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gi|6678896|ref|NP_032633.1| MHSAILATFFLLS-WTPCWSLPLPYGDDDDDDLSEEDLVFAEHYLKSYYHPA-TLAGILK-KSTVTSTVDRLREMQSFFGLEVTGKLDDPTLDIMRKPRCGVPDVGEYNVFPRTLKWSQTNLTYRIVNYTPDMSHSEVEKAFRKAFKVWS   147
gi|34860294|ref|XP_343346.1| MHSAILATFFLLS-WTHCWSLPLPYGDDDDDDLSEEDLEFAEHYLKSYYHPV-TLAGILK-KSTVTSTVDRLREMQSFFGLDVTGKLDDPTLDIMRKPRCGVPDVGEYNVFPRTLKWSQTNLTYRIVNYTPDISHSEVEKAFRKAFKVWS   147
gi|4505209|ref|NP_002418.1| MHPGVLAAFLFLS-WTHCRALPLPS-GGDEDDLSEEDLQFAERYLRSYYHPT-NLAGILK-ENAASSMTERLREMQSFFGLEVTGKLDDNTLDVMKKPRCGVPDVGEYNVFPRTLKWSKMNLTYRIVNYTPDMTHSEVEKAFKKAFKVWS   146
gi|114640119|ref|XP_001154361.1| MHPGVLAAFLFLS-WAHCRALPLPS-GGDEDDLSEEDLQFAERYLRSYYHPT-NLAGILK-ENAASSMTERLREMQSFFGLEVTGKLDDNTLDVMKKPRCGVPDVGEYNVFPRTLKWSKMNLTYRIVNYTPDMTHSEVEKAFKKAFKVWS   146
gi|73955220|ref|XP_536598.2| MLPGILAAFLCLS-WTQCWSLPLPS-DGD-DDLSEEDFQLAERYLKSYYYPL-NPAGILK-KSAAGSVADRLREMQSFFGLEVTGKLDDNTLDIMKKPRCGVPDVGEYNVFPRTLKWSKTNLTYRIVNYTPDLTHSEVEKAFKKAFKVWS   145
gi|27805999|ref|NP_776814.1| MHPRVLAGFLFFS-WTACWSLPLPS-DGDSEDLSEEDFQFAESYLKSYYYPQ-NPAGILK-KTAASSVIDRLREMQSFFGLEVTGRLDDNTLDIMKKPRCGVPDVGEYNVFPRTLKWSKMNLTYRIVNYTPDLTHSEVEKAFRKAFKVWS   146
gi|118085141|ref|XP_001235210.1| MQPRLSAVFFFLLGLSFCLTVPIPL--DDSHEFTEEDLRFAERYLRTHYDLRPNPTGIMK-KSAN-TMASKLREMQAFFGLEVTGKLDEETYELMQKPRCGVPDVGEYNFFPRKLKWSNTNLTYRIMSYTSDLRRAEVERAFKRAFKVWS   146
gi|125838084|ref|XP_001345507.1| ---MELKTVLLLVIAAYSSAKPIST-------EEKDKAVLAKKYLQRFYGMP---AGLQRPGKSSDLMQQKIREMQEFFKLEVTGKLDDKTVELMEMARCGVPDVAEYNHFPRDLKWKTTNVTFRILNYTPDLKKKVVDRAVRKALNVWS   137
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gi|6678896|ref|NP_032633.1| DVTPLNFTRIYDGTADIMISFGTKEHGDFYPFDGPSGLLAHAFPPGPNYGGDAHFDDDETWTSSSKGYNLFIVAAHELGHSLGLDHSKDPGALMFPIYTYTGKSHFMLPDDDVQGIQFLYGPG-DEDPNPKHPKTPEKCDPALSLDAITS   296
gi|34860294|ref|XP_343346.1| DVTPLNFTRIHDGTADIMISFGTKEHGDFYPFDGPSGLLAHAFPPGPNLGGDAHFDDDETWTSSSKGYNLFIVAAHELGHSLGLDHSKDPGALMFPIYTYTGKSHFMLPDDDVQGIQSLYGPG-DEDPNPKHPKTPEKCDPALSLDAITS   296
gi|4505209|ref|NP_002418.1| DVTPLNFTRLHDGIADIMISFGIKEHGDFYPFDGPSGLLAHAFPPGPNYGGDAHFDDDETWTSSSKGYNLFLVAAHEFGHSLGLDHSKDPGALMFPIYTYTGKSHFMLPDDDVQGIQSLYGPG-DEDPNPKHPKTPDKCDPSLSLDAITS   295
gi|114640119|ref|XP_001154361.1| DVTPLNFTRLHDGIADIMISFGIKEHGDFYPFDGPSGLLAHAFPPGPNYGGDAHFDDDETWTSSSKGYNLFLVAAHEFGHSLGLDHSKDPGALMFPIYTYTGKSHFMLPDDDVQGIQSLYGPG-DEDPNPKHPKTPDKCDPSLSLDAITS   295
gi|73955220|ref|XP_536598.2| DVTPLNFTRLHDGTADIMISFGTKEHGDFYPFDGPSGLLAHAFPPGPNYGGDAHFDDDETWTSSSKGYNLFLVAAHEFGHSLGLDHSKDPGALMFPIYTYTGKSHFMLPDDDVQGIQSLYGPG-DEDPNPRHPKTPDKCDPSLSLDAITS   294
gi|27805999|ref|NP_776814.1| DVTPLNFTRIHNGTADIMISFGTKEHGDFYPFDGPSGLLAHAFPPGPNYGGDAHFDDDETWTSSSKGYNLFLVAAHEFGHSLGLDHSKDPGALMFPIYTYTGKSHFMLPDDDVQGIQSLYGPG-DEDPYSKHPKTPDKCDPSLSLDAITS   295
gi|118085141|ref|XP_001235210.1| DVTPLNFTRIRSGTADIMISFGTKEHGDFYPFDGPSGLLAHAFPPGPDYGGDAHFDDDETWSDDSRGYNLFLVAAHEFGHSLGLEHSRDPGALMFPIYTYTGKSGFVLPDDDVQGIQELYGAG-DRDPNPKHPKTPEKCAADLSIDAITK   295
gi|125838084|ref|XP_001345507.1| KVTPLRFTKTFDGTADIMISFGTKEHGDFNPFDGPEGLLAHAYPPGIGIGGDTHFDEDETWTEDYHAFNLFLVAAHEFGHALGMAHSSDPGSLMYPVYSYAKG--FPLSEDDIEGIQSLYGENPDHEKFKPKPIAPEKCDPELSFDAITE   285
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gi|6678896|ref|NP_032633.1| LRGETMIFKDRFFWRLHPQQVEAELFLTKSFWPELPNHVDAAYEHPSRDLMFIFRGRKFWALNGYDILEGYPRKISDLGFPKEVKRLSAAVHFENTGKTLFFSENHVWSYDDVNQTMDKDYPRLIEEEFPGIGNKVDAVYEKNGYIYFFN   446
gi|34860294|ref|XP_343346.1| LRGETMIFKDRFFWRLHPQQVEPELFLTKSFWPELPNHVDAAYEHPSRDLMFIFRGRKFWALNGYDIMEGYPRKISDLGFPKEVKRLSAAVHFEDTGKTLFFSGNHVWSYDDANQTMDKDYPRLIEEEFPGIGDKVDAVYEKNGYIYFFN   446
gi|4505209|ref|NP_002418.1| LRGETMIFKDRFFWRLHPQQVDAELFLTKSFWPELPNRIDAAYEHPSHDLIFIFRGRKFWALNGYDILEGYPKKISELGLPKEVKKISAAVHFEDTGKTLLFSGNQVWRYDDTNHIMDKDYPRLIEEDFPGIGDKVDAVYEKNGYIYFFN   445
gi|114640119|ref|XP_001154361.1| LRGETMIFKDRFFWRLHPQQVDAELFLTKSFWPELPNRIDAAYEHPSHDLIFIFRGRKFWALNGYDILEGYPKKISELGLPKEVKKISATVHFEDTGKTLLFSGNQVWRYDDTNHIMDKDYPRLIEEEFPGIGDKVDAVYEKNGYIYFFN   445
gi|73955220|ref|XP_536598.2| LRGETMIFKDRFFWRLHPQQVDAELFLTKSFWPELPNRIDAAYEHPSRDLIFIFRGRKYWALNGYDILEGYPQKISELGFPKEVKKISAAVHFEDTGKTLFFSGNQVWSYDDTNQIMDKDYPRLIEEDFPGIGDKVDAVYEKNGYIYFFN   444
gi|27805999|ref|NP_776814.1| LRGETLIFKDRFFWRLHPQQVEAELFLTKSFGPELPNRIDAAYEHPSHDLIFIFRGRKFWALSGYDILEDYPKKISELGFPKHVKKISAALHFEDSGKTLFFSENQVWSYDDTNHVMDKDYPRLIEEVFPGIGDKVDAVYQKNGYIYFFN   445
gi|118085141|ref|XP_001235210.1| LRGEMLVFKDRFFWRLHPQMVEAELVLIKSFWPELPNKIDAAYENPIKDLVFMFKGKKVWAMNGYDIVEGFPKKIYEMGFPKEMKRIDAVVHIDDTGKTLFFTGNKYWSYDEETEVMDTGYPKFIEDEFAGIGDRVDAVYHRNGYLYFFN   445
gi|125838084|ref|XP_001345507.1| LRGETIIFKDRFYWRLHPNMPEPEQTLIKNTWPEIPNKVDAAYENPERDVVIIFSGIKMWALNGYTLVDGYPKYIHKLGLPKTVRKIDAAVNIRDTGKTLLFVDEEYWSFDEQTGTMDTGYPRSIEDDFPGIGDEVDAAAYHYGYLNLYH   435
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gi|6678896|ref|NP_032633.1| GPIQFEYSIWSNRIVRVMPTNSILWC   472
gi|34860294|ref|XP_343346.1| GPIQFEYSIWSNRIVRVMPTNSLLWC   472
gi|4505209|ref|NP_002418.1| GPIQFEYSIWSNRIVRVMPANSILWC   471
gi|114640119|ref|XP_001154361.1| GPIQFEYSIWSNRIVRVMPANSILWC   471
gi|73955220|ref|XP_536598.2| GPIQFEYNIWSKRIVRVMPANSLLWC   470
gi|27805999|ref|NP_776814.1| GPIQFEYSIWSNRIVRVMTTNSLLWC   471
gi|118085141|ref|XP_001235210.1| GPLQFEYSIWSKRIVRILHTNSLFWC   471
gi|125838084|ref|XP_001345507.1| EHTQFEYSYSARKVVRIMRANSILNC   461
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