
                                                                                                                                                                                        
gi|39972847|ref|XP_367814.1| ------------------------MAPSSKRKAINDDFITTISDNEADEFVEEEE--VIQEEAPPKKKSKTIPKKKQKRSSKKASNDDDAED-----EEDGHIEGVWGQNDDDDGAMDSDF--EFVTGAGVEDLDDNPEFEGWGFDGAKK   117
gi|32403416|ref|XP_322321.1| ------------------------MAPSQKRKAIDDDFILTISDNEEDIPLEEEQEVVPRKKAKTATQQSNKQKKKNNKKSKKQQQTEDDDDEAETKEDDAADLGIWGDNDEDDGAMDTEF--QFVVDG---QNEVDAEFDGWGFEGAHK   121
gi|19114126|ref|NP_593214.1| ------------------------MLWNTQYFRIEGMISLGWPRLAKTSILKFVP--IAQNHRIRKMKVQDDFILTIDDSEDDIHYDDYDADAVD--EEMPSNVELKKKSKKATPAKDSDFNGEFLFEADVNKDLSSATDMNWDFDMGSK   122
gi|50311527|ref|XP_455788.1| --------------------------MAVKKFRSFDDFVPTISDSEEDVPDLDAS----DDEMEKKPVKSSKTKNKSKKKAKQQQGSHLDED--------------------VHEDLNPEF--QFSIDS----GEVTTNFAGWDFQGDEK    94
gi|45184660|ref|NP_982378.1| --------------------------MGTKKVNQFKDFVPTISDSEEDIPDLDAS----DDEYET--AGKVKSRKKTKKGRKGGAVIADDED--------------------AHADLNPEF--HFNDEG----AEGTTDFSGWDFVGD--    90
gi|6323021|ref|NP_013093.1| ------------------------MVVGTKKYSNL-DFVPTISDSEDDVPILDSS----DDEKVEAKKTTKKRKGKNNKK-KVSEGDNLDED--------------------VHEDLDAGF--KFDLDA----DDTTSNFQGWNFLAEGE    94
gi|21356161|ref|NP_651970.1| -----------------------------MGATKNLDLIGTIEDDAEVENLSED--------SDAEVEYQPTKLRHKK-------VTEFEKG-----------------------------------------FEFVSSVKEYN--QDTW    63
gi|158287566|ref|XP_309566.4| ------------------------------KLTHQLDFMKTLEDDAEVEDLSEE--------SETEIEYQPTKQKNQK-------LTDFDGG-----------------------------------------FQFVSSVKEYN--HDTW    62
gi|124249330|ref|NP_694705.2| -------------------------------MLAELGFIRTIGENDEVPVEPES-------DSGDEEEEGPIVLGRKQKALQKNRSADFNPD-----------------------------------------FVFTEKEGMYDGSWALA    71
gi|109469261|ref|XP_342583.3| ----MDKLPQKINNRLCRRAALTSGSGCIFNMLAELGFIGTIGENDEVPVEPES-------DSGDEEEEGPIVLGLKQKALQKNRSADFNPD-----------------------------------------FVFTEKQGTYDGSWALA    98
gi|224593278|ref|NP_060365.7| MVLAQRRRGGCEKLRAGPQAVLASGSGFCDNMLADLGLIGTIGEDDEVPVEPES-------DSGDEEEEGPIVLGRRQKALGKNRSADFNPD-----------------------------------------FVFTEKEGTYDGSWALA   102
gi|114682553|ref|XP_514711.2| MVLAQRRRGGCEKLRAGPHAVLASGSGFCDNMLADLGLIGTIGEDDEVPVEPES-------DSGDEEEEGPIVLGRRQKALGKNRSADFNPD-----------------------------------------FVFTEKEGTYDGSWALA   102
gi|122692565|ref|NP_001073740.1| -------------------------------MLSELGFIRTIGEDEDVQVEPET-------DSEDEEEEGPIVLGRKQKALQKNRSADFNPD-----------------------------------------FVFTEKEGMYDGSWAMA    71
gi|73992237|ref|XP_534451.2| -------------------------------MLEELGLIGTIGEDDDVPGHPES-------DSGDEEEEGPVVLGRKQKALQKNRSADFNPD-----------------------------------------FVFTEKEGAYDGSWAMA    71
gi|57529371|ref|NP_001006293.1| -------------------------------MLRGLGLVGTIAEGDEGPEEPESG------DSEDEEEVRPAPGPGRRGAAG----GDFSAA-----------------------------------------FVFGEVEAGGEGAWAAA    68
gi|50838814|ref|NP_001002869.1| -----------------------------------MDLIRTIDDDEEVPEEPDS-------GSDDEADQPIVLKSKEKQALKARGSGHFNAD-----------------------------------------FDFGERDGLYSADWAMA    67
gi|17510559|ref|NP_490891.1| --------------------------------------MEIDESDDE------------------QVQDEAVTVRKKKKMAN--AAEEFAQD-----------------------------------------FIFESGDTQFID--RET    49
gi|30683736|ref|NP_193396.3| -------------------------------MPSSFFFEDASDDELELIRNQEDS------SEEDVKEGEAEEHEAGEDEDGEEEYEEEDDD-----------------------------------------EEEEDEKRKRDADAQSP    72
gi|115488568|ref|NP_001066771.1| --------------------------------------IKPSPPAAARRRRPPPP------PTPAARR---LLLSRGMDADFRFDPDGSDDD-----------------------------------------GAAASAAAGRRKPAQSP    62
gi|124807064|ref|XP_001350899.1| -------------------------------------------------------------MFKKNMKKKICQDKKMSDVDNVSEPESYDKD----------------------------------------------------------    31
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gi|39972847|ref|XP_367814.1| AMGQGN------------GVDLDEIIRRRREK---KEGGTK-----GAAEPEAKAEEEGE-------ALGLDDDDDE------VLARDAFGMGAGSDDEDSAEASEGQDG-----SEASEGEEGD-----------SDDESVASPVPHPD   218
gi|32403416|ref|XP_322321.1| GVVKGANAGGD-----KKAVDIDEIIRRRRERKAAKEGKTT-----ATKEEEDKMEVDEEEDDIEEIDVDLDDDEDG------VLADDAFGMGVGSDVEEEEEKQDAKMGGVDGEDEDSEGEDGEKKGEDEDEGDASDDDSVATAVEHPD   255
gi|19114126|ref|NP_593214.1| TESNRASN----------TVDLDAIISRNRKPD--DDEFPS-----SFPSEEELQEPEQE-------NIDSDDED---------LAIDGFGAGAIAENEDESSQDESESE-----EEDDITEPVP-------------SFANISTQDFNS   221
gi|50311527|ref|XP_455788.1| SDEVE-----------KKDVDLDGIIRRKGGLIMMAATGSDAEESLSEESEEEPEEGDEP-------GESDDEDE---------LALDGFGMGVKRKATEENEEDEEDEE-----EEDDDEDDDK-----------------KTEMSQAD   195
gi|45184660|ref|NP_982378.1| GERAE-----------QKDVDLDGIIRRKGGLVQLAG---------VEESEEEVEEAESA-------AGASDDEE---------LALDGFGMGAVAQREAAGAADESDSES----DKDSDNSAEE-----------------AVELDGVE   183
gi|6323021|ref|NP_013093.1| SNKDDAEAFV------KKDVDLDKIIRRKGGLVKMAHID-------SKQEEETEKEKVEK-------ENDSDDEE---------LAMDGFGMGAPMNNGDENQSEEEEEEE----EKEEEEEEEE-----------------EQEEMTLE   194
gi|21356161|ref|NP_651970.1| DDLMKYVK-------RKARTKTDDKIAARLQKRGGA--------EAVAAE------QSD-----------GSEIDLS---------------------EDELKHDNLRLREKKESKKKKKKAG---------------------------   133
gi|158287566|ref|XP_309566.4| DDLMKFVK-------RKNRGEVNDKIANVIRDRTKE--------NADALK------DDDEEDDEDGNRAYNEEVDLS---------------------DDELKHDYMRVKERKGKKLTEAENGGP-------------------------   145
gi|124249330|ref|NP_694705.2| DVMSQLKK-------KRAATTLDEKIEKVRKRRKAE--------DKEAKSGKVE-EKEGQADSDLKGQENP-GEDEA------------------GSKDEDSETDYSSEDEEILTKADTLKVKE--------------------------   160
gi|109469261|ref|XP_342583.3| DVMSQLKK-------KRAATTLDEKIEKVRKKRKAE--------DKEAKSGKAE-EKEGQEGSDLKGQENL-GENEA------------------GSKDEESETDYSSEDEEILTKADTLKVKE--------------------------   187
gi|224593278|ref|NP_060365.7| DVMSQLKK-------KRAATTLDEKIEKVRKKRKTE--------DKEAKSGKLEKEKEAKEGSEPKEQEDLQENDEE------------------GSEDEASETDYSSADENILTKADTLKVKDR-------------------------   194
gi|114682553|ref|XP_514711.2| DVMSQLKK-------KRAATTLDEKIEKVRKKRKTE--------DKEAKSGKLEKEKEAKEGSEPKEQEDLQENDEE------------------GSEDEASETDYSSADENILTKADTLKVKDR-------------------------   194
gi|122692565|ref|NP_001073740.1| DVLSQLKK-------KRAATTLDEKIEKVRKKRKTE--------DKEAKSGKSEKEKEAKEGSEPEEEEDLERKDVE------------------ASEDEESETDYSSADENILTKADTLKIKER-------------------------   163
gi|73992237|ref|XP_534451.2| DVMSQLKK-------KRAATTLDEKIEKVRKKRKTE--------DKEAKSGKSE-EKEAKEGSELEEQEDHEGKDEE------------------GPEDEDSETDYSSADENILTKADTLKVKER-------------------------   162
gi|57529371|ref|NP_001006293.1| --LRQLRG-------KKSATTLDEKIEKVRQKRKFQ--------EKEAKQAKVK---DGNAETEDNQSEKRECEDFG------------------REEEEDNESQYSLDDETIFTKADTLKVKER-------------------------   155
gi|50838814|ref|NP_001002869.1| DVMAQLKK-------RKAPTTLDEKIEKVRKKRKVE--------EKSQKENKKTETSASKKHDDQEEEEEEEEDDEEEEEDNDADDNDADEVSGGGDDDDDDEDEFSSADEEVLKKADTLREKQK-------------------------   177
gi|17510559|ref|NP_490891.1| EDLQKYLK-------KQTPTSLDEKIAEMRKLKNTG--------KAVIVED----------------EAEAAEAEEK----------------------DEEEDDVQQLGGK--ETRDTVREKRK-------------------------   119
gi|30683736|ref|NP_193396.3| WDFASYSSSVGEEHARRHTTSIDEKISKAIQHRP--------------------------------VPISINEEEEE-------------------EEEEED------ASDAETDKQEEYLSE---------------------------   138
gi|115488568|ref|NP_001066771.1| WEFSSYAESVAAEHARRRTTSIDEKISQALSGSRRGGKPSIPDGDSEGDEDDSEVEDDSEEDDKEVVEGEIDDEEDE-------------------VEESEDDDEGVEVSDEEVEELEEGKGEEKSD-------EVEEGEEGQDGEEEEK   186
gi|124807064|ref|XP_001350899.1| ----------------INGKDNTNRIKNVSDRD-----------------------------------------------------------------EDDVEEMKEGTSERTSISRNNKNSENP-------------------------    75
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gi|39972847|ref|XP_367814.1| DDQESESEQDEDEEEAAKMKEFFAADEPKSDTNKG-NASFQSMSLSRPILRGLTSVGFAKPTPIQSKTIPIALMGKDVVGGAVTGSGKTAAFVVPILERLLYRPKKV----------PTSRVVILAPTRELAIQCHAVATKLASHTD-IK   356
gi|32403416|ref|XP_322321.1| DVQSSDDEEGIDEEEEAKMKEFFAPEEENQPKKKGEMSSFQEMSLSRPILRGLTSVGFTKPTPIQAKTIPISLMGKDVVGGAVTGSGKTAAFVVPILERLLYRPKKV----------PTTRVVILTPTRELAIQCHAVAVKLASHTD-IK   394
gi|19114126|ref|NP_593214.1| DSAAGSSDSEEDEEEIAKKNAFFAEGDKEKSMMTTTHSSFQSMNLSRPILKGLSNLGFEVPTQIQDKTIPLALLGKDIVGAAVTGSGKTAAFIVPILERLLYRPKKV----------PTTRVLILCPTRELAMQCHSVATKIASFTD-IM   360
gi|50311527|ref|XP_455788.1| LGKGKDEDEDIEEDTKEEMAEFYAPEEESADAKKIVHKTFNSLSLSRPVLKGLGSLGYTSPSPIQSAAIPIALLGKDIIAGAVTGSGKTAAFMIPIIERLLYKPAHI----------ASTRVVVLTPTRELAIQVADVGKNIGKFVNGLT   335
gi|45184660|ref|NP_982378.1| FGD--EQEEAREEDTAEEMAQFYAPSNEGEEAKNVVHSTFNSLSLSRPVLKGLAALGYTKPSPIQGATIPIALLGKDVIAGAVTGSGKTAAFMIPIIERLLYKPAKI----------ASTRVLVLTPTRELAIQVADVGKKLGKFVSGLT   321
gi|6323021|ref|NP_013093.1| KGG-KDDEIDEEDDSEEAKADFYAPETEGDEAKKQMYENFNSLSLSRPVLKGLASLGYVKPSPIQSATIPIALLGKDIIAGAVTGSGKTAAFMIPIIERLLYKPAKI----------ASTRVIVLLPTRELAIQVADVGKQIARFVSGIT   333
gi|21356161|ref|NP_651970.1| -----EEDEEDEGEK--------MQFADTVE-ANEQITSFYQMNLSRPLMRAIGVLGYIYPTPIQASTIPVALLGRDICGCAATGTGKTAAYMLPTLERLLYRPLNNK---------AITRVLVLVPTRELGAQVYQVTKQLCQFTT-ID   259
gi|158287566|ref|XP_309566.4| -TVEVKEDTEDGTKE--------DYFEEIEENANGEIQSFYQMDLSRPLMKAIGALGYIYPTPIQASTIPIALMGRDICGCAATGTGKTAAYMLPTIERLLYKPNVAQ---------AVTRVLVLVPTRELGAQVYQVAKQLTQFTN-VD   276
gi|124249330|ref|NP_694705.2| -KKKKKKGQAAGG-----------FFEDASE--YDKSLSFQDMNLSRPLLKAITAMGFKQPTPIQKACIPVGLLGKDICACAATGTGKTAAFALPVLERLIYKPRQA----------AVTRVLVLVPTRELGIQVHSVTKQLAQFCS-IT   285
gi|109469261|ref|XP_342583.3| -KKKKKKGQESGG-----------FFEDASE--YDKSLTFQDMNLSRPLLKAITAMGFKQPTPIQKACIPVGLLGKDICACAATGTGKTAAFALPVLERLIYKPRQA----------AVTRVLVLVPTRELGIQVHSVTKQLAQFCS-IT   312
gi|224593278|ref|NP_060365.7| -KKKKKKGQEAGG-----------FFEDASQ--YDENLSFQDMNLSRPLLKAITAMGFKQPTPIQKACIPVGLLGKDICACAATGTGKTAAFALPVLERLIYKPRQA----------PVTRVLVLVPTRELGIQVHSVTRQLAQFCN-IT   319
gi|114682553|ref|XP_514711.2| -KKKKKKGQEAGG-----------FFEDASQ--YDENLSFQDMNLSRPLLKAITAMGFKQPTPIQKACIPVGLLGKDICACAATGTGKTAAFALPVLERLIYKPRQA----------PVTRVLVLVPTRELGIQVHSVTRQLAQFCN-IT   319
gi|122692565|ref|NP_001073740.1| -KKKKKKGQEAGG-----------FFEDASQ--YDENLSFQDMNLSRPLLKAITAMGFKQPTPIQKACIPVGLLGKDICACAATGTGKTAAFALPVLERLIYKPRQA----------PVTRVLVLVPTRELGIQVHSVTKQLAQFCS-IT   288
gi|73992237|ref|XP_534451.2| -KKKKK-GQETGG-----------FFEDASQ--YDENLSFQDMNLSRPLLKAITAMGFKQPTPIQKACIPVGLLGKDICACAATGTGKTAAFALPVLERLIYKPRQS----------PVTRVLVLVPTRELGIQVHSVTKQLAQFCN-IT   286
gi|57529371|ref|NP_001006293.1| -KRSKKGGQKEAES----------FFEDASE--YDDNLSFQDMNLSRPLLKAITALGFKQPTPIQKACIPVGLLGKDICACAATGTGKTAAFILPVLERLIYKPRQA----------PITRVLVLVPTRELGIQVHSVTKQLAQFSS-VT   281
gi|50838814|ref|NP_001002869.1| -KGKRKMADTTEG-----------FFEDASQ--YDENLTFHDMNLSRPLLKAISTMGFKQPTPIQKACVPVGLLGKDICACAATGTGKTAAFMLPVLERLIYKPRET----------QVTRVLVLVPTRELGIQVHTVARQLAQFTT-IS   302
gi|17510559|ref|NP_490891.1| -SGKSKKSQENEDFF--------SALIDGKSLDTSVNVSFEQMNLSRQILKACSGAGYSDPTPIQQACIPVALTGKDICACAATGTGKTAAFVLPILERMIYRPKGA----------SCTRVLVLVPTRELAIQVFQVFRKLSTFIQ-LE   249
gi|30683736|ref|NP_193396.3| ---DDEAAEYKPED------ATPKPFFSTVDGVSFHADTFMELNLSRPLLRACETLGYKKPTPIQAACIPLALTGRDLCASAITGSGKTAAFALPTLERLLFRPKRV----------FATRVLILTPTRELAVQIHSMIQNLAQFTD-IK   268
gi|115488568|ref|NP_001066771.1| EEGDEEAAEEEEETDKKSGVVDPSKFFASSEGASFHANSFLELNLSRPLLRACEALGYQKPTPIQAACIPLALTGRDICGSAITGSGKTAAFSLPVLERLLFRPKRV----------PAIRVLILTPTRELAAQVHSMIEKLAQFTD-IR   325
gi|124807064|ref|XP_001350899.1| --------------------------KKNNNNIIDMNCLWSDLYISRPFLKVLYEQKFSNPTYIQRDVIPLALEGKSILANSETGSGKTLAFVLPILERLLQSVNIKMRRNNMKGSYNITKALILLPTRELSLQCYDVIRSLTKYVT-IT   198
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gi|39972847|ref|XP_367814.1| FCLAVGGLSLKVQESELRLRPDVIIATPGRFIDHMRNSASFAVD------------------------TVEILVLDEAD-------------------------------RMLEDGFADELNEILTTLPKSRQTMLFSATMTSSVDNLIR   451
gi|32403416|ref|XP_322321.1| FCLAVGGLSLKVQEAELRLRPDVVIATPGRFIDHMRNSASFAVD------------------------TIEILVLDEAD-------------------------------RMLEDGFADELNEILTTLPKSRQTMLFSATMTSSVDRLIR   489
gi|19114126|ref|NP_593214.1| VCLCIGGLSLKLQEQELRKRPDIVIATPGRFIDHMRNSQGFTVE------------------------NIEIMVMDEAD-------------------------------RMLEDGFADELNEIIQACPKSRQTMLFSATMTDKVDDLIR   455
gi|50311527|ref|XP_455788.1| FGLAVGGLNLRQQEQALKTRPDIVIATPGRFIDHLRNSASFSVD------------------------SVEILVIDEAD-------------------------------RMLEEGFQEELQEIMSLIPSKRQTLLFSATMNSKIKQLIS   430
gi|45184660|ref|NP_982378.1| FGLAVGGLNLRQQEQALKLRPDIVIATPGRIIDHIRNSASFSVD------------------------SVEVLVIDEAD-------------------------------RMLEDGFQDELNEIMSLIPSKRQTLLFSATMNSRIKQLIS   416
gi|6323021|ref|NP_013093.1| FGLAVGGLNLRQQEQMLKSRPDIVIATPGRFIDHIRNSASFNVD------------------------SVEILVMDEAD-------------------------------RMLEEGFQDELNEIMGLLPSNRQNLLFSATMNSKIKSLVS   428
gi|21356161|ref|NP_651970.1| VGLAIGGLDVKAQEAVLRQNPDIVIATPGRLIDHIKNTPSFTLD------------------------SIEVLILDEAD-------------------------------RMLDEYFAEQMKEIINSCCKTRQTMLFSATMSEQVKDLAA   354
gi|158287566|ref|XP_309566.4| VGIAIGGLDVKAQEAVLRKNPDVVIATPGRLIDHIKNTPSFSLD------------------------SIEILILDEAD-------------------------------RMLDEYFAEQMKEIIRSCSATRQTMLFSATMTEEVKDLAA   371
gi|124249330|ref|NP_694705.2| TCLAVGGLDVKSQEAALRAAPDILIATPGRLIDHLHNCPSFHLS------------------------SIEVLILDEAD-------------------------------RMLDEYFEEQMKEIIRMCSHHRQTMLFSATMTDEVKDLAS   380
gi|109469261|ref|XP_342583.3| TCLAVGGLDVKSQEAALRAAPDILIATPGRLIDHLHNCPSFHLS------------------------SIEVLILDEAD-------------------------------RMLDEYFEEQMKEIIRMCSHHRQTMLFSATMTDEVKDLAS   407
gi|224593278|ref|NP_060365.7| TCLAVGGLDVKSQEAALRAAPDILIATPGRLIDHLHNCPSFHLS------------------------SIEVLILDEAD-------------------------------RMLDEYFEEQMKEIIRMCSHHRQTMLFSATMTDEVKDLAS   414
gi|114682553|ref|XP_514711.2| TCLAVGGLDVKSQEAALRAAPDILIATPGRLIDHLHNCPSFHLS------------------------SIEVLILDEADSPPVGTACPHAPTLWLLHLPFPQPGAISCPFRMLDEYFEEQMKEIIRMCSHHRQTMLFSATMTDEVKDLAS   445
gi|122692565|ref|NP_001073740.1| TCLAVGGLDVKSQEAALRAAPDILIATPGRLIDHLHNCPSFHLS------------------------SIEVLILDEAD-------------------------------RMLDEYFEEQMKEIIRMCSHHRQTMLFSATMTDEVKDLAS   383
gi|73992237|ref|XP_534451.2| TCLAVGGLDVKSQEAALRAAPDILIATPGRLIDHLHNCPSFHLS------------------------SIEVLILDEAD-------------------------------RMLDEYFEEQMKEIIRMCSHHRQTMLFSATMTDEVKDLAS   381
gi|57529371|ref|NP_001006293.1| TCLAVGGLDVKTQEAALRSGPDILIATPGRLIDHLHNCPSFHLS------------------------SVEVLILDEAD-------------------------------RMLDEYFEEQMKEIIRLCSRHRQTMLFSATMTEEVKDLAS   376
gi|50838814|ref|NP_001002869.1| TCLAVGGLDLKSQEAALRAGPDVLIATPGRLIDHLHNTPSFELS------------------------QIEILILDEAD-------------------------------RMLDEYFEEQMKEIIRMCAYQRQTMLFSATMSEEVKDLAS   397
gi|17510559|ref|NP_490891.1| VCLCAGGLDLKAQEAALRSGPDVVVATPGRLIDHLHNSPSFNLSNIEVFFKTPNIPPKKNSRKICKIPNFQVLVLDEAD-------------------------------RMLEEAFRDQMNELIRLCAQNRQTLLFSATMTEEIDELAS   368
gi|30683736|ref|NP_193396.3| CGLIVGGLSVREQEVVLRSMPDIVVATPGRMIDHLRNSMSVDLD------------------------DLAVLILDEAD-------------------------------RLLQTGFATEITELVRLCPKRRQTMLFSATMTEEVKELVK   363
gi|115488568|ref|NP_001066771.1| CCLIVGGLSTKVQEVALRSMPDIVVATPGRIIDHLRNSLSVGLE------------------------DLAILILDEAD-------------------------------RLLELGFSAEIQELIRMCPRRRQTMLFSATMTEEINELVT   420
gi|124807064|ref|XP_001350899.1| YSLFCGGIDIKQQEYEFKKRNDIFVCTPGRILDLLLNSSSDFIN------------------------YLEIVVFDEAD-------------------------------KLLELGFKEECLKILDVCKFKKQILFFSATLTSDIKQLAN   293
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gi|39972847|ref|XP_367814.1| VGLNKPVRLMVDSQKKT----------------------------------------------VVTLTQEFVRLRPGREEKRMGYLVYLCKNLY---TERVIIFFRQKKIAHHARIIFGLLGLSCAELHGSMSQIQRIQSVEAFRDGKVS   552
gi|32403416|ref|XP_322321.1| AGLNKPVRIMADSQKKT----------------------------------------------AGTLVQEFVRLRPGRESKREGYLLHICKTIY---TERVIIFFRQKKIAHKMRIIFGLFGLSCAELHGSMNQAQRIQSVEDFRDGKVN   590
gi|19114126|ref|NP_593214.1| LSLNRPVRVFVDNKKTT----------------------------------------------AKLLTQEFVRVRPQRELLRPAMLIYLCKELF---HRRTIIFFRSKAFAHKMRVIFGLLSLNATEIHGSLSQEQRVRALEDFRDGKCN   556
gi|50311527|ref|XP_455788.1| LSLKKPVRIMIDPPKQA----------------------------------------------ADKLTQEFIRIR-KRDHLKPALLYQLIRKLDNTSQKRIVVFVARKETAHKLRIVLGLLGMQVGELHGSLTQEQRLQSVNNFKSLQVP   533
gi|45184660|ref|NP_982378.1| LSLKKPVRIMIDPPKQA----------------------------------------------ANKLTQEFVRLR-KREHLKPALLYHLLRKLDSTGQKRIVVFVARKEVAHRLRVILGLLGMKAGELHGSLTQEQRLQSVNNFKSLDVP   519
gi|6323021|ref|NP_013093.1| LSLKKPVRIMIDPPKKA----------------------------------------------ATKLTQEFVRIR-KRDHLKPALLFNLIRKLDPTGQKRIVVFVARKETAHRLRIIMGLLGMSVGELHGSLTQEQRLDSVNKFKNLEVP   531
gi|21356161|ref|NP_651970.1| VSLDKPIKVFVNNNQQV----------------------------------------------AFNLRQEFIRIREDKEGDREPILASLICRTF---HDHCMVFVQTKKQAHRLHILLGLLGVRAGELHGNLTQQQRLESLKKFKEEQID   455
gi|158287566|ref|XP_309566.4| VSLKKPVKIFVNNNQTV----------------------------------------------AFNLRQEFIRIREGREADREAILAALVCRTF---HDHCMVFVQTKRTAHRLRILLGLLGVKTGELHGDLTQAQRLESLKEFKDEQVD   472
gi|124249330|ref|NP_694705.2| VSLKNPVRIFVNSNTDV----------------------------------------------APFLRQEFIRIRPNREGDREAIVAALLMRTF---TDHVMLFTQTKKQAHRMHILLGLLGLQVGELHGNLSQTQRLEALRRFKDEQID   481
gi|109469261|ref|XP_342583.3| VSLKNPVRIFVNSNTDV----------------------------------------------APFLRQEFIRIRPNREGDREAIVAALLMRTF---TDHVMLFTQTKKQAHRMHILLGLLGLQVGELHGNLSQTQRLEALRRFKDEQID   508
gi|224593278|ref|NP_060365.7| VSLKNPVRIFVNSNTDV----------------------------------------------APFLRQEFIRIRPNREGDREAIVAALLTRTF---TDHVMLFTQTKKQAHRMHILLGLMGLQVGELHGNLSQTQRLEALRRFKDEQID   515
gi|114682553|ref|XP_514711.2| VSLKNPVRIFVNSNTDV----------------------------------------------APFLRQEFIRIRPNREGDREAIVAALLTRTF---TDHVMLFTQTKKQAHRMHILLGLMGLQVGELHGNLSQTQRLEALRRFKDEQID   546
gi|122692565|ref|NP_001073740.1| VSLKNPVRIFVNSNTDV----------------------------------------------APFLRQEFIRIRPNREGDREAIVAALLMRTF---TDHVMLFTQTKKQAHRMHILLGLMGLQVGELHGNLSQTQRLEALRRFKDEQID   484
gi|73992237|ref|XP_534451.2| VSLKNPVRIFVNSNTDV----------------------------------------------APFLRQEFVRIRPNREGDREAIVAALLTRTF---TDHVMLFTQTKKQAHRMHILLGLMGLQVGELHGNLSQTQRLEALRRFKDEQID   482
gi|57529371|ref|NP_001006293.1| VSLKNPTRIFVNSNTDV----------------------------------------------APFLRQEFIRIRPNREGDREAIVSALLTRTF---PDHVMLFTQTKKQAHRMHILLGLMGLRVGELHGNLSQAQRLEALRRFKDEQID   477
gi|50838814|ref|NP_001002869.1| VSLKQPVRIFVNSNTDV----------------------------------------------APYLRQEFVRIRPNKEGDREAIVAALLTRTF---QDHVMLFTQTKKQAHRMHILLGLMGLKVGELHGNLSQTQRLESLRRFKDEQID   498
gi|17510559|ref|NP_490891.1| MSLQKPVKIFINENTDT----------------------------------------------ALKLRQEFIRIRAGRETDREAMVAALVTRTF---QTNTIVFVRTKKDCQRMQILLGLLGIKVGQMQSSLTQGQRIESLSKFKKAEID   469
gi|30683736|ref|NP_193396.3| LSLNKPLRLSADPSARR----------------------------------------------PPGLTEEVVRIRRTREANQEAVLLSLCTRTF---KSKVIIFSGTKQAAHRLKILFGLAGLKAAELHGNLTQAQRLDSLELFRKQEVD   464
gi|115488568|ref|NP_001066771.1| LSLNKPVRLEADPSLKR----------------------------------------------PATLTEEVVRIRRAREANQEAVLLALCLKTF---KDKVIIFSGTKHSAHRLKIIFGLSGMKAAELHGNLTQAQRLEALELFKKQEVD   521
gi|124807064|ref|XP_001350899.1| FSLKNPVFIQSGMSFDKNVDGKNTYNAYNTCNTYNDNDNNNIVVNNIISNSFLKISNKASFKISENLKQEFVNIIQEKYR--KASLLYLCNNIY---KNHCIIFFKTKRETHLMYLLFDLLNLRCAELHGSMSQKKRIESIMKFKKAEVD   438
                         .......610.......620.......630.......640.......650.......660.......670.......680.......690.......700.......710.......720.......730.......740.......750

                                   *: *::*:**:**  :  ***   *     *:**:***** *: * : ::  :   ::  ::   .               * :           :         :   :  :: :   : .  . :. :               * *:
gi|39972847|ref|XP_367814.1| FLLATDLASRGLDIKGVDTVINYEAPQSLEIYVHRVGRTARAGRSGTAITLAAEP--DRKVVKAAVKAGKAQG----AKISSRIIDAADADSWQAKIDELEDEVEAVMREEKEEKVLAQADMEMRKGENMIR----YEDDIKARPKRTWF   692
gi|32403416|ref|XP_322321.1| FLLATDLASRGLDIKGVDTVINYEAPQTPEIYVHRVGRTARAGRSGTAITLAAEP--DRKVVKAAVKAGKSQG----AKISSRIIDPADADKWQAEIDELEDEIEEIMQEEKEEKQLQNMEMQVKKGENMIK----YEDEISSRPKRTWF   730
gi|19114126|ref|NP_593214.1| YLLATDVASRGIDIKGIEVVINYEAPATHEVYLHRVGRTARAGRSGRAITLAGEG--DRKVLKGVFKNSSAQN----TKLVNRNLDFNKVEKFGKEIEELEPVVQKVLDEEKQERELKIAERDLKKGENIMK----YGDEIRSRPARTWF   696
gi|50311527|ref|XP_455788.1| VLICTDLASRGLDIPKIEVVINFDMPKTYEIYLHRVGRTARAGREGRSVTFVGESSQDRSIVRSAIRSVEENA--ESGKALSRNVDWTQVEQVNSLIGAKGDVVEEIIEEEKQEKEILRAEMELRKGENMLK----HKEEISARPRRTWF   677
gi|45184660|ref|NP_982378.1| VLVCTDLASRGLDIPKIEVVINYDMPKTYEIYLHRVGRTARAGREGKSVTLVGESTQERSIVKDAIKSVDGSK--GSGRACGRVVDWKQVEEIHKLVQAKEDVIGEILEEEKQEKEILRAEMEIRKGENMLK----FKEEINARPRRTWF   663
gi|6323021|ref|NP_013093.1| VLICTDLASRGLDIPKIEVVINYDMPKSYEIYLHRVGRTARAGREGRSVTFVGESSQDRSIVRAAIKSVEENKSLTQGKALGRNVDWVQIEETNKLVESMNDTIEDILVEEKEEKEILRAEMQLRKGENMLK----HKKEIQARPRRTWF   677
gi|21356161|ref|NP_651970.1| VLIATDVAARGLDIVGVKTVINFVMPITTEHYIHRVGRTARAGRAGISVSLAGEK--ERKIVKDIIK-NAEST------IKNRIIPPEIIEKYRNKLTSLEPEIQNILDEEQAERQLAKTEQQLSKTERKLLG--------QTNERRGWF   588
gi|158287566|ref|XP_309566.4| ILIATDVAARGLDISTVKTVINFVMPATLEHYIHRVGRTARAGKAGVSVSLAGEQ--ERKIVKEIVK-NAVSS------VKNRIIPLDIIEKYRNKVAALEPEIDRVLAEERAEKLLRQTEQQLTSAERKLLGNAGKAAKQDVPPPREWF   613
gi|124249330|ref|NP_694705.2| ILVATDVAARGLDIEGVKTVINFTMPNTVKHYVHRVGRTARAGRAGRSVSLVGEE--ERKMLKEIVK-AAKAP------VKARILPQDVILKFRDKIEKLEKDVYAVLQLEAEEKEMQQSEAQIDTAQRLLA--KGKETADQEPE-RSWF   619
gi|109469261|ref|XP_342583.3| ILVATDVAARGLDIEGVKTVINFTMPNTVKHYVHRVGRTARAGRAGRSVSLVGEE--ERKMLKEIVK-AAKAP------VKARILPQDVILKFRDKIEKMEKDVYAVLQLEAEEREVQQSEAQIDTAQRLLS--KGKQTADQEPE-RSWF   646
gi|224593278|ref|NP_060365.7| ILVATDVAARGLDIEGVKTVINFTMPNTIKHYVHRVGRTARAGRAGRSVSLVGED--ERKMLKEIVK-AAKAP------VKARILPQDVILKFRDKIEKMEKDVYAVLQLEAEEKEMQQSEAQINTAKRLLE--KGKEAVVQEPE-RSWF   653
gi|114682553|ref|XP_514711.2| ILVATDVAARGLDIEGVKTVINFTMPNTIKHYVHRVGRTARAGRAGRSVSLVGED--ERKMLKEIVK-AAKAP------VKARILPQDVILKFRDKIEKMEKDVYAVLQLEAEEKEMQQSEAQINTAKRLLE--KGKEAVVQEPE-RSWF   684
gi|122692565|ref|NP_001073740.1| ILVATDVAARGLDIEGVKTVINFTMPNTIKHYVHRVGRTARAGRAGRSVSLVGEE--ERKMLKEIVK-AAKAP------VKARILPQDVILKFRDKIEKMEKDVYAVLQLEAEEKEMQKSEAQINTAQRLLE--KGKEAPNPEPE-RSWF   622
gi|73992237|ref|XP_534451.2| ILVATDVAARGLDIEGVKTVINFTMPNTIKHYVHRVGRTARAGRAGRSVSLVGEE--ERKMLKEIVK-AAKAP------VKARILPQDVILKFRDKIEKMEKDVYAVLQLEAEEKELQQSEAQINTAKRLLEREKGKEASNHEPE-RSWF   622
gi|57529371|ref|NP_001006293.1| ILVATDVAARGLDIEGVKTVINFTMPNTTKHYVHRVGRTARAGRAGRSVSLVGEE--ERKMLKEIVK-AAKTP------VKARILPQDVILKFREKIENLEKDVYAVLCLEREEREMQQSEAQINKAKKQLE-EGKQEAATKGVE-RSWF   616
gi|50838814|ref|NP_001002869.1| ILVATDVAARGLDIEGVKTVINFTMPNTVKHYVHRVGRTARAGKVGRSVSLVGET--ERKMLKEIVK-KAKFP------VKARVIPQEVILKFRDLIEKLEKDVYAVLCLEKEEKEMAHSEAQISSAQKRLT----KSEDEKQLP-RTWF   634
gi|17510559|ref|NP_490891.1| VLVSTDLASRGLDIEGVQTVINMNMPKSIKQYIHRVGRTARAGKAGRSISLVGED--ERKLLKEIVNSNADRT------LKQRLVAPEVVEAYRRRIDELEETIQQIDEEDRAEKELRIAEASMAKTQNALE---VGENGGAPAERRVWM   608
gi|30683736|ref|NP_193396.3| FLIATDVAARGLDIIGVQTVINYACPREIDSYVHRVGRTARAGREGYAVTFVTDS--DRSLLKVIAK-KVGSK------LKSRVIPEQSIVKWSQIIDEMEDQYSAVISAERDERALRKAEMEFAKAENMLE----HRDEIYARPKRTWF   601
gi|115488568|ref|NP_001066771.1| FLIATDVAARGIDIVGVRTVINFSCPRDARTYLHRVGRTARAGREGYAVTFVTDD--DRSLLKAIAK-KAGSQ------LKSRIVAEKPVAECAKLIEELEDQISTIIQEEREERILRKAEMEATKAENMIA----HKDEIYSRPKRTWF   658
gi|124807064|ref|XP_001350899.1| FLLTTELASRGIDIDHVLYVINYNVPSNVIKYVHRIGRTARIGKEGIASTLYLQK--EKIEVKKIVKGLKKSK---NLKILKRTIAENNVLVWYKIIKENKQKLNDIIQQEKIDKEIEMSNKSIDKIKNMIT----FKDEIMSRPARTWF   579
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gi|39972847|ref|XP_367814.1| ETEKDKKAAREAGRAA------------------------------------------LNGVREALKKKHGGKNLSNKDKKKLDAMAEAKEARVWKKGAAER----------------------AGKGAVLNFK---KDKSSKKGPVVGG   775
gi|32403416|ref|XP_322321.1| ETQEDKKKAKAAGRAE------------------------------------------LNGVRDKLKSKNEGK-LSNKDRKKLDTMQERKQERTYKKGSAER----------------------AGKGAVLNLKKVVKKVGRSAGPKKKG   815
gi|19114126|ref|NP_593214.1| QSEKDKQASKAS-------------------------------------------------------EAKDKKSLAKRKKQ----MEKEEVPRAYKKTKNDR----------------------LSN-----------------------   742
gi|50311527|ref|XP_455788.1| QSEAEKKNSKMLQ-----------------------------------------------------VLAKNKKPINSKKRKQQEALAEN--PRLYKKTQKDR----------------------VEYQE---------------------   729
gi|45184660|ref|NP_982378.1| QSESEKKNSSILQ-----------------------------------------------------ALSKNKKVTNSKKRKREEAQQEVG-SRQYKKTQKDR----------------------TTNQE---------------------   716
gi|6323021|ref|NP_013093.1| QSESDKKNSKVLG-----------------------------------------------------ALSRNKKVTNSKKRKREEAKADGNGARSYRKTKTDR----------------------IADQE---------------------   731
gi|21356161|ref|NP_651970.1| QTKQQREAEKDRLALTTGDEDKASGGKGKGKTAGKRKRPEYGGDGEDGPPVKDLEAKRNKKKKEEPRK-KTPEQLAKERAMKEIEKVSLVRAKMAKLRKRPG-------------------KLGAATEVHRSGASDGKP------KRRGG   712
gi|158287566|ref|XP_309566.4| QTQHERREEKNRLAGEEQGE--------KKKAAKKRKRRDDD-DEEDFDPVRYHEEKRKQQKAAAGGGGATAKQLARERALEEVRKVSMVQAKLAKIRNRPG-------------------RVNAAEEEHGNGPADGRAGGKSNKKRSKN   735
gi|124249330|ref|NP_694705.2| QTKEERKKEKIAKALQ------------------------------EFDLALRGKKKRKKFMKD---AKKKGEMTAEERSQFEILKAQMFAERLAKRNRRTK-------------------RARAMPEDEPTG-PAKKQ-------KQQQ   709
gi|109469261|ref|XP_342583.3| QTKEERKKEKIAKALQ------------------------------EFDLALRGKKKRKKFMKD---VKKKGEMTAEERSQFEILKAQMFAERLAKRNRRTK-------------------RARAMPEEEPAAGPAKKQ-------KQHK   737
gi|224593278|ref|NP_060365.7| QTKEERKKEKIAKALQ------------------------------EFDLALRGKKKRKKFMKD---AKKKGEMTAEERSQFEILKAQMFAERLAKRNRRAK-------------------RARAMPEEEPVRGPAKKQ-------KQGK   744
gi|114682553|ref|XP_514711.2| QTKEERKKEKIAKALQ------------------------------EFDLALRGKKKRKKFMKD---AKKKGEMTAEERSQFEILKAQMFAERLAKRNRRAK-------------------RARAMPEEEPVRGPAKKQ-------KQGK   775
gi|122692565|ref|NP_001073740.1| QTKEERKKEKIAKALQ------------------------------EFDLALRGKKKRKKFMKE---AKKKGEMTAEERSQFEILKAQMFAERLAKRNRRAK-------------------RARAMPEEEPVRAPAKKQ-------KQVK   713
gi|73992237|ref|XP_534451.2| QTKEERKKEKIAKALQ------------------------------EFDLALRGKKKRKKFMKD---AKKKGEMTAEERSQFEILKAQMFAERLAKRNRRAK-------------------RARAMPEEEPARGPAKKQ-------KQVN   713
gi|57529371|ref|NP_001006293.1| QTREERKKEKLAKALQ------------------------------EFDLALRGKKKRKKFMQD---TQRKAQMTPEERSQFEILKSQMYAERLAKRNRRVK-------------------RARALPEEEPAAAPKGPK-------RKKK   707
gi|50838814|ref|NP_001002869.1| QTNEERKKDRMAKALQ------------------------------DFDLALRGKKKRAQFLKQ---GKRK-ELTAEERAQLEVLKSQMFAERAAKRERKQK-------------------RARAIPEDQPDKKALKKNAG-----KAGK   726
gi|17510559|ref|NP_490891.1| MKESQIEKQR------------------------------------------KREEKRQMKVDA-----RKKAEAAKTPEDIQIEHEAAFHVRAAKRARHSKN-----------------KRIRAVVESAGTKGAGKAAQNKKKASSNSK   694
gi|30683736|ref|NP_193396.3| MTEKEKKLVAQAEKDSAGN--------------------------PAGGELVSADRAEDLKMKEKRKREREKNLPRKKRRKLEAAREMLEDNEGEEEEEDEEGDEKRGRSRGKDKKKQETDKKGLTLKDLGYMRAKAVKAK-QRAIDSGK   724
gi|115488568|ref|NP_001066771.1| ATEKEKKLLAKAAKESTSQG-------------------------KSNSGVISAQQAEDLRLKEKKRREREKNLPRKKRRRLEAEREMLED-ESEDEEEAKE-------SKGGKK-----EKKGQSLVDVAYRRAKSMKASGKRGAGTGK   770
gi|124807064|ref|XP_001350899.1| LTEKEKKNLKKESKKN-------------------------------------DKDKNNNNIKMNDHYENDGYDDVNHIKKKNSQKENNKKISTFNNYNNLK---------------------NKKNKKGNDEEDQEEQKKKLQSYRKII   671
                         .......910.......920.......930.......940.......950.......960.......970.......980.......990......1000......1010......1020......1030......1040......1050

                                                                                                                                                                                        
gi|39972847|ref|XP_367814.1| RVAKKGAPRGKPRRR---------------------------------------------------------------------------------------------------------------------------------------   790
gi|32403416|ref|XP_322321.1| GNAGKGG-KGKGRRKLPQSPYPRPNNFLPNEPSFKPWFSQPSKASEATQQSTKLALFPFLRRLFGPRAHTRSTLVRYLLPSTVRDRYREHLFNFRHRTLPRHKVRLQTRIYRFILERRRKKQAGGRLVDIIRRQSRRLVYGTGGGAGVRK   964
gi|19114126|ref|NP_593214.1| ---KKSTKKSKSKRK---------------------------------------------------------------------------------------------------------------------------------------   754
gi|50311527|ref|XP_455788.1| RQYSKKQAAYGKKGK--KGKK---------------------------------------------------------------------------------------------------------------------------------   748
gi|45184660|ref|NP_982378.1| LAFRK-QKKGGNKKK--KVRK---------------------------------------------------------------------------------------------------------------------------------   734
gi|6323021|ref|NP_013093.1| RTFKKQKSTNSNKKKGFKSRR---------------------------------------------------------------------------------------------------------------------------------   752
gi|21356161|ref|NP_651970.1| QSAFTNDLTDVSRGGALRLRSEANRHKKMTKIAAKK----KASSVKLTNKAGKNKFNKGKNFGGPRHAKKDKKK----------------------------------------------------------------------------   782
gi|158287566|ref|XP_309566.4| FSRFEHDLTDVGSKNVKKLRYDASKKQRMDKLDKRKQSGMKMSTEKLRNKHGLNKQTKGKSFGQKAPRRKPTDG----------------------------------------------------------------------------   809
gi|124249330|ref|NP_694705.2| KSVFDEELTNTSKKALKQYRAGPS-------FEERK-------------QSGLPRQRRG-NFKSKSRYKRKK------------------------------------------------------------------------------   760
gi|109469261|ref|XP_342583.3| KSVFDEELTNTSKKALKQYRAGPS-------FEERK-------------QLGLPRQRRG-NFKSKSRYKRKK------------------------------------------------------------------------------   788
gi|224593278|ref|NP_060365.7| KSVFDEELTNTSKKALKQYRAGPS-------FEERK-------------QLGLPHQRRGGNFKSKSRYKRRK------------------------------------------------------------------------------   796
gi|114682553|ref|XP_514711.2| KSVFDEELTNTSKKALKQYRAGPS-------FEERK-------------QLGLPHQRRGGNFKSKSRYKRRK------------------------------------------------------------------------------   827
gi|122692565|ref|NP_001073740.1| KSVFDEELTNTSKKALKQYRAGPS-------FEERK-------------KLGLPHQRRGGNFKSKSRYKRRK------------------------------------------------------------------------------   765
gi|73992237|ref|XP_534451.2| KSVFDEELTNTSRKALKQYRAGPS-------FEERK-------------QLGLPHQRRGGNFKSKSRYKRKK------------------------------------------------------------------------------   765
gi|57529371|ref|NP_001006293.1| VSVFDEELTNTSRKALKQYRAGPS-------FEDRK-------------RLGMAQRRKGGNFKSKSRYKRK-------------------------------------------------------------------------------   758
gi|50838814|ref|NP_001002869.1| KSVFDKELTNTSKKNLKQYRAGPS-------FEDRK-------------RLGLPN-KKGGRFKSKAKFKRK-------------------------------------------------------------------------------   776
gi|17510559|ref|NP_490891.1| TSLRDIPLVNAGSRGVQKAQKGQK-------PGAKKGFTSALASVSKKSVKAARHGPEDSKFQKARVAHRMKTKKY--------------------------------------------------------------------------   763
gi|30683736|ref|NP_193396.3| MERPKPDKKQSRSKPRNQPRGEEMKDLFKSDMGEKK------QGRGGAAAAAKPRTKSKNSFKSKARYKRR-------------------------------------------------------------------------------   789
gi|115488568|ref|NP_001066771.1| GKNDKKAKQHSGKGPTRQ---EEMQELFQNDMSEWK------QGRS-LKKNNVMRKKSKNSFKSKSRYNRRK------------------------------------------------------------------------------   832
gi|124807064|ref|XP_001350899.1| RDLKLNMLHNKSNKSQNKNNRVYN-------------------------KNVKNKRIKKINVKRNNAIHSI-------------------------------------------------------------------------------   717
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gi|39972847|ref|XP_367814.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   790
gi|32403416|ref|XP_322321.1| SIGIGRASGGGLGPGLVGRRSLPWKQQRLLRDREETSNTNTNGPDDSQAQAPSQRKTDANDKMTSPYTHGYTGQYGANEQPYESGSRRRKLAAMAGSVYRAGVAAASEIREQYSQTRLTRDMGDGSPEQVHIPGAFPEVPIIHKGQEQLI  1114
gi|19114126|ref|NP_593214.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   754
gi|50311527|ref|XP_455788.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   748
gi|45184660|ref|NP_982378.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   734
gi|6323021|ref|NP_013093.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   752
gi|21356161|ref|NP_651970.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   782
gi|158287566|ref|XP_309566.4| ------------------------------------------------------------------------------------------------------------------------------------------------------   809
gi|124249330|ref|NP_694705.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   760
gi|109469261|ref|XP_342583.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   788
gi|224593278|ref|NP_060365.7| ------------------------------------------------------------------------------------------------------------------------------------------------------   796
gi|114682553|ref|XP_514711.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   827
gi|122692565|ref|NP_001073740.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|73992237|ref|XP_534451.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|57529371|ref|NP_001006293.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   758
gi|50838814|ref|NP_001002869.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   776
gi|17510559|ref|NP_490891.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   763
gi|30683736|ref|NP_193396.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   789
gi|115488568|ref|NP_001066771.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   832
gi|124807064|ref|XP_001350899.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   717
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gi|39972847|ref|XP_367814.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   790
gi|32403416|ref|XP_322321.1| LFPSYAKRHVKGIHLPRRPSDLGGNAYGTPNGGGNGIGPGVDERDYWTAEWNRHEDEKAVVDVDIRGWIYMPPKGPMSRKNRMVMGVARRLSGLPQTAALQAGAGPQQGGGDLRRTVTDLEGLGEEERIAKEAREIERRGQGEKEAAIRG  1264
gi|19114126|ref|NP_593214.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   754
gi|50311527|ref|XP_455788.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   748
gi|45184660|ref|NP_982378.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   734
gi|6323021|ref|NP_013093.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   752
gi|21356161|ref|NP_651970.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   782
gi|158287566|ref|XP_309566.4| ------------------------------------------------------------------------------------------------------------------------------------------------------   809
gi|124249330|ref|NP_694705.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   760
gi|109469261|ref|XP_342583.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   788
gi|224593278|ref|NP_060365.7| ------------------------------------------------------------------------------------------------------------------------------------------------------   796
gi|114682553|ref|XP_514711.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   827
gi|122692565|ref|NP_001073740.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|73992237|ref|XP_534451.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|57529371|ref|NP_001006293.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   758
gi|50838814|ref|NP_001002869.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   776
gi|17510559|ref|NP_490891.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   763
gi|30683736|ref|NP_193396.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   789
gi|115488568|ref|NP_001066771.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   832
gi|124807064|ref|XP_001350899.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   717
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gi|39972847|ref|XP_367814.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   790
gi|32403416|ref|XP_322321.1| EYSERPRADDMDDGFGAMRQRRSPSPPNSTAPVRTNSGLGAFPSEMTEAELAAANASLNARLAPFMATPLVGLPITLFFYNDQRSKSKTIETNASGHFIARVPLDFVPTHFRVLANENISTTQPVEVIEPRGVSLISDVDDTIKRSNING  1414
gi|19114126|ref|NP_593214.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   754
gi|50311527|ref|XP_455788.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   748
gi|45184660|ref|NP_982378.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   734
gi|6323021|ref|NP_013093.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   752
gi|21356161|ref|NP_651970.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   782
gi|158287566|ref|XP_309566.4| ------------------------------------------------------------------------------------------------------------------------------------------------------   809
gi|124249330|ref|NP_694705.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   760
gi|109469261|ref|XP_342583.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   788
gi|224593278|ref|NP_060365.7| ------------------------------------------------------------------------------------------------------------------------------------------------------   796
gi|114682553|ref|XP_514711.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   827
gi|122692565|ref|NP_001073740.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|73992237|ref|XP_534451.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|57529371|ref|NP_001006293.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   758
gi|50838814|ref|NP_001002869.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   776
gi|17510559|ref|NP_490891.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   763
gi|30683736|ref|NP_193396.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   789
gi|115488568|ref|NP_001066771.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   832
gi|124807064|ref|XP_001350899.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   717
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gi|39972847|ref|XP_367814.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   790
gi|32403416|ref|XP_322321.1| GAREIFRNTFVRELADQTIDGVKELYTSLHNMGVKLHYVSNSPWQLYPVLATFFHKAGLPPGSIDLKQYSGMLQGIFEPVAERKKGTLERILRDFPERKFLLVGDSGEADLEVYTDLALAYPGRILAVFIRDVTTPEQVDMGYFTSNTQA  1564
gi|19114126|ref|NP_593214.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   754
gi|50311527|ref|XP_455788.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   748
gi|45184660|ref|NP_982378.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   734
gi|6323021|ref|NP_013093.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   752
gi|21356161|ref|NP_651970.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   782
gi|158287566|ref|XP_309566.4| ------------------------------------------------------------------------------------------------------------------------------------------------------   809
gi|124249330|ref|NP_694705.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   760
gi|109469261|ref|XP_342583.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   788
gi|224593278|ref|NP_060365.7| ------------------------------------------------------------------------------------------------------------------------------------------------------   796
gi|114682553|ref|XP_514711.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   827
gi|122692565|ref|NP_001073740.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|73992237|ref|XP_534451.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|57529371|ref|NP_001006293.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   758
gi|50838814|ref|NP_001002869.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   776
gi|17510559|ref|NP_490891.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   763
gi|30683736|ref|NP_193396.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   789
gi|115488568|ref|NP_001066771.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   832
gi|124807064|ref|XP_001350899.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   717
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gi|39972847|ref|XP_367814.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   790
gi|32403416|ref|XP_322321.1| TDRNNGLERSDSGRRRAQTMRAATATNTRDVAPPPPKLPPRSSPQPKGPIMGDLIDLSDDPPQQPAYDPRTSSLNAMHASRSTGDIPQRKGPPPRPAKPTALRSSPAEINTGGAPPPLPPKPRESPRPNTSHQNSSASASAPGSGSGSRG  1714
gi|19114126|ref|NP_593214.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   754
gi|50311527|ref|XP_455788.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   748
gi|45184660|ref|NP_982378.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   734
gi|6323021|ref|NP_013093.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   752
gi|21356161|ref|NP_651970.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   782
gi|158287566|ref|XP_309566.4| ------------------------------------------------------------------------------------------------------------------------------------------------------   809
gi|124249330|ref|NP_694705.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   760
gi|109469261|ref|XP_342583.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   788
gi|224593278|ref|NP_060365.7| ------------------------------------------------------------------------------------------------------------------------------------------------------   796
gi|114682553|ref|XP_514711.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   827
gi|122692565|ref|NP_001073740.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|73992237|ref|XP_534451.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|57529371|ref|NP_001006293.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   758
gi|50838814|ref|NP_001002869.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   776
gi|17510559|ref|NP_490891.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   763
gi|30683736|ref|NP_193396.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   789
gi|115488568|ref|NP_001066771.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   832
gi|124807064|ref|XP_001350899.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   717
                         ......1810......1820......1830......1840......1850......1860......1870......1880......1890......1900......1910......1920......1930......1940......1950

                                                                                                                                                                                        
gi|39972847|ref|XP_367814.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   790
gi|32403416|ref|XP_322321.1| PAPPPPPPRRTSTVNLSQSQSRQSQQPPLPPPRRVQTTNSSSYDSDTDEWGLPLPLENRTLGSGNGGRSNTFLPVRPATSYDTMNGVNGASVYATNNSASGGGANSPVNKKLEIWLRRLAEAHELLEKQGVKLYTWREGRDVVAEAEGIV  1864
gi|19114126|ref|NP_593214.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   754
gi|50311527|ref|XP_455788.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   748
gi|45184660|ref|NP_982378.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   734
gi|6323021|ref|NP_013093.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   752
gi|21356161|ref|NP_651970.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   782
gi|158287566|ref|XP_309566.4| ------------------------------------------------------------------------------------------------------------------------------------------------------   809
gi|124249330|ref|NP_694705.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   760
gi|109469261|ref|XP_342583.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   788
gi|224593278|ref|NP_060365.7| ------------------------------------------------------------------------------------------------------------------------------------------------------   796
gi|114682553|ref|XP_514711.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   827
gi|122692565|ref|NP_001073740.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|73992237|ref|XP_534451.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   765
gi|57529371|ref|NP_001006293.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   758
gi|50838814|ref|NP_001002869.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   776
gi|17510559|ref|NP_490891.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   763
gi|30683736|ref|NP_193396.3| ------------------------------------------------------------------------------------------------------------------------------------------------------   789
gi|115488568|ref|NP_001066771.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   832
gi|124807064|ref|XP_001350899.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   717
                         ......1960......1970......1980......1990......2000......2010......2020......2030......2040......2050......2060......2070......2080......2090......2100

                                                  
gi|39972847|ref|XP_367814.1| ----------------   790
gi|32403416|ref|XP_322321.1| REAMRGFNQGVGGRRS  1880
gi|19114126|ref|NP_593214.1| ----------------   754
gi|50311527|ref|XP_455788.1| ----------------   748
gi|45184660|ref|NP_982378.1| ----------------   734
gi|6323021|ref|NP_013093.1| ----------------   752
gi|21356161|ref|NP_651970.1| ----------------   782
gi|158287566|ref|XP_309566.4| ----------------   809
gi|124249330|ref|NP_694705.2| ----------------   760
gi|109469261|ref|XP_342583.3| ----------------   788
gi|224593278|ref|NP_060365.7| ----------------   796
gi|114682553|ref|XP_514711.2| ----------------   827
gi|122692565|ref|NP_001073740.1| ----------------   765
gi|73992237|ref|XP_534451.2| ----------------   765
gi|57529371|ref|NP_001006293.1| ----------------   758
gi|50838814|ref|NP_001002869.1| ----------------   776
gi|17510559|ref|NP_490891.1| ----------------   763
gi|30683736|ref|NP_193396.3| ----------------   789
gi|115488568|ref|NP_001066771.1| ----------------   832
gi|124807064|ref|XP_001350899.1| ----------------   717
                         ......2110......


