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gi|7706683|ref|NP_057405.1| -------------MAWNTNLRWRLPLTCLLLQVIMVILFGVFVRYDFEADAHWWSERTHKNLS-DMENEFYYRYPSFQDVHVMVFVGFGFLMTFLQRYGFSAVGFNFLLAAFGIQWALLMQGWFHFLQ--DRYIVVGVENLINADFCVAS   150
gi|78486572|ref|NP_001030600.1| -------------MAWNTNLRWRLPLTCLLLQVVMVILFGVFVRYDFEADAHWWSERTHKNLS-DVENEFYYRYPSFQDVHVMVFVGFGFLMTFLQRYGFSAVGFNFLLAAFGIQWALLMQGWFHFLQ--GRYIVVGVENLINADFCVAS   150
gi|9790197|ref|NP_062773.1| -------------MAWNTNLRGRLPITCLILQVTMVVLFGVFVRYDIQADAHWWLEKKRKNISSDVENEFYYRYPSFQDVHAMVFVGFGFLMTFLQRYGFSAVGFNFLLAAFGIQWALLMQGWFHYFE--EGHIVLSVENIIQADFCVAS   150
gi|34013520|ref|NP_898876.1| -------------MAWNTNLRGRLPITCLILQVTMVVLFGVFVRYDIQADAHWWLEKKRKNISSDVENEFYYRYPSFEDVHAMVFVGFGFLMTYLQRYGFSAVGFNFLLAAFGIQWALLMQGWFHFFE--EGHILLSVENLIQADFCVAS   150
gi|73951467|ref|XP_549635.2| -------------MVWNTNLRWRLPVTCLLLQVALVVLFGVFVRYDMDADPHWIDKKEAENSTSDMENEFYYRYPSFQDVHVMIFVGFGFLMTFLQRYGYSSVGFNFLLAAFGIQWALLLQGWFHSYY--RGYIRVGVENLINADFCVGS   150
gi|27806429|ref|NP_776597.1| -------------MIWNTNLRWRLPVACLLLEVALIALFGVFVRYDMDADPHWVQEKVIKNLSTDLENEFYYRYPSFQDVHVMIFVGFGFLMTFLQRYGYSSVGFNF-LAAFGIQWALLMQGWLQSFD--GRYILVDLENLINADFCVGS   150
gi|52138643|ref|NP_001004370.1| -----MERPRHQGMTKNTYMRWRLPLICLLWEVAMIILFGVFVHFGPEADAHWEEEKREMNLTSDIENDFYFRYPSFQDVHVMIFVGFGFLMTFLKRYGFGAVGFNFLLAAFGIQWALLMQGWFHSFQ--NGKILIGVENLINADFCVGS   150
gi|147906216|ref|NP_001083046.1| MGNFIECCRGFWCGPKNPNVRVSLPIVCFIWQIAMIILFGLFVRYDIESDAHWAEHKKHENITSDIENDFYFRYPSFQDVHVMIFVGFGFLMTFLKRYSFGAVGFNFLVAAFGLQWALLMQGWFHSLDPVDGTIKIGVESLINADFCVAG   150
gi|156616328|ref|NP_001096088.1| -------------MVKNTNIRISLPAVCFVWQIAMIILFGVFIRYNEESDSHWIETRKKNNISTDLENDFYYRYPSFQDVHVMIFVGFGFLMTFLKRYSFGSVGFNFLIAAFGIQWALLMQGWFHSFDKEDLKIKIGVENLINADFCVAG   150
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gi|7706683|ref|NP_057405.1| VCVAFGAVLGKVSPIQLLIMTFFQVTLFAVNEFILLNLLKVKDAGGSMTIHTFGAYFGLTVTRILYRRNLEQSKERQNSVYQSDLFAMIGTLFLWMYWPSFNSAISYHGDSQHRAAINTYCSLAACVLTSVAISSALHKKGKLDMVHIQN   300
gi|78486572|ref|NP_001030600.1| VCVAFGAVLGKVSPIQLLIMTFFQVTLFAVNEFILLNLLKVKDAGGSMTIHTFGAYFGLTVTRILYRRNLEQSKERQNSVYQSDLFAMIGTLFLWMYWPSFNSAISYHGDSQHRAAINTYCSLAACVLTSVAISSALHKKGKLDMVHIQN   300
gi|9790197|ref|NP_062773.1| SCVAFGAVLGKVSPMQLLIMTFFQVTLFTVNEFILLNLIEAKDAGGSMTIHTFGAYFGLTVTWILYRKNLDQSKQRQSSVYHSDLFAMIGTLFLWIYWPSFNSASSFHGDAQHRAALNTYLSLAASVLTTVTVSSIVHKKGKLDMVHIQN   300
gi|34013520|ref|NP_898876.1| TCVAFGAVLGKISPMQLLIMTFFQVTLFTVNEFILLNLIEAKDAGGSMTIHTFGAYFGLTVTWILYRKNLEQSKQRQSSVYHSDLFAMIGTLFLWIYWPSFNSASSFHGDTQHRAALNTYLSLAASVLTTVAVSSVIHKKGKLDMVHIQN   300
gi|73951467|ref|XP_549635.2| VCVAFGAVLGKVSPVQLLIMTLFQVTLFSVNEFILLNLLEVKDAGGSMTIHTFGAYFGLTVTWILYRPGLHQSKERQSSVYHSDLFAMIGTLFLWMYWPSFNSAVSNHGDAQHRAAINTYCSLAACVLTSVALSSALHKKGKLDMVHIQN   300
gi|27806429|ref|NP_776597.1| VCVAFGAVLGKVSPVQLLIMTLFQVTLFSINEYILLNLLEVKDSGGSMTIHAFGAYFGLTVAWILYRPNLHLSKERQSSTYHSDLFAMIGTLFLWMYWPSFNSAISNHGDAQHRAAINTYCSLAACVLTSVALSSALHRKGKLDMVHIQN   300
gi|52138643|ref|NP_001004370.1| VCVAFGAILGKTSPVQLLIMTLFQVTLFAVNEYILLNLLHVKDAGGSMTIHTFGAYFGLTVTRFLYRPNLEQSKDKEGSVYHSDLFAMIGTLYLWMYWPSFNSAISEHGDAQHRAAINTYCSLAACVLTTMAFSSMLQKKGKLDMVHIQN   300
gi|147906216|ref|NP_001083046.1| CLIAYGALLGKVSPVQLMVMTLFGITLYAVEEYIILNLLHVRDAGGSMVIHTFGAYYGLTISWILYRPKLDQAKHLNGSVYHSDVFAMIGTLFLWMFWPSFNSAISNHGDGQHRAAINTYLSLAASVLTTFAISSMSAKKGKVDMVHIQN   300
gi|156616328|ref|NP_001096088.1| CLIAYGACLGKVSPVQLMVLTLFGVTLYAVEEYIILDLLHVRDAGGSMVIHTFGAYYGLTISWVLYRPFLSQSNHLQRSVYHSDVFAMIGTLFLWMFWPSFNSAIADHGDGQHRAAINTYLSLAASVLTTFALSSLSKKYGKLDMVHIQN   300
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gi|7706683|ref|NP_057405.1| ATLAGGVAVGTAAEMMLMPYGALIIGFVCGIISTLGFVYLTPFLESRLHIQDTCGINNLHGIPGIIGGIVGAVTAASASLEVYGKEGLVHSFDFQGFNGDWTARTQGKFQIYGLLVTLAMALMGGIIVGLILRLPFWGQPSDENCFEDAV   450
gi|78486572|ref|NP_001030600.1| ATLAGGVAVGTAAEMMLMPYGALIIGFVCGIISTLGFVYLTPFLESRLHIQDTCGINNLHGIPGIIGGIVGAVTAASASLEVYGKEGLVHSFDFQGFKGDWTARTQGKFQIYGLLVTLAMALMGGIIVGLILRLPFWGQPSDENCFEDAV   450
gi|9790197|ref|NP_062773.1| ATLAGGVGVGTAAEMMLTPYGALIVGFFCGIFSTLGFAYLTPFLESRLRIQDTCGIHNLHGIPGIIGGIVGAVTAAYSSPDVYGEPGIVHSFGFGSYKMDWNKRMQGRSQIFGLLLSLAMALVGGIIVGFILKLPFWGQAADENCFEDSI   450
gi|34013520|ref|NP_898876.1| ATLAGGVGVGTAAEMMLTPYGALIVGFFCGILSTLGFAYLSPFLESRLRIQDTCGIHNLHGIPGIIGGIVGAVTAAYSSPDVYGEPGIVHSFGFGGYKADWTKRMQGRSQIFGLLLSLAMALVGGIIVGFILKLPFWGQASDENCFEDAI   450
gi|73951467|ref|XP_549635.2| ATLAGGVAVGTAAEMMLMPYGSLIVGFICGIVSTLGFVYLTPFLESRLRVQDTCGIHNLHGIPGIIGAIVGAVTASCANTDVYGVNGLTQAFGFDGFKTNRTPSMQGKFQAAGLFVSLAMALVGGIIVGIILKLPFWGQPADENCFEDAI   450
gi|27806429|ref|NP_776597.1| ATLAGGVGLGTVAELMVLPFGSLIIGFVCGIVSTLGFVYLTPFLESRLHIQDTCGVHNLHGIPGIIGGIAGAVTASIANIDLYGEEGLAYAFGIERSKLNWSPNMQGRFQAAGLFVSLAMALVGGVIVGVILRLPFWGQAPDENCFEDAV   450
gi|52138643|ref|NP_001004370.1| ATLAGGVAVGTSAEMMLTPYGSLIVGFICGIVSTVGYVYLTPILESKLHIQDTCGIHNLHGMPGLIGGIVGAITAAAATEDVYGKEGFIKAFDFTGSYKTRTPSIQGGFQAAGIVVSLLMAFAGGTLVGAILKLPIWGDPADENCFEDDI   450
gi|147906216|ref|NP_001083046.1| ATLAGGVAMGTAAEFMISPYGSLIVGFCCGIISTFGYVVITPFMEKYLKIQDTCGVHNLHAMPGLIGGIVGAITAAAASPTVYGQEGLVNLFGFTGDYANRSSATQGGYQAAGIAVALAFGIVGGIIVGCILRLPIWGDPSDENCFDDEV   450
gi|156616328|ref|NP_001096088.1| ATLAGGVAMGTASEFMITPYGSLIVGFCSGIVSTVGYVFLTPLMEKTLKIQDTCGVHNLHAMPGVIGGIVGAVTAACASESVYGHEGLINMFGFEG-KVNRTASVQGGYQAAGIFVAMAFGLVGGALVGGILKLPIWGDPTDSNCFDDDI   450
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