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gi|6753424|ref|NP_034026.1| MVARNQVAADNAISPAAEPRRRSEPSSSSSSSS-------PAAPVRPRPCPA----VPAPAPGDTHFRTFRSHSDYRRITRTSALLDACGFYWGPLSVHGAHERLRAEPVGTFLVRDSRQRNCFFALSVKMASGPTSIRVHFQAGRFHLD   150
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gi|73959153|ref|XP_547126.2| -------------------MRRP-----------------CAPPAAPTPAPA-----PAAAPGDTHFRTFRSQAEYRRITRASALLEACGFYWGPLNVHGAHERLRAEPVGTFLVRDSRQRNCFFALSVKMASGPTSIRVHFQAGRFHLD   150
gi|50755896|ref|XP_414929.1| MVAHSKVSADNAV--AADPRCLLDPPARDRSQ---------ARGYRGTGRPG-----AAQAPSSTHFRTFRSQADFSSITRASSLLDACGFYWGPLTVSAAHEKLKSEPEGTFLIRDSTQKNCFFAISVKTATGPTSIRINFQTGRFSLD   150
gi|51011015|ref|NP_001003467.1| MVAHSSVEGNQGI----EDRQVSTEASSDVFQ-----------SQRSRPRQS-------TVAFQTHFKPFNYARDFKIISNTTSMLEESGFYWGPMTVEEAHLKLKKESVGTFLIRDSRQSDVFFTLSYKAQNGPVSIRINFKNSKFSLT   150
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