gi | 9966885| r ef | NP_065137. 1
gi | 114638554| r ef | XP_522073. 2|
gi | 57100323] r ef | XP_540833. 1
gi | 16923944] r ef | NP_473383. 1
gi | 109459747| r ef | XP_238151. 4]

gi | 9966885| r ef | NP_065137. 1

gi | 114638554| r ef | XP_522073. 2
gi | 57100323 r ef | XP_540833. 1
gi | 16923944] r ef | NP_473383. 1
gi | 109459747| r ef | XP_238151. 4

gi | 9966885| r ef | NP_065137. 1

gi | 114638554| r ef | XP_522073. 2
gi | 57100323] r ef | XP_540833. 1
gi | 16923944] r ef | NP_473383. 1
gi | 109459747| r ef | XP_238151. 4]

gi | 9966885| r ef | NP_065137. 1
gi | 114638554| r ef | XP_522073. 2|
gi | 57100323] r ef | XP_540833. 1
gi | 16923944] r ef | NP_473383. 1
gi | 109459747| r ef | XP_238151. 4]

gi | 9966885| r ef | NP_065137. 1

gi | 114638554| r ef | XP_522073. 2
gi | 57100323 r ef | XP_540833. 1
gi | 16923944] r ef | NP_473383. 1
gi | 109459747| r ef | XP_238151. 4

gi | 9966885| r ef | NP_065137. 1
gi | 114638554| r ef | XP_522073. 2
gi | 57100323 r ef | XP_540833. 1
gi | 16923944] r ef | NP_473383. 1
gi | 109459747| r ef | XP_238151. 4]

* . * *

--------------------------------------------------------------------------------------------- MLLRLLLAVAAAGPTL

CPVAAEPR- - - - - AACC

---------------------------------------------------------------------------------------------- CVMVVICGSHL GAS| GPRGPRCRESRELAAAPA
--------------------------------------------------------------------------------------------- NLLRLLLAVAAAAPTLGGAPY - - - - - AVCGP
--------------------------------------------------------------------------------------------- LLRLLLAWAAVPALGGVPWTPEPR- - - - - AACG
CCVANLL LLLAVAAAVPALGEAPVTPEPR- - - - - AACC
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