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gi|6753374|ref|NP_033994.1| ------------------------------------------------------------------MGARCRS--------------FSALLLLLQVSS---------WLCQELEPES-----CSPGFSSEVYTFPVPERHLERGHV--L    54
gi|13786164|ref|NP_112624.1| ------------------------------------------------------------------MGARCRS--------------FSALLLLLQVSS---------WLCQQPESESDS---CRPGFSSEVYTFLVPERHLERGHI--L    56
gi|4757960|ref|NP_004351.1| ------------------------------------------------------------------MGPWSRS--------------LSALLLLLQVSS---------WLCQ--EPEP-----CHPGFDAESYTFTVPRRHLERGRV--L    52
gi|114663332|ref|XP_001168150.1| ------------------------------------------------------------------MGPWSRS--------------LSALLLLLQVSS---------WLCQ--EPEP-----CHPGFDAESYTFTVPRLHLERGRV--L    52
gi|73957458|ref|XP_536807.2| MALFGIKAARFHVEGCSRSQSAARGAGPRGSPGGRTRPRSVASGAAGTCDSRKSCRLAPPRAASRRLAPGSRPPPAMGPRYGGAPALLLPLLLLLQVSS---------GLCQ--EPEP-----CRPGFGADSYTFTVPRRHLERGRV--L   132
gi|50582555|ref|NP_001002763.1| ------------------------------------------------------------------MGPWSRS--------------LSALCCCCRCNP---------WLCR--EPEP-----CIPGFGAESYTFTVPRRNLERGRV--L    52
gi|86129428|ref|NP_001034347.1| ------------------------------------------------------------------MGRRWGSPALQR-------FPVLVLLLLLQVCG---------RRCD--EAAP-----CQPGFAAETFSFSVPQDSVAAGRE--L    59
gi|18858397|ref|NP_571895.1| ----------------------------------------------------------MACVTTVGLG--------------------VIFFLFRVFSS-------GYTHMSICTPG----------FELEEFVFKVHRNHLHSGKR--L    53
gi|189521743|ref|XP_695998.3| ----------------------------------------------------------MPRKKTISLKRNCPQRSEAEADLLSEEPPESSQKIHKVHHDKDDDNDLSVVAVETITPDPGQGDGSSSMVEKDKLMLMAQTIQTLKQERDFL    92
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gi|6753374|ref|NP_033994.1| GRVRFEGCTGRPRTAFFSEDSRFKVATDGT-----------------ITVKR-------------HLKLHKL------------ETSFLVRARDSSHRELSTKVTLKS-----MGHHHHRHHHRDPASESNPELLMFPSVYPG-LRRQKR   156
gi|13786164|ref|NP_112624.1| GRVKFEGCTGRPRTAFFSEDSRFKVSTDGV-----------------ITVKR-------------HLKLHKL------------ETSFLVHAWDSSYRKLSTKVTLKS-----LGHHHHRHHHRDPVSESNPELLTFPSFHQG-LRRQKR   158
gi|4757960|ref|NP_004351.1| GRVNFEDCTGRQRTAYFSLDTRFKVGTDGV-----------------ITVKR-------------PLRFHNP------------QIHFLVYAWDSTYRKFSTKVTLNT-----VGHHHRPPPHQASVSGIQAELLTFPNSSPG-LRRQKR   154
gi|114663332|ref|XP_001168150.1| GRVNFEDCTGRQRTAYFSLDTRFKVGTDGV-----------------ITVKR-------------PLRFHNP------------QIHFLVYAWDSTYRKFSTKVTLNT-----VGHHHRPPPHQASVSGIQAELLTFPNSSPG-LRRQKR   154
gi|73957458|ref|XP_536807.2| GRVSFEGCTGLPRTAYVSDDTRFKVGTDGV-----------------ITVKR-------------PLQLHKP------------EISFLVHAWDSSRRKLSTRVRLKA-----ATHHHHHH--HDAPSKTQTEVLTFPSSQHG-LRRQKR   232
gi|50582555|ref|NP_001002763.1| GRVSFEGCAGLPRTVYVSDDTRFKVHTDGV-----------------LTVRR-------------PVHLHRP------------ELSFLVHAWDSTHRKLSTKVTLEV-----SAHHHHHHSHHDSPSGTQTEVLTFPGPHHG-LRRQKR   154
gi|86129428|ref|NP_001034347.1| GRVSFAACSGRPWAVYVPTDTRFKVNGDGV-----------------VSTKR-------------PLTLYGR------------KISFTIYAQDAMGKRHSARVTVG-------RHRHRRHHHNHHLQDTTPAVLTFPKHDPGFLRRQKR   160
gi|18858397|ref|NP_571895.1| GKVTFNNCDGRTRTLFQSIDKRFEINTDGT-----------------VTLKR-------------QVTLHEG------------HKVFSVHAWDSSGMKHTASVRVER--------------VPAQVESSSDVDLTKN-------KRVKR   140
gi|189521743|ref|XP_695998.3| RQTVLKLSNRGAKKVKKVLDTSTECSTSNTDEESMTSSSSSDSPDSDIPRKKRKSHKKTKRASRSKSTKHSTRATTPDDVLRRYNKVFNAYKKEGSISKACAKVGVDRNTLALTAVVAEIQLVDAEFYRSIPKFRTKEEKLFDFAKRCLQ   242
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gi|6753374|ref|NP_033994.1| DWVIPPISCPENEKGE---FPKNL-----------------------VQIKSNRDKET--KVFYSITGQGADKPPVGVFIIERETGWLKVTQPLDREAIAKYILYSHAVSSNGEAVEDPMEIVITVTDQNDNRPEFTQPVFEGFVAEGAV   278
gi|13786164|ref|NP_112624.1| DWVIPPINCPENQKGE---FPQRL-----------------------VQIKSNRDKET--TVFYSITGPGADKPPVGVFIIERETGWLKVTQPLDREAIDKYLLYSHAVSSNGEAVEDPMEIVVTVTDQNDNRPEFIQEVFEGSVAEGAL   280
gi|4757960|ref|NP_004351.1| DWVIPPISCPENEKGP---FPKNL-----------------------VQIKSNKDKEG--KVFYSITGQGADTPPVGVFIIERETGWLKVTEPLDRERIATYTLFSHAVSSNGNAVEDPMEILITVTDQNDNKPEFTQEVFKGSVMEGAL   276
gi|114663332|ref|XP_001168150.1| DWVIPPISCPENEKGP---FPKNL-----------------------VQIKSNKDKEG--KVFYSITGQGADTPPVGVFIIERETGWLKVTEPLDRERIATYTLFSHAVSSNGNAVEDPMEILITVTDQNDNKPEFTQEVFKGSVMEGAL   276
gi|73957458|ref|XP_536807.2| DWVIPPISCPENEKGP---FPKNL-----------------------VQIKSNRDKEI--KVFYSITGQGADAPPVGVFIIERETGWLKVTEPLDREQIAKYILYSHAVSSNGNAVEDPMEIVITVTDQNDNKPEFTQAVFQGSVTEGAL   354
gi|50582555|ref|NP_001002763.1| DWVIPPISCPENEKGP---FPKSL-----------------------VQIKSNKEKET--QVFYSITGQRADTPPVGVFIIERETGWLKVTQPLDREQIAKYILFSHAVSSNGQAIEEPMEIVITVTDQNDNKPQFTQEVFKASALEGAL   276
gi|86129428|ref|NP_001034347.1| DWVIPPISCLENHRGP---YPMRL-----------------------VQIKSNKDKES--KVYYSITGQGADSPPVGIFIIERETGWLEVTEQLDREKIDRYTLLSHAVSASGQPVEDPMEIIITVMDQNDNKPVFIKEVFVGYIEENAK   282
gi|18858397|ref|NP_571895.1| GWIIPPISVSENSKGP---FPMRL-----------------------VQIKS--DYAIETRLAYKITGEGADLDPKGIFTIDRLSGWVSVTQLLDREKKASYKLRAHANGVDADVTEKPMDIIVTVTDQNDNKPVFTQNPFNGNVPEALE   262
gi|189521743|ref|XP_695998.3| SLTTDLKSVIENAKQERKLLPINYGSARDEEVYSNEGNHMDIIVNSPPQLKANLDGVPDEDIRYSITGEGADQPPVGIFTVTSMSGIVKVTQQLDREKKALYLLMAHANSVKG-IKEKPTNLTIIVADQNDNRPVFVENPFNGHVSESAT   391
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gi|6753374|ref|NP_033994.1| PGTSVMKVSATDADDDVNTYNAAIAYTIVSQDPELPHKNMFTVNRDTGVISVLTSGLDRESYPTYTLVVQAADLQGEGLSTTAKAVITVKDINDNAPVFNPSTYQGQVPENEVNARIATLKVTDDDAPNTPAWKAVYTVVN-DPDQQFVV   427
gi|13786164|ref|NP_112624.1| PGTSVMQVSATDADDDINTYNAAIAYTILSQDPELPHKNMFTVNRDTGVISVVTSGLDRESYPTYTLVVQAADLQGEGLSTTAKAVITVKDINDNAPIFNPSTYQGQVLENEVGARIATLKVTDDDAPNTPAWNAVYTVVN-DPDHQFTV   429
gi|4757960|ref|NP_004351.1| PGTSVMEVTATDADDDVNTYNAAIAYTILSQDPELPDKNMFTINRNTGVISVVTTGLDRESFPTYTLVVQAADLQGEGLSTTATAVITVTDTNDNPPIFNPTTYKGQVPENEANVVITTLKVTDADAPNTPAWEAVYTILN-DDGGQFVV   425
gi|114663332|ref|XP_001168150.1| PGTSVMEVTATDADDDVNTYNAAIAYTILSQDPELPDKNMFTINRNTGVISVVTTGLDRESFPTYTLVVQAADLQGEGLSTTATAVITVTDTNDNPPIFNPTTYKGQVPENEANVIITTLKVTDADAPNTPAWEAVYTILN-DDGGQFVV   425
gi|73957458|ref|XP_536807.2| PGTSVMQVTATDADDDVNTYNAAIAYSILTQDPLLPSSMMFTINKDTGVISVLTTGLDREGVPMYTLVVQAADLQGEGLTTTATAVITVTDINDNPPIFNPTTYQGRVPENKANVEIAVLKVTDADVPDTPAWRAVYTILN-NNNDQFVV   503
gi|50582555|ref|NP_001002763.1| PGTSVMQVTATDIDDEVNTYTAAIGYTIPAQDPMLPHNKMFTINKETGVISVLTTGLDRESFPTYTLMVQAADLNGEGLSTTATAVITVLDTNDNAPRFNPTTYVGSVPENEANVAITTLTVTDADDPNTPAWEAVYTVLN-DNEKQFIV   425
gi|86129428|ref|NP_001034347.1| PGTSVMTVNATDADDAVNTDNGIVSYSIVSQQPPRPHPQMFTIDPAKGIISVLGTGLDRETTPNYTLIVQATDQEGKGLSNTATAIIEVTDANDNIPIFNPTMYEGVVEENKPGTEVARLTVTDQDAPGSPAWQAVYHIKSGNLDGAFSI   432
gi|18858397|ref|NP_571895.1| KGEVFMTVTATDADDKENTDNADISYVIISQDPPSPKPNMFAINPVSGGISVLEKGLDREQWFRYTLVITATDMNGEGLSTTGTAVITVTDSNDNAPLFEQSSYTASVPENQVGVEVAKLPVTDGDEPESTAWSTKYQIIAGDKGGFFNI   412
gi|189521743|ref|XP_695998.3| IGHEFMAVTATDADDPD-TFNADVRYKIVSQDPLLPNPNMFEINLVTGGIYVKFLGLDREQLSRYTLVIQAADLQGDGMMTTGTAVITVTDSNDNAPQFDETTHIVSVSENQVAAIVAKLPVIDADELGSPAWSTKYRIISGDKGGFFNV   540
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gi|6753374|ref|NP_033994.1| VTDPTTNDGILKTAKGLDFEAKQQYILHVRVENEEPFEGSLVPSTATVTVDVVDVNEAPIFMPAERRVEVPEDFGVGQEITSYTAREPDTFMDQKITYRIWRDTANWLEINPETGAIFTRAEMDREDAEHVKNSTYVALIIATDDGS-PI   576
gi|13786164|ref|NP_112624.1| ITDPKTNEGILKTAKGLDFEAKQQYILHVTVENEEPFEGSLVPSTATVTVDVVDVNEAPIFVPAEKRVEVPEDFGVGLEIASYTAREPDTFMEQKITYRIWRDTANWLEINPETGVISTRAEMDREDSEHVKNSTYTALIIATDDGS-PI   578
gi|4757960|ref|NP_004351.1| TTNPVNNDGILKTAKGLDFEAKQQYILHVAVTNVVPFEVSLTTSTATVTVDVLDVNEAPIFVPPEKRVEVSEDFGVGQEITSYTAQEPDTFMEQKITYRIWRDTANWLEINPDTGAISTRAELDREDFEHVKNSTYTALIIATDNGS-PV   574
gi|114663332|ref|XP_001168150.1| TTNPVNNDGILKTAKGLDFEAKQQYILHVAVTNVVPFEVSLTTSTATVTVDVLDVNEAPIFVPPEKRVEVSEDFGVGQEITSYTAQEPDTFMEQKITYRIWRDTANWLEINPDTGAISTRAELDREDLEHVKNSTYTALIIATDNGS-PV   574
gi|73957458|ref|XP_536807.2| TTDPVTNDGILKTTKGLDFEDKQQYVLYVTVVNVTPFEVILSTSTATVTVDVEDVNEAPIFIPCPKVVSIPEDFGVGQEITSYTAEDPDTYMEQRITYRIWRDAAGWLEVNPESGAIFTRAELDREDFEHVKNSTYEALIIAIDNGS-PV   652
gi|50582555|ref|NP_001002763.1| VTDPVTNEGTLKTAKGLDFEAKQQYILYVAVTNVAPFEVTLPTSTATVTVDVIDVNEAPIFVPPQKRVEVPEDFGVGLEITSYTAREPDTFMEQKITYRIWRDTANWLEINPETGAISTRAELDREDVDHVKNSTYTALIIATDNGS-PP   574
gi|86129428|ref|NP_001034347.1| ITDPSTNNGILKTAKGLDYETKSRYDLVVTVENKVPLSVPITLSTASVLVTVLDVNEPPVFVPPIKRVGVPEDLPVGQQVTSYTAQDPDRDMRQKITYRMGSDPAGWLYIHPENGIVTATQPLDRES-VHAINSTYKAIILAVDNGI-PD   580
gi|18858397|ref|NP_571895.1| STGPSRLEGIITTVKPLDYEKTKQYILSVIVVNDDKFVGPLPTSTATVTVNVKDVNEPPEFIPKEKFISRPENLPVGSNLIPFTAIDPDTEKKQNITYRIGNDPSDWLNIT-GSGQIQVKNALDRES-SNVKDGKYKALILALDNDVESP   560
gi|189521743|ref|XP_695998.3| STGPSRLEGVIMTVKPLDYEKTKQCILSVIVENDDKFVGPLPTSTATVTVNVEDVNEPPEFIPKEQIISKPEDLPVGSDVVVYTATDPDTGRLQKITYKISNDPAGWLTVNRETGLIKIRNSMDRES-SYVRDGKYRTTILALDNDDDNP   689
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gi|6753374|ref|NP_033994.1| ATGTGTLLLVLLDVNDNAPIPEPRNMQFCQRNPQPHIITILDPDLPPNTSPFTAELTHGASVNWTIEYNDA----AQESLILQPRKDLEIGEYKIHLKLADNQNKDQVTTLDVHVCDCEGTVNNCMKAGI-VAAGLQVPAILGILGGILA   721
gi|13786164|ref|NP_112624.1| ATGTGTLLLVLSDVNDNAPIPEPRNMQFCQRNPKPHVITILDPDLPPNTSPFTAELTHGASVNWTIEYNDA----EQESLILQPRKDLEIGEYKINLKLSDNQNKDQVTTLEVHVCDCEGTVNNCMKAIS-LEAGLQVPAILGILGGILA   723
gi|4757960|ref|NP_004351.1| ATGTGTLLLILSDVNDNAPIPEPRTIFFCERNPKPQVINIIDADLPPNTSPFTAELTHGASANWTIQYNDP----TQESIILKPKMALEVGDYKINLKLMDNQNKDQVTTLEVSVCDCEGAAGVCRKAQP-VEAGLQIPAILGILGGILA   719
gi|114663332|ref|XP_001168150.1| ATGTGTLLLILSDVNDNAPIPEPRTIFFCERNPKPQVINIIDADLPPNTSPFTAELTHGASANWTIQYNDP----TQESIILKPKMALEVGDYKINLKLMDNQNKDQVTTLEVSVCDCEGAAGVCRKAQP-VEAGLQIPAILGILGGILA   719
gi|73957458|ref|XP_536807.2| ATGTGTLLLVLSDVNDNGPIPEPRNMDFCQKNPQPHVINIIDPDLPPNTSPFTAELTHGASVNWTIEYNDPGGNWTRESLILKPKKTLELGDYKINLKLTDNQNKDQVTTLDVFVCDCEGVVNSCKRTAPYAEAGLQVPAILGILGGILA   802
gi|50582555|ref|NP_001002763.1| ATGTGTLLLFLDDVNDNGPVPEPRTMDFCQRNPEPHIININDPDLPPNTSPFTAELTHGASVNWTIEYNDQ----ERESLILKPKKTLELGDHKINLKLIDNQNKDQVTTLDVHVCDCDGIVSNCRKARP-AEAGLQVPAILGILGGILA   719
gi|86129428|ref|NP_001034347.1| TTGTGTLLLLLQDVNDNGPTPEPRSFEICSRQPEKQILSIVDKDLPPHTYPFKAALEHGSSNNWTVEIRGQ------DELAMGLKKELEPGEYNIFVKLTDSQGKAQVTQVKAQVCECEGTAKNCERRSY-IVGGLGVPAILGILGGILA   723
gi|18858397|ref|NP_571895.1| ATGTGTLVIELQDVNDNAPVINERTIKLCNRESAPVLLSITDKDLPPFAGPFKVEPQGDTSKNWSVFFNET-----GHFLNIKPQSQLEQGEYKVVLRVADREGESQENIIQASVCDCKGEA---FQCTDKQVAGIPLFGVLGVLGGILL   702
gi|189521743|ref|XP_695998.3| ATGTGTLVIKVEDVNDNAPVINEEHIQICNREAT-VLLSITDTDGPPYAAPFSISLLGDTKKNWTAEMNEN-----KTGILLTLNTVLEPDVYNLVLMVYDNNENHKNSSIQASVCDCKGND---IVCG--RIAVMPLHGALGILGGFLV   828
                         .......760.......770.......780.......790.......800.......810.......820.......830.......840.......850.......860.......870.......880.......890.......900

                                  :*:* **:*:: **:    ****:* : : ***:* ********:***:*** ****** **:* ***:.* ::. *:* ****..::*..*:*.***:**.***************** **:* :*****:* * :*****:***** *
gi|6753374|ref|NP_033994.1| LLILILLLLLFLRRR-TVVKEPLLPPDDDTRDNVYYYDEEGGGEEDQDFDLSQLHRGLDARPEVTRNDVAPTLMSVPQYRPRPANPDEIGNFIDENLKAADSDPTAPPYDSLLVFDYEGSGSEAASLSSLNSSESDQDQDYDYLNEWGNR   870
gi|13786164|ref|NP_112624.1| LLILILLLLLFLRRR-TVVKEPLLPPDDDTRDNVYYYDEEGGGEEDQDFDLSQLHRGLDARPEVIRNDVAPTLMSMPQYRPRPANPDEIGNFIDENLKAADSDPTAPPYDSLLVFDYEGSGSEAASLSSLNSSESDQDQDYDYLNEWGNR   872
gi|4757960|ref|NP_004351.1| LLILILLLLLFLRRR-AVVKEPLLPPEDDTRDNVYYYDEEGGGEEDQDFDLSQLHRGLDARPEVTRNDVAPTLMSVPRYLPRPANPDEIGNFIDENLKAADTDPTAPPYDSLLVFDYEGSGSEAASLSSLNSSESDKDQDYDYLNEWGNR   868
gi|114663332|ref|XP_001168150.1| LLILILLLLLFLRRR-AVVKEPLLPPEDDTRDNVYYYDEEGGGEEDQDFDLSQLHRGLDARPEVTRNDVAPTLMSVPRYLPRPANPDEIGNFIDENLKAADTDPTAPPYDSLLVFDYEGSGSEAASLSSLNSSESDKDQDYDYLNEWGNR   868
gi|73957458|ref|XP_536807.2| LLILILLLLLFVRRR-RVVKEPLLPPEDDTRDNVYYYDEEGGGEEDQDFDLSQLHRGLDARPEVTRNDVAPTLLSVPQYRPRPANPDEIGNFIDENLKAADTDPTAPPYDSLLVFDYEGSGSEAASLSSLNSSESDQDQDYDYLNEWGNR   951
gi|50582555|ref|NP_001002763.1| FLILILLLLLLVRRR-RVVKEPLLPPEDDTRDNVYYYDEEGGGEEDQDFDLSQLHRGLDARPEVTRNDVAPTLMSVPQYRPRPANPDEIGNFIDENLKAADSDPTAPPYDSLLVFDYEGSGSEAATLSSLNSSESDQDQDYDYLNEWGNR   868
gi|86129428|ref|NP_001034347.1| LLILLLLLLLFARRR-KVEKEPLLPPEDDMRDNVYNYDEEGGGEEDQDYDLSQLHRGLDARPEVIRNDVAPPLMAAPQYRPRPANPDEIGNFIDENLKAADTDPTAPPYDSLLVFDYEGGGSEATSLSSLNSSASDQDQDYDYLNEWGNR   872
gi|18858397|ref|NP_571895.1| LLLLALLLLMFLRRKSNSKKEPLLPED-DVRDNIYYYDEEGGGEDDQDFDLSVLHRGLDNRPEVFRNDVAPTFMPAPQYRPRPANPEEIGTFIDDNLKAADNDPTAPPYDSLLVFDYEGGGSDAGSLSSLNTSSSGNDQDYDFLNEWGPR   851
gi|189521743|ref|XP_695998.3| LLLLLLLVLLFMRRKHRSIKEPLIPEDYEIRDNIYCYDEEGGGEDDQDFDLSVLHRGLDNRPNVYRNDICPIFLSAPQYRPRPASSEDISTFVDHNLKTADNDPTAPPYDSLLVFDYEGVGSDAGSLSSLNSSSSENDQDYDFLNEWGPR   978
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