
                                                                                                                                                                                        
gi|7019477|ref|NP_037379.1| MAAPRAGRGAGWSLRAWRALGGIRWGRRPRLTPDLRALLTSGTSDPRARVTYGTPSLWARLSVGVTEPRACLTSGTPGPRAQLTAVTPDTRTREASENSGTRSRAWLAVALGAGGAVLLLLWGGGRGPPAVLAAVPSPPPASPRSQYNFI   150
gi|118151008|ref|NP_001071424.1| MAALRAGRGAGWSLRGWRALWGGRWGKGPLLTPDLRALLTSGTPDPRTRVTYGTPSFRARLSVGVPEPRTCLRSRTSDLRARLIAGTPDPRTPEDSGTPGTRLRVWLAVALGAGGAVLLLFWGGGRGPPAVLASVLGSPPTSPRSQYNFI   150
gi|31980991|ref|NP_062726.2| MAALKAGRGANWSLRAWRALGGIFWRKPPLLAPDLRALLTSGTPDSQIWMTYGTPSLPAQVPEGFLASRADLTSRTPDLWARLNVGTSGSSDQEARRSPGSRRREWLAVAVGAGGAVVLLLWGWGRGLSTVLAAVPAPPPTSPRSQYNFI   150
gi|109472218|ref|XP_001054494.1| MAALKAGRGANWSLRAWRALGGIFWRKGPLLAPDLRALLTSGTPDPQARMTYGTPSLPARVPLGVLASRANLTSGTPDLWVRLTVGTPGSSDQEDCGSPGSRRREWLAVALGAGGAVLLLLWGWGRGPSTVLAAVPAPPPTSPRSQYNFI   150
gi|158749592|ref|NP_001103640.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|160333535|ref|NP_001103998.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292620026|ref|XP_002664155.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292618383|ref|XP_002663637.1| -------------------------------------------------------------------------------------MIQLASAAVSFFFFFATVFVGGAGHPFSGRE----------------------------------   150
gi|292625151|ref|XP_002665906.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|189526775|ref|XP_001921310.1| -------------------------------------------------------------------------------------MIQLASAAVSFFFFFATVFVGGAGHPFSGREGPISNGSGFIVSRDGLIVTNAHVVNKRGVRVKLT   150
gi|292625135|ref|XP_002665901.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292625120|ref|XP_001923403.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292620064|ref|XP_001339411.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292625124|ref|XP_002665896.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|125847406|ref|XP_001335201.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|157311753|ref|NP_001098612.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|192453530|ref|NP_001122292.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292620017|ref|XP_002664152.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292618360|ref|XP_001332804.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|125827889|ref|XP_001333305.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292620045|ref|XP_002664161.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292618369|ref|XP_707571.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|292620068|ref|XP_001923767.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|157841264|ref|NP_001103205.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|167963466|ref|NP_001108178.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|24646839|ref|NP_650366.1| -----------------MALRGSHRLEVIFKRCIASPVLHSHAANRRSSQLAIKEGDPNS-NGNSGQYQQNGEQKEKGWRRLVRFFVPFSLGAVVSAAIIQREDLT------------------------PTIAA--SKMTGRRRDFNFI   150
gi|158289115|ref|XP_310886.4| ------------NTHTHTTMHCALRRPALFLQRRLLAVVQLAPHN--NLRAFGGTGEHGR-SDGSGEHSDSWSAQKAGLTATLALAGMFGLLAYNTRPDQSKRKATGWPAF----------------GFLPTVSAKTSATAGNRQQYNFI   150
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                                                                                                                                                           :                           *
gi|7019477|ref|NP_037379.1| ADVVEKTAPAVVYIEILDRH---PFLGREVPISNGSGFVVAADGLIVTNAHVVADR--RRVRVRLLSGDTYEAVVTAVDPVADIATLRIQTKEP-LPTLPLGRSADVRQGEFVVAMGSPFALQN-----------------------TIT   300
gi|118151008|ref|NP_001071424.1| ADVVEKTAPAVVYIEILGRH---PFSGREVPISNGSGFVVAADGLIVTNAHVVADR--RRVRVRLPSGDTYEAVVTAVDPVADIATLRIQTKEP-LPTLPLGRSADVRQGEFVVAMGSPFALQN-----------------------TIT   300
gi|31980991|ref|NP_062726.2| ADVVEKTAPAVVYIEILDRH---PFSGREVPISNGSGFVVASDGLIVTNAHVVADR--RRVRVRLPSGDTYEAMVTAVDPVADIATLRIQTKEP-PPTLPLGRSADVRQGEFVVAMGSPFALQN-----------------------TIT   300
gi|109472218|ref|XP_001054494.1| ADVVEKTAPAVVYIEILDRH---PFSGREVPISNGSGFIVASDGLIVTNAHVVADR--RRVRVRLPSGDTYEAMVTAVDPVADIATLRIQTKEP-LPTLPLGRSADVRQGEFVVAMGSPFALQN-----------------------TIT   300
gi|158749592|ref|NP_001103640.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|160333535|ref|NP_001103998.1| ----------------------------------------------MTNAHVVVNK--RGVRVKLTNGETYSATVQDVDQAADIATIKINVK-NPLPALRLGKSSDVRQGEFVVAMGSPFSLKN-----------------------TIT   300
gi|292620026|ref|XP_002664155.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|292618383|ref|XP_002663637.1| -----------------------------VPISNGSGFIISSDGLIVTNAHVVANK--RGVRVKLTNGETYNATVQDVDQAADIATIKINVKNPLP-TLRLGKSSDVRQGEFVVAMGSPFSLKN-----------------------TIT   300
gi|292625151|ref|XP_002665906.1| --------------------------------------------------------------------------------------------------MRLGKSSDVRQGEFVVAMGSPFSIKN-----------------------TIT   300
gi|189526775|ref|XP_001921310.1| DGETYNATVQDVDQAADIAT---IKINVKVPISNGSGFIISSDGLIVTNAHVVANK--RGVRVKLTNGETYNATVQDVDQAADIATIKINVKNPCHCFLHFSKSSDVRQGEFVVAMGSPFSLKN-----------------------TIT   300
gi|292625135|ref|XP_002665901.1| -------------------------------------------------------------------------------------------------------------------MGSLFSLKN-----------------------TIT   300
gi|292625120|ref|XP_001923403.2| -------------------------------------------------------------------------------------------------------------------MGNLFSLKN-----------------------TIT   300
gi|292620064|ref|XP_001339411.3| ---------------MKVLH---PFSGREGPISNGSGFIISSDDLIVTNAHVVANK--RGVRVKLTNGETYSATVQDVDQAADIATIKINVKN-PLPTLRLGKSSDVRQGEFVVAMGSPFSLKN-----------------------TIT   300
gi|292625124|ref|XP_002665896.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|125847406|ref|XP_001335201.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|157311753|ref|NP_001098612.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|192453530|ref|NP_001122292.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|292620017|ref|XP_002664152.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|292618360|ref|XP_001332804.3| -------------------------------------------------------------------------------------------------------------MSGSGFMNPLPTLRLGKSSDVRQGEFVVAMGSPFSLKNTIT   300
gi|125827889|ref|XP_001333305.1| -------------------------------------------------------------------------------------------------------------MR---FMEKCRHL---------------------------T   300
gi|292620045|ref|XP_002664161.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|292618369|ref|XP_707571.2| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|292620068|ref|XP_001923767.2| -----------------------------------MAIATTSARGLHPFSGREVPI--SNGSGFIISSDDLIVTNAHVVANKPGVRVKLTNGETYNATVQDVDQAADIATIKINVKNPLPTLRLGKSSDVRQGEFVVAMGSPFSLKNTIT   300
gi|157841264|ref|NP_001103205.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|167963466|ref|NP_001108178.1| -------------------------------------------------------------------------------------------------------------------MGSPFSLKN-----------------------TIT   300
gi|24646839|ref|NP_650366.1| ADVVAGCADSVVYIEIKDTRHFDYFSGQPITASNGSGFIIEQNGLILTNAHVVINKPHTMVQVRLSDGRTFPATIEDVDQTSDLATLRIQVNN--LSVMRLGKSSTLRSGEWVVALGSPLALSN-----------------------TVT   300
gi|158289115|ref|XP_310886.4| ADAVEISAPAVVFIEIRDRQRVDFFTREPVTVSNGSGFIIERDGLILTNAHVVVSKPHTLVTVRLTDGRTFPGQVEHVDPTSDLATVRIRCDN--LPTLRLGSSADLRPGEWVVALGSPLALNN-----------------------TVT   300
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                                  :*::* :** :::***   : :*:****:*            ***.*.:*:****:******       *: :  :      *    :*    :**  : ** *:*.*: **: *. .    :  ***: :** .**.: . ::*.. : 
gi|7019477|ref|NP_037379.1| SGIVSSAQRPARDLGLPQTNVEYIQTDAAIDFGNSGGPLVNLDGEVIGVNTMKVTAGISFAIPSDRLREFLHR-GEKKNSSSGI---SGSQ--RRYIGVMMLTLSPSILAELQLREPSFP-DVQHGVLIHKVILGSPAHRAGLRPGDVIL   450
gi|118151008|ref|NP_001071424.1| SGIVSSAQRPAKDLGLPQTNVEYIQTDAAIDFGNSGGPLVNLDGEVIGVNTMKVTSGISFAIPSDRLREFLHR-GEKKNSWFGI---SGSQ--RRYIGVMMLTLTPSILAELQLREPSFP-DVQHGVLIHKVILDSPAHRAGLRPGDVIL   450
gi|31980991|ref|NP_062726.2| SGIVSSAQRPARDLGLPQNNVEYIQTDAAIDFGNSGGPLVNLDGEVIGVNTMKVTAGISFAIPSDRLREFLHR-GEKKNSWFGT---SGSQ--RRYIGVMMLTLTPSILIELQLREPSFP-DVQHGVLIHKVILGSPAHRAGLRPGDVIL   450
gi|109472218|ref|XP_001054494.1| SGIVSSAQRPARDLGLPQTNVEYIQTDAAIDFGNSGGPLVNLDGEVIGVNTMKVTAGISFAIPSDRLREFLHR-GEKKNSWFGI---SGSQ--RRYIGVMMLTLTPSILAELQLREPSFP-DVQHGVLIHKVILGSPAHRAGLRPADVIL   450
gi|158749592|ref|NP_001103640.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIP-----LFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDNII   450
gi|160333535|ref|NP_001103998.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVCLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292620026|ref|XP_002664155.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292618383|ref|XP_002663637.1| SGIVSSAQRDSKELGLSNSNMDYIQTDATIDFGNSGGPLIHMDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSVDRVRSWFGE---SGSK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292625151|ref|XP_002665906.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATID-----------DGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDLSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|189526775|ref|XP_001921310.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRARMKPGDVII   450
gi|292625135|ref|XP_002665901.1| SGIVSFAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFFDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292625120|ref|XP_001923403.2| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFINSGEPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292620064|ref|XP_001339411.3| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQNSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRSGMKPGDVII   450
gi|292625124|ref|XP_002665896.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|125847406|ref|XP_001335201.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIDINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFH-DVFHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|157311753|ref|NP_001098612.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGSK--RRYIGVMMLTLTPSIIEELRMRDPSSA-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|192453530|ref|NP_001122292.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIR-----LFLDRSADKQKSWFGE---SGSK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292620017|ref|XP_002664152.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNAGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQKSWFGE---SGSK--RRYIGVMMLILTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGHVII   450
gi|292618360|ref|XP_001332804.3| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSVDR--SWFGE---SGSK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIAGSPGNRAGMKPGEVII   450
gi|125827889|ref|XP_001333305.1| SGIVSSAQRDSKELGLSYSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSVDR--SWFGE---SGSK--RRYTGVMMLTLTPSIIDELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292620045|ref|XP_002664161.1| SGIISSAQRGSKELGLSNSNMDYIQTDATID-----------DGEVIGINTMKVTAGISFAIPLGRVRLFLDRSADKQKSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DISHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|292618369|ref|XP_707571.2| SGIVSSAQRDSKELGLSNSNKDYIQTDATID-----------DGEVIGINTMKVTAGISFAIPSDRVSLFLDRSADKQKSWFGE---SGSK--RRYIEVMMLTLTPSIIDELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGEVII   450
gi|292620068|ref|XP_001923767.2| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLINLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQNSWFGE---SGWK--RRYIGVMMLTLTPSIIEELRMRDPSFP-DVSHGVLIHRVIVGSPANRSGMKPGDVII   450
gi|157841264|ref|NP_001103205.1| SGIVSSAQRGSKELGLSNSNMDYIQTDATIDFGNSGGPLTNLDGEVIGINTMKVTAGISFAIPSGRVRLFLDRSADKQKSWFGE---SGSK--RRYIGVMMLTLTPSIIKELRMRDLSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|167963466|ref|NP_001108178.1| SGIVSSAQRDSKELGLSNSNMDYIQTDATIDFGNSGGPLIHLDGEVIGINTMKVTAGISFAIPSDRVRLFLDRSADKQNSWFGE---SGSK--RRYIGVMMLTLTPSIIDELRMRDPSFP-DVSHGVLIHRVIVGSPANRAGMKPGDVII   450
gi|24646839|ref|NP_650366.1| AGVISSTQRASQELGLRNRDINYLQTDAAITFGNSGGPLVNLDGEAIGVNSMKVTAGISFAIPIDYVKVFLERAAEKR--KKGSAYKTGYP-VKRYMGITMLTLTPDILFELKSRSQNMPSNLTHGVLVWKVIVGSPAHSGGLQPGDIVT   450
gi|158289115|ref|XP_310886.4| AGVVSSTQRASQELGLRGKDINYIQTDAAITFGNSGGPLVNLDGEAIGINSMKVTSGISFAIPIDHAKAFLRKIHETAGTAGGRRLSSGAPSYRRYIGITMLSLTPDILHELQQRNHNFPPTVRGGVLVWKVIQGSPAHSGGLQPGDIIT   450
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                                   *.    :   ::*: :   .. * : : :*     : : ** .               
gi|7019477|ref|NP_037379.1| AIGEQMVQNAEDVYEAVRTQSQ-LAVQIRRGRETLTLYVTPEVTE--------------   509
gi|118151008|ref|NP_001071424.1| AIGEQLVQNAEDIYEAVRTQSQ-LAVRIRRGQETLTLYVTPEVTE--------------   509
gi|31980991|ref|NP_062726.2| AIGEKLAQNAEDVYEAVRTQSQ-LAVRIRRGSETLILYVTPEVTE--------------   509
gi|109472218|ref|XP_001054494.1| AIGEKMIQNAEDVYEAVRTQSQ-LAVRIRRGPETLTLYVTPEVTE--------------   509
gi|158749592|ref|NP_001103640.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTV--------------   509
gi|160333535|ref|NP_001103998.1| EIDGVKVNTSEEIYNAVRTIES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292620026|ref|XP_002664155.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292618383|ref|XP_002663637.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292625151|ref|XP_002665906.1| EINGVKVNTLEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|189526775|ref|XP_001921310.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292625135|ref|XP_002665901.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292625120|ref|XP_001923403.2| EINGVKVNMSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292620064|ref|XP_001339411.3| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292625124|ref|XP_002665896.1| EINVVKVNTSEEIYNAVRTSES-LNVVVRRGAGLLMLHMTPESTE--------------   509
gi|125847406|ref|XP_001335201.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|157311753|ref|NP_001098612.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|192453530|ref|NP_001122292.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292620017|ref|XP_002664152.1| EINGVKVNMSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|292618360|ref|XP_001332804.3| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTERHQVKYLVRLRNGE   509
gi|125827889|ref|XP_001333305.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTERHQVKYLVRLRNGE   509
gi|292620045|ref|XP_002664161.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTEGHQVKYLVRLRNGE   509
gi|292618369|ref|XP_707571.2| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTERHQVKYLVRLRNGE   509
gi|292620068|ref|XP_001923767.2| EINGVKVNTSEEIYNAVRTSES-LNVVVRQGADLLMLHMTPESTERHQVKFLVRLRNGE   509
gi|157841264|ref|NP_001103205.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|167963466|ref|NP_001108178.1| EINGVKVNTSEEIYNAVRTSES-LNVVVRRGADLLMLHMTPESTE--------------   509
gi|24646839|ref|NP_650366.1| HINKKEIKNSSDVYDALADNSKTLDIVILRGVKQMHVTITPEDP---------------   509
gi|158289115|ref|XP_310886.4| HINGKEINSSGDVYELLAAQEKKLAITIYRGQQPATVHVFPEDTTA-------------   509
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