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gi|4506205|ref|NP_002791.1| MLRAGAPTGDLPRAGEVHTGTTIMAVEFDGGVVMGSDSRVSAGEAVVNRVFDKLSPLHERIYCALSGSAADAQAVADMAAYQLELHGIELEEPPLVLAAANVVRNISYKYREDLSAHLMVAGWDQREGGQVYGTLGGMLTRQPFAIGGSG   150
gi|114606765|ref|XP_001167429.1| MLRAGAPTGDLPRA-EVHTGTTIMAVEFDGGVVMGSDSRVSAGEAVVNRVFDKLSPLHERIYCALSGSAADAQAVADMAAYQLELHGIELEEPPLVLAAANVVRNISYKYREDLSAHLMVAGWDQREGGQVYGTLGGMLTRQPFAIGGSG   150
gi|77735723|ref|NP_001029560.1| MLRTGAPNGDLPRAGEVHTGTTIMAVEFDGGVVVGSDSRVSAGEAVVNRVFDKLSPLHQHIYCALSGSAADAQAIADMAAYQLELHGMELEEPPLVLAAANVVRNITYKYREDLSAHLMVAGWDQREGGQVYGTMSGMLIRQPFAIGGSG   150
gi|8567394|ref|NP_038613.1| MLRAGAPTAGSFRTEEVHTGTTIMAVEFDGGVVVGSDSRVSAGTAVVNRVFDKLSPLHQHIFCALSGSAADAQAIADMAAYQLELHGLELEEPPLVLAAANVVKNISYKYREDLLAHLIVAGWDQCEGGQVYGTMGGMLIRQPFTIGGSG   150
gi|6981426|ref|NP_036840.1| MLQAGAPTAGSFRTGEVHTGTTIMAVEFDGGVVVGSDSRVSAGAAVVNRVFDKLSPLHQRIYCALSGSAADAQAIADMAAYQLELHGLELEEPPLVLAAANIVKNISYKYREDLLAHLMVAGWDQHEGGQVYGTMGGMLIRQPFAIGGSG   150
gi|73972409|ref|XP_532102.2| MLRAG----------EVHTGTTIMAVEFDGGVVVGSDSRVSAGEAVVNRAFNKLSPLHQHIYCALSGSAADAQAMADMAAYQLELHGLELEEPPLVLAAANVVRNISYKYREDLSAHLMIAGWDRRDGGQVYGTMGGMLTRQPFAIGGSG   150
gi|18859275|ref|NP_571466.1| MSEELFPEPG-WLSEEVKTGTTIIAVTFDGGVVIGSDSRVSAGESVVNRVMNKLSPLHDKIYCALSGSAADAQTIAEIVNYQLDVHSIEVEDDPLVCSAATLVKNISYKYKEELSAHLIVAGWDKKGGGQVYATLSGLLTKQPFAIGGSG   150
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gi|4506205|ref|NP_002791.1| STFIYGYVDAAYKPGMSPEECRRFTTDAIALAMSRDGSSGGVIYLVTITAAGVDHRVILGNELPKFYDE   219
gi|114606765|ref|XP_001167429.1| STFIYGYVDAAYKPGMSPEECRRFTTDAIALAMSRDGSSGGVIYLVTITAAGVDHRVILGNELPKFYDE   219
gi|77735723|ref|NP_001029560.1| STYIYGYVDAAYKPGMSPEECRRFTTNAIALAMKRDGSSGGVIYLATITGAGVDHRVILGDELPRFYDE   219
gi|8567394|ref|NP_038613.1| SSYIYGYVDAAYKPGMTPEECRRFTTDAITLAMNRDGSSGGVIYLVTITAAGVDHRVILGDELPKFYDE   219
gi|6981426|ref|NP_036840.1| STYIYGYVDAAYKPGMTPEECRRFTTDAITLAMNRDGSSGGVIYLVTITADGVDHRVILGDELPKFYDE   219
gi|73972409|ref|XP_532102.2| STYIYGYVDAAYKPGMSPEECRSFTTNAIALAMNRDGSSGGVIHLVTITAAGVDYQVILGNELPKFYDE   219
gi|18859275|ref|NP_571466.1| SFYINGFVDAEYKKNMTKRECQEFVVNALTLAMGRDGSSGGVAYVVTIDKDGTEEKCVLGNELPKFFDE   219
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