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gi|7657512|ref|NP_056626.1| -------------MPGMFFSASPKDSKEHSHSLLDDKKQKKRPKTFGMDVKTYLRSMIPHLESGMKSAKSKD-ILSAEEVMQWSQSLEKLLANQTGQNVFGRFLKSEFSEENIEFWLACEDYKKTETDLLHNKAENIYKAFVHSDAVKQI   150
gi|71895007|ref|NP_062209.1| -----------------------------------------------MDMKAYLRSMIPHLESGMKSSKSKD-ILSAEEVMQWSQSLEKLLANQMGQNVFGKFLKSEFSEENIEFWLACEDYKKTETDLLHNKAEHIYKAFVHSDAVKQI   150
gi|115387108|ref|NP_002913.3| MRAAAISTPKLDKMPGMFFSANPKELKGTTHSLLDDKMQKRRPKTFGMDMKAYLRSMIPHLESGMKSSKSKD-VLSAAEVMQWSQSLEKLLANQTGQNVFGSFLKSEFSEENIEFWLACEDYKKTESDLLPCKAEEIYKAFVHSDAAKQI   150
gi|114568475|ref|XP_514068.2| MRAAAISTPKLDKMPGMFFSANPKELKGTTHSLLDDKMQKRRPKTFGMDMKAYLRSMIPHLESGMKSSKSKD-VLSAAEVMQWSQSLEKLLANQTGQNVFGSFLKSEFSEENIEFWLACEDYKKTESDLLPCKAEEIYKAFVHSDAAKQI   150
gi|119908123|ref|XP_001252888.1| MRAAAISTPRLDKMPGMFLSANPKELKGTDHSLLDDKTQKKRPKTFGMDVKAYLRSMIPHLESGMKSSKSKD-LLSADEVKQWSESLEKLLANQTGQDVFGNFLKSEFSEENIEFWLACEDYKKTKSDLLHCKAEKIYKAFVQSDAAKQI   150
gi|74006004|ref|XP_545702.2| MRAAGISTPRLDKMPGMFFSANPKELKETDHSLLDDKTHKKRPKTFGMDVKAYLRSMIPHLESGIKPSKSKD-ILSVNEVMQWSQSLEKLLANQIGQDVFRSFLKSEFSEENIEFWLACEDYKKTESDLLHRKAEKIYKAFVHSDAAKQI   150
gi|118094016|ref|XP_422203.2| -----------------MTELNGKE----DCKLAEGKIHKKKQKAFGADLKNYLKCMVPHLESGIKSSTSRNVMLSAEEVIQWSQSLEKLLASQSGQGVFREFLKSEFSEENIEFWLACEDYKKTKADHLHGKAERIYEEFVQSDAIKQI   150
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