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gi|4505797|ref|NP_002634.1| MKDNDIKRLLYTHLLCIFSIILSVFIPSLFLENFSILETHLTWLCICSGFVTAVNLVLYLVVKPNTSSKRSSLSHKVTGFLKCCIYFLMSCFSFHVIFVLYGAPLIELALETFLFAVILSTFTTVPCLCLLGPNLKAWLRVFSRNGVTSI   150
gi|114577255|ref|XP_515451.2| MKDNDIKRLLYTHLLCIFSIILSVFIPSLFLENFSILETHLTWLCICSGFVTAVNLVLYLVVKPNTSSKRSSLSHKVTRFLKCCIYFLMSCFSFHVIFVLYGAPLIELALETFLFAVILSTFTTVPCLCLLGPNLKAWLRVFSRNGVTSI   150
gi|73969534|ref|XP_531809.2| MKDTDIKRLLYTHLLCIFSIILSICIPSFFLENFSILETHLTWLCICSVFVTAVNLVLYLIVKPNASSKRSSISYKVTRFLKCCIYFLMSCFFFHVIFVLYGAPLIELVLETFLFAVILSTFTTVPCLCLLGPNIKAWLRVFSRNGVTSI   150
gi|116004365|ref|NP_001070542.1| MKDTDIKKLLYTHLLCIFSIILSIFIPSFFLENFSILETHLTWLCICSVSVTAVNLVLYLVVRPNVSSKRSSLSYKVTRFLKCCIYFLTSCFFFHVIFVLYGAPLIELALETFSLAVILSTFTTIPCLCLLGPNFKAWLRIFSRNGVTSI   150
gi|6679315|ref|NP_032864.1| MKDTDIKRLLYTNLLCVFSIFLSIFIPSFFVDNFSVLEAHLTWLCICSASVTTVNLLSYLVVKPNVSSKRSSLSHKVTRALKCCVCFLMSCFLLHIIFVLYGAPLIELVLETFLFAVVLSTFTTVPCLCLLGPNLKAWLRVFSRNGVTSI   150
gi|45387713|ref|NP_991208.1| MWDVEIRGMASAHAIIASSIFMATVMPAALVNKFSVYGTHMVWLYCVAGSITVVNIAVFWLLGISPPTKKNTLSYKISRFFRSCLYFLLSCLFFHTVVVLYGAPLLESALETFSLAVLLSTLTTLRCLCILGPNVQAWIRVFSRDGAMSV   150
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gi|4505797|ref|NP_002634.1| WENSLQITTISSFVGAWLGALPIPLDWERPWQVWPISCTLGATFGYVAGLVISPLWIYWNRKQLTYKNN   219
gi|114577255|ref|XP_515451.2| WENSLQITTISSFVGAWLGALPIPLDWERPWQVWPISCTLGATFGYVAGLVISPLWIYWNRKQLTYKNN   219
gi|73969534|ref|XP_531809.2| WENSLQITTISSFIGTWLGAFPIPLDWERPWQVWPISCTLGATFGYVAGLVISPLWIYWNRKQLTYKNN   219
gi|116004365|ref|NP_001070542.1| WENSLQITTISSFVGIWLGAFPIPLDWGRPWQEWPISCTLGATFGYVAGLVISPLWIYWNRKKLTYKNN   219
gi|6679315|ref|NP_032864.1| WENSLQITTISSFTGAWLGAFPIPLDWERPWQVWPISCTLGATFGYVAGLVISPLWIYWNRKQLTYKNN   219
gi|45387713|ref|NP_991208.1| WDTSLQITTGCSVIGAWLGAFPIPLDWDRPWQVWPISCTLGATIGFLTGLLAAPVWIHWHRKQLTYKLK   219
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