | XP_002664070.

gi | 292626791| r ef | XP_700475. 4| Al | LQQPFKYFGRT
LNQTFVNNNGLL TFAKPPSDCI PFLNSGRDLI APLW 12114
gi | 292619737| ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| THFDNRQGGTI SCR
EDTSSDVLAQVNAAI KQNSPNANFTASSAFVATVWN 12164
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

VPYYDGRGVATFQV

VLASSVQRSFI LLNYGNI SKLGOTW.AGYDTVDSAN 12214

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| SFTI KVSNASELSS
SSNTNVNGRSTFPVDGSTKVPSNFLPSDDGQAVNST 12264
gi | 292619737| ref | XP_002664069. ---e---cceomm--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

ANDGSSDAI SLQQP

FKFFGRTYSQ YMNSNGYLTFTKPLPASNSSLNPKR 12314

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 DI | APLWIQLDSRR
GGS| SYI NKPSSNVLAQVTAAVKQYFPNI PFAAASA 12364
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

FVATWKSVPYNNSG

GVWNFQWLAYNVHRSFVFI YYGDI AETGQPWQAGY 12414

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| STVDSASSFLVPAR
SVSEL SSSSNI KVTGCWAFQVDGSPKLPDNFI PFGN 12464
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

Al | LQQPFKYFGRTLNQTFVNNNGLL TFAKPPSDCI

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.

GEMVTPRLDNGSSE
12514



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| PFLNSGRDLI APLW
THFDNRQGGT| SCREDTSSDVLAQVNAAI KONSPNA 12564
gi | 292619737| ref | XP_002664069. ---------------



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

NFTASSAFVATWDN

VPYYDGRGVATFQVWLASSVORSFI LLNYGNI SQLG 12614

gi | 292619737| r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 QMW AGYDTVDSAN
SFTI KVSNASEL SSSSNTNVNGRSTFPVDGSTKVPS 12664
gi | 292619737| ref | XP_002664069. ------ce--ooan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

NFL PSDDGQAVNST

ANDGSSDAI SL QQPFKFFGRTYSQ YMNSNGYLTFT 12714

gi | 292619737 r ef | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| KPLPASNSSLNPKR
DI | APLWIQLDSRRGGS| SYI NKPSSNVLAQVTAAV 12764
gi | 292619737| ref | XP_002664069. - --------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

KQYFPNI PFAAASA

FVATWKSVPYNNSGGVWNFQWLAYNVHRSFVFI YY 12814

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791 r ef | XP_700475. 4] GDI AETGQPWQVSE
DL FLVRCGNCKAGYSTVDSASSFLVPARSVSELSSS 12864
gi | 292619737| r ef | XP_002664069. - --------oonnn-



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

SNI KVTGCCWAFQVD

GSPKLPDNFI PFGNGEMVTPRLDNGSSEAI | LQQPF 12914

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 KYFGRTLNQTFVNN
NGLL TFAKPPSDC! PFLNSGRDLI APLWIHFDNRQG 12964
gi | 292619737| ref | XP_002664069. ~  ------cem-ooan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

GI'l SCREDTSGEDVL

AQVNAAI KQNSPNANF TASSAFVATVWDNVPYYDGRG 13014

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| VATFQWLASSVQR
SFI LLNYGNI SQLGQTW.AGYDTVDSANSFTI KVTN 13064
gi | 292619737| ref | XP_002664069. - ---------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

ASEL SSSSNTNVNG

RSTFPVDGSTKVPSNFLPSDDGQAVNSTANDGSSDA 13114

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| | SLQQPFKFFGRTY
SQ YVSI TI SSHHTNEHRRGGSI SYI NKPSSNVLAQ 13164
gi | 292619737 ref | XP_002664069. -------cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

VTAAVKQYFPNI PF

AAASAFVATVWKSVPYNNSGGVWNFQWLAYNVHRSF 13214

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 VFI YYGDI AETGQP
WQAGYSTVDSASSFL VPARSVSEL SSSSNI KVTGCW 13264
gi | 292619737| ref | XP_002664069. ~  ------cem-noan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

AFQVDGSPKL PDNF

| PFGNGEMVTPRL DNGSSEAI KLQQPFKYFGRTLNQ 13314

gi | 292619737 r ef | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| TFVNNNGLLTFAKP
PSDCI PFLNSGRDL | APLWIHFDNRQGGT| SCREDT 13364
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

SSDVLAQVNAAI KQ

NSPNANFTASSAFVATWDNVPYYDGRGVATFQVWWLA 13414

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| SSVQRSFI LLNYGN
| SKLGQTW.AGYDTVDSANSFTI KVSNASELSSSSN 13464
gi | 292619737| ref | XP_002664069. -------ccemmn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

TNVNGRSTFPVDGS

TKVPSSFLPSDDGQAVNSTANDGSSDAI SLQQPFKF 13514

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 FGRTYSQ YMNSNG
YLTFTKPLPAFNSSLNPKRDI | APLWIQLDSRRGGS 13564
gi | 292619737| ref | XP_002664069. ------ce--noan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

| SYI NKPSSNVLAQ

VTAAVKQYFPNI PFAAASAFVATVWKSVPYNNSGGWY 13614

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| NFQUVLAYNVHRSF
VFI YYGDI AETGQPWOAGYSTVDSASSFLVPARSVS 13664
gi | 292619737| ref | XP_002664069. ----------onn-



gi | 189526377| ref | XP_001334197.



gi | 125832061| ref | XP_001342081. ---------------

gi | 292626791 r ef | XP_700475. 4 ELSSSSNI KVTGCW
AFQVDGSPKL PDNFI PFGNGEMVTPRLDNGSSEA! | 13714
gi | 292619737| ref | XP_002664069. - --ce--oan-

gi | 189526326| r ef | XP_001920209. -------o-o-oo--



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| LQQPFKYFGRTLNQ
TFVNNNGLL TFTEPLFNSVPLLNSGRDI | APLWTHF 13764
gi | 292619737| ref | XP_002664069. ---c---cceomn--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|

DNRQGGT | SYREDT

SCAVLAQVTAAVKQYSPNI DFTASSAFVATVWDNVPY 13814

gi | 292619737 r ef | XP_002664069.






gi | 292626791 ref | XP_700475. 4 YDGAGWTFQVI LV
SNADHSFVLFNYGNI AETEQQWLAFYNTVDSVNSYT 13864
gi | 292619737| ref | XP_002664069. - --cem-oan-






gi | 292614050]| ref | XP_002662118.

gi | 292626791 r ef | XP_700475. 4]

VSLI KSTELSCSSN

VNASGHW FPVYDDAMEYCASSTGFLSLSRCQLFEF 13914

gi | 292619737 ref | XP_002664069.



gi | 189526319| r ef | XP_001344566.






gi | 292626791| r ef | XP_700475. 4| GFSPEVLHLNDPNC
TG VENDRVLFYFDNEDHI CGTNLSSNSTHFI YONS 13964
gi | 292619737| ref | XP_002664069. ----------oonn-



gi | 189526377| ref | XP_001334197.



gi | 125832061]| ref | XP_001342081.

gi | 292626791| r ef | XP_700475. 4|

| HSKLPKSL| TRER

WFTQPYEGDVEVQVNQUMYVAVEVEGVDRRQI ATVL 14014

gi | 292619737| r ef | XP_002664069.

gi | 189526326| r ef | XP_001920209.



gi | 292619722 ref | XP_001919836.



gi | 292626791| r ef | XP_700475. 4| DNCWATPVNDI QHQ
TRWKLI VRECPNPEDGTVET LONGNDTTSYFSFRTF 14064
gi | 292619737| ref | XP_002664069. ---c---ceoon--



gi | 292629831| ref | XP_001346047.



gi | 189526282| r ef | XP_001341980.

gi | 292626791| r ef | XP_700475. 4|
HL CLVQNGKCAQCPACY 14096

gi | 292619737 r ef | XP_002664069.



