
                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| MGASSPRSPEPVGPPAPGLPFCCGGSLLAVVVLLALPVAWGQCNAPEWLPFARPTNLTDEFEFPIGTYLNYECRPGYSGRPFSIICLKNSVWTGAKDRCRRKSCRNPPDPVNGMVHVIKGIQFGSQIKYSCTKGYRLIGSSSATCIISGD   150
gi|114572323|ref|XP_514159.2| MGASSPRSPEPVGPPAPGLPFCCGGSLLAVVVLLALPVAWGQCNAPEWLPFARPTNLTDEFEFPIGTYLNYECRPGYYGRPFSIICLKNSVWTGAKDRCRRKSCRNPPDPVNGMVHVIKDIQFGSQIKYSCTKGYRLIGSSSATCIISGD   150
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------
                      1.......10........20........30........40........50........60........70........80........90.......100.......110.......120.......130.......140.......150

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| TVIWDNETPICDRIPCGLPPTITNGDFISTNRENFHYGSVVTYRCNPGSGGRKVFELVGEPSIYCTSNDDQVGIWSGPAPQCIIPNKCTPPNVENGILVSDNRSLFSLNEVVEFRCQPGFVMKGPRRVKCQALNKWEPELPSCSRVCQPP   300
gi|114572323|ref|XP_514159.2| TVIWDNETPICDRIPCGLPPTITNGDFISTNRENFHYGSVVTYRCNPGSGGRKVFELVGEPSIYCTSNDDQVGIWSGPAPQCIIPNKCTPPNVENGILVSDNRSLFSLNEVVEFRCQPGFVMKGPPRVKCQALNKWEPELPSCSRVCQPP   300
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------
                      .......160.......170.......180.......190.......200.......210.......220.......230.......240.......250.......260.......270.......280.......290.......300

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| PDVLHAERTQRDKDNFSPGQEVFYSCEPGYDLRGAASMRCTPQGDWSPAAPTCEVKSCDDFMGQLLNGRVLFPVNLQLGAKVDFVCDEGFQLKGSSASYCVLAGMESLWNSSVPVCEQIFCPSPPVIPNGRHTGKPLEVFPFGKTVNYTC   450
gi|114572323|ref|XP_514159.2| PDVLHAERTQRDKDNFSPGQEVFYSCEPGYDLRGAASLRCTPQGDWSPATPTCEVKSCDDFMGQLLNGRVLFPVNLQLGAKVDFVCDEGFQLKGSSASYCVLAGMESLWNSSVPVCE---------------------------------   417
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------
                      .......310.......320.......330.......340.......350.......360.......370.......380.......390.......400.......410.......420.......430.......440.......450

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| DPHPDRGTSFDLIGESTIRCTSDPQGNGVWSSPAPRCGILGHCQAPDHFLFAKLKTQTNASDFPIGTSLKYECRPEYYGRPFSITCLDNLVWSSPKDVCKRKSCKTPPDPVNGMVHVITDIQVGSRINYSCTTGHRLIGHSSAECILSGN   600
gi|114572323|ref|XP_514159.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   417
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------
                      .......460.......470.......480.......490.......500.......510.......520.......530.......540.......550.......560.......570.......580.......590.......600

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| AAHWSTKPPICQRIPCGLPPTIANGDFISTNRENFHYGSVVTYRCNPGSGGRKVFELVGEPSIYCTSNDDQVGIWSGPAPQCIIPNKCTPPNVENGILVSDNRSLFSLNEVVEFRCQPGFVMKGPRRVKCQALNKWEPELPSCSRVCQPP   750
gi|114572323|ref|XP_514159.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   417
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------
                      .......610.......620.......630.......640.......650.......660.......670.......680.......690.......700.......710.......720.......730.......740.......750

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| PDVLHAERTQRDKDNFSPGQEVFYSCEPGYDLRGAASMRCTPQGDWSPAAPTCEVKSCDDFMGQLLNGRVLFPVNLQLGAKVDFVCDEGFQLKGSSASYCVLAGMESLWNSSVPVCEQIFCPSPPVIPNGRHTGKPLEVFPFGKTVNYTC   900
gi|114572323|ref|XP_514159.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   417
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------
                      .......760.......770.......780.......790.......800.......810.......820.......830.......840.......850.......860.......870.......880.......890.......900

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| DPHPDRGTSFDLIGESTIRCTSDPQGNGVWSSPAPRCGILGHCQAPDHFLFAKLKTQTNASDFPIGTSLKYECRPEYYGRPFSITCLDNLVWSSPKDVCKRKSCKTPPDPVNGMVHVITDIQVGSRINYSCTTGHRLIGHSSAECILSGN  1050
gi|114572323|ref|XP_514159.2| ----------------------------------------------------------------------------------------------------RKSCKTPPDPVNGMVHVITDIQVGSRINYSCTTGHRLIGHSSAECILSGN   467
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------
                      .......910.......920.......930.......940.......950.......960.......970.......980.......990......1000......1010......1020......1030......1040......1050

                                                                                                                                                        * .*:*.         *. ....*  .* 
gi|86793109|ref|NP_000642.3| AAHWSTKPPICQRIPCGLPPTIANGDFISTNRENFHYGSVVTYRCNPGSGGRKVFELVGEPSIYCTSNDDQVGIWSGPAPQCIIPNKCTPPNVENGILVSDNRSLFSLNEVVEFRCQPGFVMKGPRRVKCQALNKWEPELPSCSRVCQPP  1200
gi|114572323|ref|XP_514159.2| AAHWSTKPPICQRIPCGLPPTIANGDFISTNRENFHYGSVVTYRCNPGSRGRKVFELVGEPSIYCTSNDDQVGIWSGPAPQCIIPNKCTPPNVENGILVSDNRSLFSLNEVVEFRCQPGFAMKGPRRVKCQALNKWEPELPSCSRVCQPP   617
gi|73960701|ref|XP_851667.1| -------------------------------------------------------------------------------------------------------------------------MGAPQRAG-------APRSTGAPRSRSPQ    22
                      ......1060......1070......1080......1090......1100......1110......1120......1130......1140......1150......1160......1170......1180......1190......1200



                                   .* *::       **                                                                          *: .:: ** .: . *                                         
gi|86793109|ref|NP_000642.3| PDVLHAERTQRDKDNFSPGQEVFYSCEPGYDLRGAASMRCTPQGDWSPAAPTCEVKSCDDFMGQLLNGRVLFPVNLQLGAKVDFVCDEGFQLKGSSASYCVLAGMESLWNSSVPVCEQIFCPSPPVIPNGRHTGKPLEVFPFGKAVNYTC  1350
gi|114572323|ref|XP_514159.2| PDVLHAERTQRDKDNFSPGQEVFYSCEPGYDLRGAASLRCTPQGDWSPAAPTCEVKSCDGFMGQLLNGRVLFPVNLQLGAKVDFVCDEGFQLKGSSASYCVLAGMESLWNSSVPVCEQIFCPSPPVIPNGRHTGKPLEVFPFGKAVNYTC   767
gi|73960701|ref|XP_851667.1| ----EAPRSR-------PG--------------------------------------------------------------------------GALPAFLVLLALPEAW-----------------------------------------    46
                      ......1210......1220......1230......1240......1250......1260......1270......1280......1290......1300......1310......1320......1330......1340......1350

                                                                       *:*:**::: ***     * *:******:****** *  * **:.**:* **** :::*:**** ***: :** : *  * :.** ::*:*..*::****** .**:*.*
gi|86793109|ref|NP_000642.3| DPHPDRGTSFDLIGESTIRCTSDPQGNGVWSSPAPRCGILGHCQAPDHFLFAKLKTQTNASDFPIGTSLKYECRPEYYGRPFSITCLDNLVWSSPKDVCKRKSCKTPPDPVNGMVHVITDIQVGSRINYSCTTGHRLIGHSSAECILSGN  1500
gi|114572323|ref|XP_514159.2| DPHPDRGTTFDLIGESTIRCTSDPQGNGVWSSPAPRCGILGHCQAPDHFLFAKLKTQTNASDFPIGTSLKYECRPEYYGRPFSITCLDNLVWSSPKDVCRRKSCKTPPDPVNGMVHVITDIQVGSRINYSCTTGHRLIGHSSAECILSGN   917
gi|73960701|ref|XP_851667.1| ----------------------------------------GQCKAPEQLPFAKPLRLFNESEFPIGTSIKYECRPGYQKRVFSMKCLQNSVWSSIENMCKRKSCGTPPELLNGKLTVDGDARFGSTVHYACNVGYQLIGHSSISCIISDN   156
                      ......1360......1370......1380......1390......1400......1410......1420......1430......1440......1450......1460......1470......1480......1490......1500

                               :. *. .****: * *  ** ******:***** * *.:******* * **.*::****:*******:*::** **. .****: *:****::**.* :*:*:*** * *.*.* *:*****:** .* **  *** ******:*.**.*
gi|86793109|ref|NP_000642.3| TAHWSTKPPICQRIPCGLPPTIANGDFISTNRENFHYGSVVTYRCNLGSRGRKVFELVGEPSIYCTSNDDQVGIWSGPAPQCIIPNKCTPPNVENGILVSDNRSLFSLNEVVEFRCQPGFVMKGPRRVKCQALNKWEPELPSCSRVCQPP  1650
gi|114572323|ref|XP_514159.2| SAHWSTKPPICQRIPCGLPPTIANGDFISTNRENFHYGSVVTYRCNLGSRGRKVFELVGEPSIYCTSNDDQVGIWSGPAPQCIIPNKCTPPNVENGILVSDNRSLFSLNEVVEFRCQPGFVMKGPHRVKCQALNKWEPELPSCSRVCQPP  1067
gi|73960701|ref|XP_851667.1| TVVWDDDPPICETIHCEPPPDIANGDFLSTNREYFPYATVVTYRCNTGHRGEKLYELVGNPSIYCTSEDNRVGTWSDLPPQCIVLNRCTPPDIENAIRISENKSLFFLYETVRFICKPGFVMEGPSNVYCQRQNKWGPELPSCTRACQAP   306
                      ......1510......1520......1530......1540......1550......1560......1570......1580......1590......1600......1610......1620......1630......1640......1650

                               ***:**:*:. ::*.*:*************:*:*****:********* ****  *** ***.***:*:****:.*****************:***.*:***** .***********:*******:****:****. * *******:***
gi|86793109|ref|NP_000642.3| PEILHGEHTPSHQDNFSPGQEVFYSCEPGYDLRGAASLHCTPQGDWSPEAPRCAVKSCDDFLGQLPHGRVLFPLNLQLGAKVSFVCDEGFRLKGSSVSHCVLVGMRSLWNNSVPVCEHIFCPNPPAILNGRHTGTPSGDIPYGKEISYTC  1800
gi|114572323|ref|XP_514159.2| PEILHGEHTPSHQDNFSPGQEVFYSCEPGYDLRGAASLHCTPQGDWSPEAPRCAVKSCDDFLGQLPHGRVLFPLNLQLGAKVSFVCDEGFRLKGSSVSHCVLVGMRSLWNNSVPVCEQIFCPNPPAILNGRHTGTPFGDIPYGKEISYTC  1217
gi|73960701|ref|XP_851667.1| PEIFHGKHSARNKDSFAPGQEVFYSCEPGYELQGAASLRCTPQGDWSPAAPRCEGKSCADFLDQLPNGHVLFPISLQLGAKVSFVCDEGFRLQGSSASYCVLVGTESLWNNSVPVCEQIFCPNPPSILNGHHTGTSWGRIPYGKEITYTC   456
                      ......1660......1670......1680......1690......1700......1710......1720......1730......1740......1750......1760......1770......1780......1790......1800

                               * ** *** *:******* **** :***:**.***:* *   **:**:**:****.*  .**: ***:******:* ***  : ***:*********.:* ***:                                             
gi|86793109|ref|NP_000642.3| DPHPDRGMTFNLIGESTIRCTSDPHGNGVWSSPAPRCELSVRAGHCKTPEQFPFASPTIPINDFEFPVGTSLNYECRPGYFGKMFSISCLENLVWSSVEDNCRRKSCGPPPEPFNGMVHINTDTQFGSTVNYSCNEGFRLIGSPSTTCLV  1950
gi|114572323|ref|XP_514159.2| DPHPDRGMTFNLIGESTIRCTSDPHGNGVWSSPAPRCELPVHAGHCKTPEQFPFASPTIPINDFEFPVGTSLNYECRPGYFGKMFSISCLENLVWSSVEDNCRRKSCGPPPEPFNGMVHINTDTQFGSTVNYSCNEGFRLIGSPSTTCLV  1367
gi|73960701|ref|XP_851667.1| DHHPTRGMIFKLIGESTIFCTSDNQGNGIWSGPAPHCVL---AGYCKAPEEFPFAKPLTAINESEFPIGTSLNYKCLPGYSENTFSITCLENLVWSSAKDICRRE---------------------------------------------   558
                      ......1810......1820......1830......1840......1850......1860......1870......1880......1890......1900......1910......1920......1930......1940......1950

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| SGNNVTWDKKAPICEIISCEPPPTISNGDFYSNNRTSFHNGTVVTYQCHTGPDGEQLFELVGERSIYCTSKDDQVGVWSSPPPRCISTNKCTAPEVENAIRVPGNRSFFTLTEIIRFRCQPGFVMVGSHTVQCQTNGRWGPKLPHCSRVC  2100
gi|114572323|ref|XP_514159.2| SGNNVTWDKKAPICEIISCEPPPTISNGDFYSNNRASFHNGTVVTYQCHTGPDGEQLFELVGERSIYCTSKDDQVGVWSSPPPRCISTNKCTAPEVENAIRVPGNRSFFSLTEIVRFRCQPGFVMVGSHTVQCQTNGRWGPKLPHCSRVC  1517
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   558
                      ......1960......1970......1980......1990......2000......2010......2020......2030......2040......2050......2060......2070......2080......2090......2100

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| QPPPEILHGEHTLSHQDNFSPGQEVFYSCEPSYDLRGAASLHCTPQGDWSPEAPRCTVKSCDDFLGQLPHGRVLLPLNLQLGAKVSFVCDEGFRLKGRSASHCVLAGMKALWNSSVPVCEQIFCPNPPAILNGRHTGTPFGDIPYGKEIS  2250
gi|114572323|ref|XP_514159.2| QPPPEILHGEHTPSHQDNFSPGQEVFYSCEPGYDLRGAASLHCTPQGDWSPEAPRCTVKSCDDFLGQLPHGRVLFPLNLQLGAKVSFVCDEGFRLKGRSASHCVLAGMKALWNSSVPVCEQIFCPNPPAILNGRHTGTPFGDIPYGKEIS  1667
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   558
                      ......2110......2120......2130......2140......2150......2160......2170......2180......2190......2200......2210......2220......2230......2240......2250

                                                                                                                                                                                     
gi|86793109|ref|NP_000642.3| YACDTHPDRGMTFNLIGESSIRCTSDPQGNGVWSSPAPRCELSVPAACPHPPKIQNGHYIGGHVSLYLPGMTISYICDPGYLLVGKGFIFCTDQGIWSQLDHYCKEVNCSFPLFMNGISKELEMKKVYHYGDYVTLKCEDGYTLEGSPWS  2400
gi|114572323|ref|XP_514159.2| YACDTHPDRGMTFNLIGESSIRCTSDPQGNGVWSSPAPRCELSVPAACPHPPKIQNGHDIGGHVSLYLPGMTISYICDPGYLLVGKGFIFCTDQGIWSQLDHYCKEVNCSFPLFMNGISKELEMKKVYHYGDYVTLKCEDGYTLEGSPWS  1817
gi|73960701|ref|XP_851667.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   558
                      ......2260......2270......2280......2290......2300......2310......2320......2330......2340......2350......2360......2370......2380......2390......2400



                                                                                                                        
gi|86793109|ref|NP_000642.3| QCQADDRWDPPLAKCTSRTHDALIVGTLSGTIFFILLIIFLSWIILKHRKGNNAHENPKEVAIHLHSQGGSSVHPRTLQTNEENSRVLP  2489
gi|114572323|ref|XP_514159.2| QCQADDRWDPPLAKCTSRAHDALIVGTSSGTIFFILLIIFLSWIILKHRKGNNAHEKPKEVAIHLHSQGGSSVHPRTLQTNEENSRVLP  1906
gi|73960701|ref|XP_851667.1| -----------------------------------------------------------------------------------------   558
                      ......2410......2420......2430......2440......2450......2460......2470......2480.........


