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gi|24655582|ref|NP_611409.1| -MTSSWVIGNVG-TLQTLGPKGDLPNNFETMWRHTIQSTRYLAGNASLCRQIAT---HSPKLGAESNRSKEKASENESFMANIFRGSLVSSQVFPYPDVLTAEQKELTNSLIDPFERFFS-DVNDAARNDANSKIDDTTSTALWELGAFG   144
gi|158293556|ref|XP_314893.4| ---------------------------LTTTIFPLLPSSRCLS-AAPQAKQAEA---QQATPSEAEKRP------NMSFLTNIFRGQVQPAQVFPYPEALDAEQKEYIASFVDPVTKFFEEDGYDPVKAEKNGGPDEATFQSMWEMGLMG   113
gi|23956084|ref|NP_059062.1| -MQSARMTPSVGRQLLRLGARSSRSTTVLQGQPRPISAQRLYAREATQAVLDK----PETLSSDASTREKPARAESKSFAVGMFKGQLTIDQVFPYPSVLSEEQAQFLKELVGPVARFFE-EVNDPAKNDALEKVEDDTLQGLKELGAFG   144
gi|6978435|ref|NP_037023.1| -MQSARMTPSVGRQLLRLGARSSRS-AALQGQPRPTSAQRLYASEATQAVLEK----PETLSSDASTREKPARAESKSFAVGMFKGQLTTDQVFPYPSVLNEGQTQFLKELVGPVARFFE-EVNDPAKNDSLEKVEEDTLQGLKELGAFG   143
gi|4557235|ref|NP_000009.1| -MQAARMAASLGRQLLRLGGGSSRL-TALLGQPRPGPARRPYAGGAAQLALDK----SDSHPSDALTRKKPAKAESKSFAVGMFKGQLTTDQVFPYPSVLNEEQTQFLKELVEPVSRFFE-EVNDPAKNDALEMVEETTWQGLKELGAFG   143
gi|27806205|ref|NP_776919.1| -MQAARMTASLGRTLLRLRGVSSWP-GELLGQPRPGPAPRPYASGVAQAAVDQ----SDSQPSEASTREKRANSVSKSFAVGTFKGQLTTDQVFPYPSVLNEDQTQFLKELVGPVTRFFE-EVNDAAKNDMLERVEETTMQGLKELGAFG   143
gi|73955386|ref|XP_546581.2| ------MAPSVGRQLRRLGVGSSRP-SALLGQPLPGPACRPYASGAAQAVLEK----SDSHSSEAPTREKQAKAESKSFAAGMFKGQLTTDQVFPYPSVLSEEQTQFLKELVGPVSRFFE-EVNDPAKNDTLEKVEETTLQGLKELGAFG   138
gi|47086807|ref|NP_997776.1| MLLRKVTSPAICSSVLRLQPAITGA-QRQSGALVGVQNVRLYASQTAEAVLDKNVVSRDTTATAETVDKAVVSVESKSFAVNMFKGQISTSQVFPYPSVLNEEQSQFLRELVGPCSKFFE-EVNDPMKNDALEKVEEHTLQGLKEMGAFG   148
gi|71985184|ref|NP_001022062.1| -----------------------------------MLSTLSKSARLNQTRFIRLS--HSAAAAKDAKPKKVAAVDSPSFVMNLFRGKAVTDQVFPYPLNMTDEQKETLGMVMSPLEKMLV-EVNDVVKNDETSDIPRAVLDQFAELGTFG   112
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gi|24655582|ref|NP_611409.1| IQVPSEFGGLGLNNTQYGRLCAIVGVNDLGLGITIGAHQSIGFKGILLYGTPEQKEKYLPKVAAEQVYAAFALTEPSSGSDAGSIRCRAVKSADGKHYVLNGSKIWISNGGIAEIMTVFAQTEQVDPKTGEKKDKVTAFIVERSFGGVTN   294
gi|158293556|ref|XP_314893.4| MQAPEEYGGLALPNTGYARMGELVGAADLGLAVVFGAHQSIGWKGVLLYGTEEQKRKYLPQVVTGGTIACFCLTEPSSGSDAGSIRSRAVKSADGSHYVLNGSKIWISGGGLADIFTVFAQTEVTDPKTGQKKDKVTAFIVERGFGGVTS   263
gi|23956084|ref|NP_059062.1| LQVPSELGGLGLSNTQYARLAEIVGMHDLGVSVTLGAHQSIGFKGILLYGTKAQREKYLPRVASGQALAAFCLTEPSSGSDVASIRSSAIPSPCGKYYTLNGSKIWISNGGLADIFTVFAKTPIKDAATGAVKEKITAFVVERSFGGVTH   294
gi|6978435|ref|NP_037023.1| LQVPSELGGLGLSNTQYARLAEIVGMHDLGVSVTLGAHQSIGFKGILLYGTKAQKEKYLPRVASGQALAAFCLTEPSSGSDVASIRSSAVPSPCGKYYTLNGSKIWISNGGLADIFTVFAKTPIKDAATGAVKEKITAFVVERSFGGVTH   293
gi|4557235|ref|NP_000009.1| LQVPSELGGVGLCNTQYARLVEIVGMHDLGVGITLGAHQSIGFKGILLFGTKAQKEKYLPKLASGETVAAFCLTEPSSGSDAASIRTSAVPSPCGKYYTLNGSKLWISNGGLADIFTVFAKTPVTDPATGAVKEKITAFVVERGFGGITH   293
gi|27806205|ref|NP_776919.1| LQVPNELGGVGLCNTQYARLVEIVGMYDLGVGIVLGAHQSIGFKGILLFGTKAQKEKYLPKLASGETIAAFCLTEPSSGSDAASIRSSAVPSPCGKYYTLNGSKIWISNGGLADIFTVFAKTPVTDTATGAVKEKITAFVVERSFGGVTH   293
gi|73955386|ref|XP_546581.2| LQVPSELGGVGLCNTQYARLVEIVGTHDLGVGITLGAHQSIGFKGILLFGTKAQKEKYLPKLASGESIAAFCLTEPSSGSDAASIRSSAVPSPCGKYYTLNGSKIWISNGGLADVFTVFAKTPVTDAATGAVKEKITAFVVERSFGGVTH   288
gi|47086807|ref|NP_997776.1| LQVPADLGGVGLTNTQYARLVEIVGMHDLGVGITLGAHQSIGFKGILLFGNPQQKEKYLPKLATGENIAAFCLTEPASGSDAASIKTTAVRSPCGQYYTMNGSKIWISNGGTAEIFTVFAKTPVKDEKTGEMKDKITAFIVERSFGGVSS   298
gi|71985184|ref|NP_001022062.1| VLVPPELEGSGFNNSQMARVAEIVGAYDLGFGVVMGAHQSIGYKGILLEGTDAQKQKYLPDLATGRKFAAFALTEPTTGSDASSVRTRAELSADGKHYVLNGGKIWISNGGFADVFTVFAQTPVK-QADGSTKDKMSAFIVERAFGGVTS   261
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gi|24655582|ref|NP_611409.1| GPPEKKMGIKASNTAEVYFEDVKIPIENVLGKEGDGFKVAMNILNNGRFGMGATLSGTMKKCIEQATEHANNRVQFGQKLKNYGSIQEKLAQMNILQYATESMAFTISQNMDAGSKDYHLEAAISKIYASESAWYVCDEAIQILGGMGYM   444
gi|158293556|ref|XP_314893.4| GPPEDKMGIKCSNTAEVYFDDVKIPAENVLGGEGNGFKVAMNILNNGRFGMSGTLAGTMAHCIRKAAEHATTRVQFGQKIENFGNVQEKLARMAMHQYVSQSMGYMISGNMDAGHTDYHLEAAISKIFSSEAAWYVCDEAIQILGGNGFM   413
gi|23956084|ref|NP_059062.1| GLPEKKMGIKASNTSEVYFDGVKVPSENVLGEVGDGFKVAVNILNNGRFGMAATLAGTMKSLIAKAVDHATNRTQFGDKIHNFGVIQEKLARMAILQYVTESMAYMLSANMDQGFKDFQIEAAISKIFCSEAAWKVADECIQIMGGMGFM   444
gi|6978435|ref|NP_037023.1| GLPEKKMGIKASNTSEVYFDGVKVPAENVLGEVGDGFKVAVNILNNGRFGMAATLAGTMKAIIAKAVDHATNRTQFGDKIHNFGVIQEKLARMAILQYVTESMAYMLSANMDQGFKDFQIEAAISKIFGSEAAWKVTDECIQIMGGMGFM   443
gi|4557235|ref|NP_000009.1| GPPEKKMGIKASNTAEVFFDGVRVPSENVLGEVGSGFKVAMHILNNGRFGMAAALAGTMRGIIAKAVDHATNRTQFGEKIHNFGLIQEKLARMVMLQYVTESMAYMVSANMDQGATDFQIEAAISKIFGSEAAWKVTDECIQIMGGMGFM   443
gi|27806205|ref|NP_776919.1| GPPEKKMGIKASNTAEVYFDGVRVPAENVLGEVGGGFKVAMHILNNGRFGMAAALAGTMKGIIAKAVDHAANRTQFGEKIHNFGLIQEKLARMAMLQYVTESMAYMVSANMDQGSTDFQIEAAISKIFGSEAAWKVTDECIQIMGGMGFM   443
gi|73955386|ref|XP_546581.2| GPPEKKMGIKASNTAEVYFDSVRVPAENVLGEVGSGFKVAMHILNNGRFGMAAALAGTMRGIIAKAVDHAANRTQFGEKIHNFGLIQEKLARMAMLQYVTESMAYMVSANMDQGSTDFQIEAAISKIFGSEAAWKVTDECIQILGGMGFM   438
gi|47086807|ref|NP_997776.1| GPPEKKMGIKASNTAEVYFENVRVPADCVLGEVGGGFKVAMNILNNGRFGMAAALSGTMKGVITKAVDHAANRTQFGNKIHNYGAIQEKMARMAMLQYVTESMAYMVSGNMDSGATEFQIEAAISKIFASEAAWLVTDECIQVMGGMGFM   448
gi|71985184|ref|NP_001022062.1| GPQEKKMGIKGSNTTEVHFDNLKIPVENLLGKEGEGFKVAMNILNNGRFGIPAACTGAMKHCIQKTVDHITTRVQFGKKLQEFGNIQEKLVEMISKLYATESIVYMLSSNMDRGIKEYQLEAAIGKVLASENAWLVCDDAIQVHGGMGFM   411
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gi|24655582|ref|NP_611409.1| VDNGLERVLRDLRIFRIFEGTNDILRLFIALTGIQYAGSHLKELQRAFKNPSANLGLIFKEASRRAASTVGLG-GTDLSGHVVGELLPYAKKTAHCIDLFGQSVEELLLRYNKNIVNEQILLTRLANAAIDIYAMVVTQSRSSRAVNLNL   593
gi|158293556|ref|XP_314893.4| KSSGLEKFLRDIRIYRIFEGANDILRLFVTLTGIQYAGSHLKELQRAFKNPTANLGLIFKEGSRRAVRSIGYG-GTDLSTFVVDPLKESAALCADSIDRFSKTIEALLIKHGKGIVDQQFLLIRLADSAIDIYGMSCVLSRASKAVRENN   562
gi|23956084|ref|NP_059062.1| KEPGVERVLRDIRIFRIFEGANDILRLFVALQGCMDKGKELTGLGNALKNPFGNVGLLMGEAGKQLRRRTGIGSGLSLSGIVHPELSRSGELAVQALDQFATVVEAKLVKHKKGIVNEQFLLQRLADGAIDLYAMVVVLSRASRSLSEGY   594
gi|6978435|ref|NP_037023.1| KEPGVERVLRDIRIFRIFEGTNDILRLFVALQGCMDKGKELTGLGNALKNPLGNVGLLIGEASKQLRRRTGIGSGLSLSGIVHPELSRSGELAVQALEQFATVVEAKLMKHKKGIVNEQFLLQRLADGAIDLYAMVVVLSRASRSLSEGY   593
gi|4557235|ref|NP_000009.1| KEPGVERVLRDLRIFRIFEGTNDILRLFVALQGCMDKGKELSGLGSALKNPFGNAGLLLGEAGKQLRRRAGLGSGLSLSGLVHPELSRSGELAVRALEQFATVVEAKLIKHKKGIVNEQFLLQRLADGAIDLYAMVVVLSRASRSLSEGH   593
gi|27806205|ref|NP_776919.1| KEPGVERVLRDLRIFRIFEGTNDILRLFVALQGCMDKGKELSGLGNALKNPFGNAGLLLGEAGKQLRRRAGLGSGLSLSGIVHQELSRSGELAVQALEQFATVVEAKLIKHKKDIINEQFLLQRLADSAIDLYAMVVVLSRASRSLSEGH   593
gi|73955386|ref|XP_546581.2| KEPGVERVLRDLRIFRIFEGTNDILRLFVALQGCMDKGKELSGLGNALKNPFGNAGLLLGEAGKQLRRRAGLGSGLSLSGIIHQELNRSGELTVQALEQFATVVEAKLIKHKKGIVNEQFVLQRLADSAIDLYAMVVVLSRASRSLSEGH   588
gi|47086807|ref|NP_997776.1| KDAGVERVLRDLRIFRIFEGTNDILRLFVALNGFQNAGNQLKSLQKALKNPLGNAGMLAGEITKRAKRRAGLGSGLTLQGTVHPELNHSGELTVKAIEQFGAVIEELLLKHGKKIIDEQFVLKRVADCAIDLYAMVVVLSRASRSLNQGH   598
gi|71985184|ref|NP_001022062.1| RETGLERVLRDLRIFRIFEGANDVLRLFIALTGAQHAGKHLAEQASGVG---GLIGLAVS-------RVTGGNTGSNFGQVVDASLQDSAKVLDQQIALFGQTVQGLLMKHKKGIIDRQYEMHRVADAAINIYSSAAVLSRATYAIKNKS   551
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gi|24655582|ref|NP_611409.1| PTAQHELNMTKALTIQASDRVIKNLQAATSS-HHRSLNEKISTIAKTTLENGGVTTTGILDQN   655
gi|158293556|ref|XP_314893.4| PSAEHELLMAKAWCVEANDRVRINIRRVNNG-VFVKNYDTMSAIAKNICARQGIVQSNPVGIA   624
gi|23956084|ref|NP_059062.1| PTAQHEKMLCDSWCIEAATRIRENMASLQSSPQHQELFRNFRSISKAMVENGGLVTGNPLGI-   656
gi|6978435|ref|NP_037023.1| PTAQHEKMLCDSWCIEAATRIRENMASLQSNPQQQELFRNFRSISKAMVENGGLVTSNPLRV-   655
gi|4557235|ref|NP_000009.1| PTAQHEKMLCDTWCIEAAARIREGMAALQSDPWQQELYRNFKSISKALVERGGVVTSNPLGF-   655
gi|27806205|ref|NP_776919.1| PTAQHEKMLCDSWCIEAAARIRENMTALQSDPQQQELFRNFKSISKALVERGGVVTSNPLGF-   655
gi|73955386|ref|XP_546581.2| PTAQHEKMLCDSWCIEAAARVRETMAALQSDPQQQELFRNFKSISKALVERGGMVTSNPLGF-   650
gi|47086807|ref|NP_997776.1| SSAQHEKMLCETWCTEAHERVMQDIKFLRSG-TSKQTFKNLRAISAAVVENGGVVAPHPLGF-   659
gi|71985184|ref|NP_001022062.1| SSADFERKVATYYVDKAMKSSNRFLKDAGSGVENASKVATIESLAKEVCGNGGLTLQHPVEL-   613
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