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gi|146231940|ref|NP_001078927.1| MDDSE-VESTASILASVKEQEAQFEKLTRALEEERRHVSAQLERVRVSPQDANPLMANGTLTRRHQNGRFVGDADLERQKFSDLKLNGPQDHSHLLYSTIPRMQEPGQIVET--YTEEDPEGAMSVVSVETSDDGTTRRTETTVKKVVKT   150
gi|114642290|ref|XP_001140660.1| MDDSE-VESTASILASVKEQEAQFEKLTRALEEERRHVSAQLERVRVSPQDANPLMANGTLTRRHQNGRFVGDADLERQKFSDLKLNGPQDHSHLLYSTIPRMQEPGQIVET--YTEEDPEGAMSVVSVETSDDGTTRRTETTVKKVVKT   150
gi|73982248|ref|XP_849632.1| MDDSE-VESTASILASVKEQEAQFEKLTRALEEERRHVSAQLERVRVSPQDANPLMANGTLTRRHQNGRFVGDADLERQKFPDLKLNGPQDHSHLVYSTIPRMQEPGQIVET--YTEEDPEGAMSVVSVETSDDGTTRRTETTVKKVVKT   150
gi|194673532|ref|XP_593164.4| MDDSE-VESPASILASVKEQEAQFEKLTRALEEERRHVSAQLERVRVSPQDASPLLANGTLTRRHQNGRFVGDADLERQKFSDLSLNGPQDHSHLLYSTVPRMQEPGQIVET--YTEEDPEGAMSVVSVETSDDGTTRRTETTVKKVVKT   150
gi|83745122|ref|NP_031641.2| MDDSE-VESTASILASVKEQEAQFEKLTRALEEERRHVSAQLERVRVSPQDANSLMANGTLTRRHQNGRFVGDADLERQKFSDLKLNGPQDHNHLLYSTIPRMQEPGQIVET--YTEEDPEGAMSVVSVETTDDGTTRRTETTVKKVVKT   150
gi|109468364|ref|XP_242062.4| ------------------------------------------------------------------------------------------------------MQEPGQIVET--YTEEDPEGAMSVVSVETSDDGTTRRTETTVKKVVKT   150
gi|118091411|ref|XP_001232051.1| MAATQPALRRAPFVNPFPLVIISLSSLAIGSGQILPSSPAPQSRRRRTRGEAE---DPQTPPGCSQNGRFLGDADLERQKFPDLKLNGPQDHSHLLYSTIPRMQDPGQIVEETYTMEEDPEGAMSVVSVETSDDGTTRRTETTVKKVVKT   150
gi|292609897|ref|XP_684691.4| ---MEQCENAASLLASVREQEMQFERLTRALEEERRSVGPSGTLPRPLP--------------TLQNGRITGDAELERLKLSEGYING----------TQYRMLDPGHIVES-VTVESDPHEALPIISVETGDDGTTRRTETTVKKVTKT   150
gi|292609900|ref|XP_002660581.1| ---MEQCENAASLLASVREQEMQFERLTRALEEERRSVGPSGTLPRPLP--------------TLQNGRITGDAELERLKLSEGYING----------TQYRMLDPGHIVES-VTVESDPHEALPIISVETGDDGTTRRTETTVKKVTKT   150
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gi|146231940|ref|NP_001078927.1| VTTRTVQPVAMGPDGLPVDAS-SVS--NNYIQTLGRDFRKNGNGGPGPYVGQAGTATLPRNFHYPPDGYSRHYEDGYPGGSDNYGSLSRVTRIEERYRPS------MEGYRAPSRQ--DVYGPQPQVRVGGSSVDL---HRFHPEPYGLE   300
gi|114642290|ref|XP_001140660.1| VTTRTVQPVTMGPDGLPVDAS-SVS--NNYIQTLGRDFRKNGNGGPGPYVGQAGTATLPRNFHYPPDGYSRHYEDGYPGGSDNYGSLSRVTRIEERYRPS------MEGYRAPSRQ--DVYGPQPQVRVGGSSVDL---HRFHPEPYGLE   300
gi|73982248|ref|XP_849632.1| VTTRTVQPVPVGPDGLPVDAS-SVS--NNYIQTLGRDFRKNGNGGPGPYVGQAGTATLPRNFHYPPDGYSRHYEDGYPGSSDNYGSLSRVTRIEERYRPS------MEGYRAPSRQ--DVYGPQPQVRVGGSSVDL---HRFHPEPYGLE   300
gi|194673532|ref|XP_593164.4| VTTRTVQPVPMGPDGLPVDAS-AVS--NSYIQTLGRDFRKNGNGGPGPYVGQAGTATLPRNFHYPPDGYSRHYEDGYPGSGDNYGSLSRVTRIEERYRPS------MEGYRAPSRQ--DVYGPQPQVRVGGSSVDL---HRFHPEPYGLE   300
gi|83745122|ref|NP_031641.2| MTTRTVQPVPMGPDGLPVDAS-AVS--NNYIQTLGRDFRKNGNGGPGPYVGQAGTATLPRNFHYPPDGYGRHYEDGYPGGSDNYGSLSRVTRIEERYRPS------MEGYRAPSRQ--DVYGPQPQVRVGGSSVDL---HRFHPEPYGLE   300
gi|109468364|ref|XP_242062.4| MTTRTVQPVPMGPDGLPVDAS-AVS--NNYIQTLGRDFRKNGNGGPGPYVGQAGTATLPRNFHYPPDGYGRHYEDGYPGGSDNYGSLSRVTRIEERYRPS------MEGYRAPSRQ--DVYGPQPQVRVGGSSVDL---HRFHPEPYGLE   300
gi|118091411|ref|XP_001232051.1| VTTRTVQQVPMGPDGLPLETS-PVT--SNYVQTMDRNFRKNGNGGPGSYLSQPGTATLPRNYHYP-DGYGRPYDDSYPGSDHSYGSLSRVTRIDERYRPS------MDAYRAPSRQ--DIYGPQPQVRVGGSNMDL---NHFHPESYGLE   300
gi|292609897|ref|XP_684691.4| TTTRTVIPSVS--DTLSLDGTGSVTGMPSYNSPMDRVYRPP--PGPMDYP----TSTVPRNYHYGPPAGYDDYRSVPP--SEAYTSLSRGTRMDDRYRPVDGYRTLDSAYRTHSRPQLDPYSAQPQVGRMGSAVEISALQRFVPEPYGLE   300
gi|292609900|ref|XP_002660581.1| TTTRTVIPSVS--DTLSLDGTGSVTGMPSYNSPMDRVYRPP--PGPMDYP----TSTVPRNYHYGPPAGYDDYRSVPP--SEAYTSLSRGTRMDDRYRPVDGYRTLDSAYRTHSRPQLDPYSAQPQVGRMGSAVEISALQRFVPEPYGLE   300
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gi|146231940|ref|NP_001078927.1| DDQRSMGYDDLDYGM--MSDYGTARRTGTP--SDPRRRLRSYEDMIGEEVP--SDQYYW---APLAQHERGSLASLDSLRKGGPPPPNWRQPELPEVIAMLGFRLDAVKSNAAAYLQHLCYRNDKVKTDVRKLKGIPVLVGLLDHPKKEV   450
gi|114642290|ref|XP_001140660.1| DDQRSMGYDDLDYGM--MSDYGTARRTGTP--SDPRRRLRSYEDMIGEEVP--SDQYYW---APLAQHERGSLASLDSLRKGGPPPPNWRQPELPEVIAMLGFRLDAVKSNAAAYLQHLCYRNDKVKTDVRKLKGIPVLVGLLDHPKKEV   450
gi|73982248|ref|XP_849632.1| DDQRSMGYDDLDYGM--MSDYGTARRTGTP--SDPRRRLRSYEDMIGEEVP--SDQYYW---APLAQHERGSLASLDSLRKGGPPPPNWRQPELPEVIAMLGFRLDAVKSNAAAYLQHLCYRNDKVKTDVRKLKGIPVLVGLLDHPKKEV   450
gi|194673532|ref|XP_593164.4| DDQRSMGYDDVDYGM--MSDYGTGRRTGTP--SDPRRRLRSYEDMIGEEVP--SDQYYW---APLAQHERGSLASLDSLRKGGPPPPNWRQPELPEVIAMLGFRLDAVKSNAAAYLQHLCYRNDKVKTDVRKLKGVPVLVGLLDHPKKEV   450
gi|83745122|ref|NP_031641.2| DDQRSMGYDDLDYGM--MSDYGTARRTGTP--SDPRRRLRSYEDMIGEEVP--PDQYYW---APLAQHERGSLASLDSLRKGMPPPSNWRQPELPEVIAMLGFRLDAVKSNAAAYLQHLCYRNDKVKTDVRKLKGIPILVGLLDHPKKEV   450
gi|109468364|ref|XP_242062.4| DDQRSMGYDDLDYGM--MSDYGTARRTGTP--SDPRRRLRSYEDMIGEEVP--PDQYYW---APLAQHERGSLASLDSLRKGMPPPPNWRQPELPEVIAMLGFRLDAVKSNAAAYLQHLCYRNDKVKTDVRKLKGIPILVGLLDHPKKEV   450
gi|118091411|ref|XP_001232051.1| DDQRSVGFDDVDYGL--MSDYGTARRAGTP--SDARRRLRSYEDMLVDEVA--PDRYYW---APLAQHERGSLASLDSLRKGAPPPGNWRQPELPEVIAMLSFRLDAVKSNAAAYLQHLCYRNDKVKTEVRKLKGIPVLVGLLDHPKKEV   450
gi|292609897|ref|XP_684691.4| DDQRSLGYDEPDYGMGPAMHYSTMPRLAHPHHAPPPRRTGSYEGTLDGDMSGAGDMFYWGGGAPLAQGERGSMASLDSTLRKGPAPTAWRQPELPEVIAMLNYRLDPVKSNAAAYLQHLTFKNDKVKSEVRRLKGIPALVSMLDNPKKEV   450
gi|292609900|ref|XP_002660581.1| DDQRSLGYDEPDYGMGPAMHYSTMPRLAHPHHAPPPRRTGSYEGTLDGDMSGAGDMFYWGGGAPLAQGERGSMASLDSTLRKGPAPTAWRQPELPEVIAMLNYRLDPVKSNAAAYLQHLTFKNDKVKSEVRRLKGIPALVSMLDNPKKEV   450
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gi|146231940|ref|NP_001078927.1| HLGACGALKNISFGRDQDNKIAIKNCDGVPALVRLLRKARDMDLTEVITGTLWNLSSHDSIKMEIVDHALHALTDEVIIPHSGWEREPN---EDCKPRHIEWESVLTNTAGCLRNVSSERSEARRKLRECDGLVDALIFIVQAEIGQKDS   600
gi|114642290|ref|XP_001140660.1| HLGACGALKNISFGRDQDNKIAIKNCDGVPALVRLLRKARDMDLTEVITGTLWNLSSHDSIKMEIVDHALHALTDEVIIPHSGWEREPN---EDCKPRHIEWESVLTNTAGCLRNVSSERSEARRKLRECDGLVDALIFIVQAEIGQKDS   600
gi|73982248|ref|XP_849632.1| HLGACGALKNISFGRDQDNKIAIKNCDGVPALVRLLRKARDMDLTEVITGTLWNLSSHDSIKMEIVDHALHALTDEVIIPHSGWEREPN---EDCKPRHIEWESVLTNTAGCLRNVSSERSEARRKLRECDGLVDALIFIVQAEIGQKDS   600
gi|194673532|ref|XP_593164.4| HLGACGALKNISFGRDQENKIAIKNCDGVPALVRLLRKARDMDLTEVITGTLWNLSSHDSIKMEIVDHALHALTDEVIIPHSGWEREPS---EDCKPRHVEWESVLTNTAGCLRNVSSERSEARRKLRECDGLVDALIFIVQAEIGQKDS   600
gi|83745122|ref|NP_031641.2| HLGACGALKNISFGRDQDNKIAIKNCDGVPALVRLLRKARDMDLTEVITGTLWNLSSHDSIKMEIVDHALHALTDEVIIPHSGWEREPN---EDCKPRHIEWESVLTNTAGCLRNVSSERSEARRKLRECDGLVDALIFIVQAEIGQKDS   600
gi|109468364|ref|XP_242062.4| HLGACGALKNISFGRDQDNKIAIKNCDGVPALVRLLRKARDMDLTEVITGTLWNLSSHDSIKMEIVDHALHALTDEVIIPHSGWEREPN---EDCKPRHIEWESVLTNTAGCLRNVSSERSEARRKLRECDGLVDALIFIVQAEIGQKDS   600
gi|118091411|ref|XP_001232051.1| HYGACGALKNISFGKDQDNKIAIKNCDGVPALVRLLRKTHDMDLTEVITGTLWNLSSHDSIKMAIVDHALHALTDEVIIPRSGWEREPN---EDSKPRHIEWESVLTNTAGCLRNVSSERSEARRKLRECDGLVDALIYIIQSEIGQKDS   600
gi|292609897|ref|XP_684691.4| HYAACGALKNISYGRDPDNKIAIKNCDGIPALVRLLRKTRDQDLTDTITGTLWNLSSHDSVKMEIVDHALHALSDEVMVPHSGWERGNEGGEESCKPRHLEWETALTNTTGCLRNVSSERSEARRKLRECSGLVDSLMYIVQSQINCKDV   600
gi|292609900|ref|XP_002660581.1| HYAACGALKNISYGRDPDNKIAIKNCDGIPALVRLLRKTRDQDLTDTITGTLWNLSSHDSVKMEIVDHALHALSDEVMVPHSGWERGNEGGEESCKPRHLEWETALTNTTGCLRNVSSERSEARRKLRECSGLVDSLMYIVQSQINCKDV   600
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gi|146231940|ref|NP_001078927.1| DSKLVENCVCLLRNLSYQVHREIPQAERYQEAAPNVANNTGPHAASCFGAKKGKDEWFSRGKKPIEDPANDTVDFPKRTSPARGYELLFQPEVVRIYISLLKESKTPAILEASAGAIQNLCAGRWTYGRYIRSALRQEKALSAIADLLTN   750
gi|114642290|ref|XP_001140660.1| DSKLVENCVCLLRNLSYQVHREIPQAERYQEAAPNVANNTGPHAASCFGAKKGKDEWFSRGKKPIEDPANDTVDFPKRTCPARGYELLFQPEVVRIYISLLKESKTPAILEASAGAIQNLCAGRWTYGRYIRSALRQEKALSAIADLLTN   750
gi|73982248|ref|XP_849632.1| DSKLVENCVCLLRNLSYQVHREIPQAERYQEAPPSVANNTGPHAASCFGAKKGKDEWFSRGKKPTEDPANDTVDFPKRTSPARGYELLFQPEVVRIYISLLKESKTPAILEASAGAIQNLCAGRWTYGRYIRSALRQEKALSAIADLLTN   750
gi|194673532|ref|XP_593164.4| DSKLVENCVCLLRNLSYQVHREIPQAERYQEAPPSVANSTGPHAASCFGAKKGK------GKKPTEDPTNDTVDFPKRTSPARGYELLFQPEVIRIYISLLKESKNPAILEASAGAIQNLCAGRWTYGRYIRSALRQEKALSAIADLLTN   750
gi|83745122|ref|NP_031641.2| DSKLVENCVCLLRNLSYQVHREIPQAERYQEALPTVANSTGPHAASCFGAKKGKDEWFSRGKKPTEDPANDTVDFPKRTSPARGYELLFQPEVVRIYISLLKESKTPAILEASAGAIQNLCAGRWTYGRYIRSALRQEKALSAIAELLTS   750
gi|109468364|ref|XP_242062.4| DSKLVENCVCLLRNLSYQVHREIPQAERYQEALPSVANSTGPHAASCFGAKKGK------GKKPTEDPANDTVDFPKRTSPARGYELLFQPEVVRIYISLLKESKTPAILEASAGAIQNLCAGRWTYGRYIRSALRQEKALSAIADLLTS   750
gi|118091411|ref|XP_001232051.1| DSKLVENCVCLLRNLCYQVHREIPHAERYQETPLATTNNAGPHAASCFGAKKGK------GKKLPEDPGADTVDFPKRTTPAKGYELLFQPEVVRIYISLLKESKTPAILEASAGAIQNLCAGNWTYGRYIRSALRQEKGLSAIADLLTH   750
gi|292609897|ref|XP_684691.4| DNKLIENSVCLLRNLSYQVHREIPGCERYLESIPVNQGPLPSQKGGCFSSRKGK------GKRE-DDGTSDTIDIPKRTTPAKGYELLFQPEVVRVYTSLLKESKNPSVLEAAAGAVQNLCAGRWTYGRYIRATMRQEHGLPMMTELLSH   750
gi|292609900|ref|XP_002660581.1| DNKLIENSVCLLRNLSYQVHREIPGCERYLESIPVNQGPLPSQKGGCFSSRKGK------GKRE-DDGTSDTIDIPKRTTPAKGYELLFQPEVVRVYTSLLKESKNPSVLEAAAGAVQNLCAGRWTYGRYIRATMRQEHGLPMMTELLSH   750
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gi|146231940|ref|NP_001078927.1| EHERVVKAASGALRNLAVDARNKELIGKHAIPNLVKNLPGGQQN-SSWNFSEDTVISILNTINEVIAENLEAAKKLRETQGIEKLVLINKSGNRSEKEVRAAALVLQTIWGYKELRKPLEKEGWKKSDFQVNLNNASRSQSSHSYDDSTL   900
gi|114642290|ref|XP_001140660.1| EHERVVKAASGALRNLAVDARNKELIGKHAIPNLVKNLPGGQQN-SSWNFSEDTVISILNTINEVIAENLEAAKKLRETQGIEKLVLINKSGNRSEKEVRAAALVLQTIWGYKELRKPLEKEGWKKSDFQVNLNNASRSQSSHSYDDSTL   900
gi|73982248|ref|XP_849632.1| EHERVVKAASGALRNLAVDARNKELIGKHAIPNLVKNLPGGQQS-SSQNFSEDTVVSLLNTINEVIAENLEAAKKLRETQGIEKLVLINKSGNRSEKEVRAAALVLQTIWGYKELRKPLEKEGWKKSDFQVNLNNASRSQSSHSYDDTTL   900
gi|194673532|ref|XP_593164.4| EHERVVKAASGALRNLAVDARNKELIGKHAIPNLVKNLPGGQQS-SSQNFSEDTVVSILNTINEVIAENLEAAKKLRETQGIEKLVLINKSGNRSEKEVRAAALVLQTIWGYKELRKPLEKEGWKKSDFQVSLNNASRSQSSHSYDDSTL   900
gi|83745122|ref|NP_031641.2| EHERVVKAASGALRNLAVDARNKELIGKHAIPNLVKNLPGGQQN-SSWNFSEDTVVSILNTINEVIAENLEAAKKLRETQGIEKLVLINKSGNRSEKEVRAAALVLQTIWGYKELRKPLEKEGWKKSDFQVNLNNASRSQSSHSYDDSTL   900
gi|109468364|ref|XP_242062.4| EHERVVKAASGALRNLAVDARNKELIGKHAIPNLVKNLPGGQQN-SSWNFSEDTVVSILNTINEVIAENLEAAKKLRETQGIEKLVLINKSGNRSEKEVRAAALVLQTIWGYKELRKPLEKEGWKKSDFQVNLNNASRSQSSHSYDDSTL   900
gi|118091411|ref|XP_001232051.1| DSERVVKAASGALRNLAVDLRNKELIGKHAIPNLVKNLPGGQQT-PAKNLSEDTVVSILNTINEVIVDNLEAAKKLRETQGIEKLVLINKTGNRSEREVRAAAVVLQTVWGYKELRKPLEKEGWKKSDFQVNLSNASRTQGGNSFDDSTL   900
gi|292609897|ref|XP_684691.4| GNDRVVRAMSGALRNLAIDARNRELLGKHAVPNLVANLPGGGQSQPARALSEETVVSVLSTMAEVVGSSVDAAKTLRSAQGIERLVLINKDSNRSDREVRGAGLVLQIVWGFKELRRTLEKDGWKKTDFMVNLNPPNNTRSNGGYEESTL   900
gi|292609900|ref|XP_002660581.1| GNDRVVRAMSGALRNLAIDARNRELLGKHAVPNLVANLPGGGQSQPARALSEETVVSVLSTMAEVVGSSVDAAKTLRSAQGIERLVLINKDSNRSDREVRGAGLVLQIVWGFKELRRTLEKDGWKKTDFMVNLNPPNNTRSNGGYEESTL   900
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gi|146231940|ref|NP_001078927.1| PLIDRNQKSDKKPDREEIQMSNMGSNTKSLDNNYSTPNERGDHNRTLDRSGDLGDMEPLKGTTPLMQDEGQESLEEELDVLVLDDEGGQVSYPSMQKI--  1000
gi|114642290|ref|XP_001140660.1| PLIDRNQKSDKKPDREEIQMSNMGSNTKSLDNNYSTPNERGDHNRTLDRSGDLGDMEPLKGTTPLMQDEGQESLEEELDVLVLDDEGGQVSYPSMQKI--  1000
gi|73982248|ref|XP_849632.1| PLIDRNQKTDKKPDREEIQMSSMGSNTKSLDNNYSTLNERGDHNRTLDRSGDLGEMEPLKG-TPLMQDEGQESLEEELDVLVLDDEGDQVSNPSMQKI--  1000
gi|194673532|ref|XP_593164.4| PLIDRSQRSDKKPDREEIQMSSMGSNTKSLDNNYSTLNERGDHNRTLDRPGDLGEMEPLKG-APLMQDEGQESLEEELDVLFLD-EGEPMSCPAMQKI--  1000
gi|83745122|ref|NP_031641.2| PLIDRNQKSDKKPDREEIPMSNMGSNTKSLDNNYSTLNERGDHNRTLDRSGDLGDMEPLKG------------------------------APLMQKI--  1000
gi|109468364|ref|XP_242062.4| PLIDRNQKSDKKPDREEIPMSNMGSNTKSLDNNYSTLNERGDHNRTLDRSGDLGDMEPLKG------------------------------APLMQKI--  1000
gi|118091411|ref|XP_001232051.1| PLIDRNQKTD----------------------NYSTLNEM-DHSRTLDRSGDLGDTEPVKA-APLMQEEGQESQPE-------AEEDSAVFSPASQKI--  1000
gi|292609897|ref|XP_684691.4| PLIDRGGKQDR--EKDMIPLNDIG------PDAYSTIDQRGRRN-TLDDTLDRSDRDAPQG---------------------GMYGERRGSLPLLDSYDG  1000
gi|292609900|ref|XP_002660581.1| PLIDRGGKQDR--EKDMIPLNDIG------PDAYSTIDQRGRRN-TLDDTLDRSDRDAPQK---------------------I-----------------  1000
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