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gi|45439327|ref|NP_002696.3| EEIVDKTRLIERCDLEIYQLKKEIQALKDTKPQVQTKEVVQEILQFQEDPQTKEEVASLRAKLSEEQKKQVDLERERASQEEQIARKEEELSRVKERVVQQEVVRYEEEPGLRAEASAFAESIDVELRQIDKLRAELRRLQRRRTELERQ  1650
gi|73959238|ref|XP_547141.2| EEIVDKTRLIERCDVEIYQLKQEIQSLKDTKPQVQTKEVVQEILQFQEDPQTKEEVQSLRARLSEEQKKQVDLERERASQEEKIKQKEEELSHVKEKVVQQEVVRYEEEPGLRAEVNAFTESIDAELRQIDTLRGELRRLQRRRAELERQ  1650
gi|194678343|ref|XP_601174.4| EEIVDKTRLIERCDLEIYQLKQEIQSLKEAKPQVQTKEVVQEILQFQEDPQTKEEVAALRARLAEEHKKQVDLERECVSQEEKIQEKEEELARGKEVVVQQEVVRYEEEPGLRAEVSAFTESIDAELRQIDGLRGELRRLQRRRAELEHQ  1650
gi|118098228|ref|XP_414712.2| EEIIERTAAIERADLEIYQLKQEIQALKDTKPQVHMKEVVQEILQFREDPKTREEVESLRVQLAEEQMKHVDLERERLLQEEKVRQKEEELSQVKEKVVQQEVVKYEQDPALKAEVNSFSQSIESELKQIDSLREELRKLQRRRSELERQ  1650
gi|125812931|ref|XP_691611.2| NEIVDKTHQTERFEMEILQLKDEIQRWKDTKPQIQTKEVVNEILQYREDPKTKEEIESLKRKLAEEQRKRLELENERALSEEKIRIKKIDLSQVREKLVQQEVVKMELDPLLKSECDTFSLNISNEQKQREILKEELIRLQRQKTELDVQ  1650
                      ......1510......1520......1530......1540......1550......1560......1570......1580......1590......1600......1610......1620......1630......1640......1650
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gi|112421039|ref|NP_032935.2| LEELERERQARRAAELEVQRLQQRLAALEQEEAKTGEKVTHTQKVVLQQDPQQTREHALLRAQLEEERHRRQLLEGELEPLRRKLAALEKAEIKEKVVFSESVQVEKG-DTEQEIQRLKKSLEEESQSKRELDSEVTRLEAKLSELEFYN  1800
gi|109487761|ref|XP_220174.4| LEELERERQARRAAELEVQRLQQRLAALEQEEAKTGEKVTHTQKVVLQQDPQQTREHALLRAQLEEERHRRQLLEGELEPLRRKLAALEKTEIKEKVVFSESVQVEKG-DTEQEIQRLKKSLEEESRSKRELDSEVTRLEAKLSELEFYN  1800
gi|45439327|ref|NP_002696.3| LEELERERQARREAEREVQRLQQRLAALEQEEAEAREKVTHTQKVVLQQDPQQAREHALLRLQLEEEQHRRQLLEGELETLRRKLAALEKAEVKEKVVLSESVQVEKG-DTEQEIQRLKSSLEEESRSKRELDVEVSRLEARLSELEFHN  1800
gi|73959238|ref|XP_547141.2| LEELERERQARREAELEVQRLKQRLAELEE-EGEAQEKVTLKQKVVLQQDPQQAREHALLKVQLEEERHRRQVLESELETLRKKLVNLEKMEVKEKVVFSESVQVEKG-NTEQEIQKLKSSLEEESRSKRELDAEVSRLEAKLSELEFCN  1800
gi|194678343|ref|XP_601174.4| LEELERERQARREAELEVQHLKQQLAQLEAQEGEAHEKVTLTQKVVLQQDPQQAREHALLALQLEEERHRRQGLERELETLKQQLEHLEKMEVKEKVVFSESVQVEKG-DTEQEIERLRGSLEAESRGKRELDAEVSRLEAKLSELEFCN  1800
gi|118098228|ref|XP_414712.2| LEELEKERQARREAELEVQRLRIRLNELEEQERETTERVTVKQKVILQQDPQQEKEHSLLKLELEEEKHRRQVLQTELEALRKKLLSLEKMEVKEKVVFSESVQVDKG-DTEYEIQKLKSNLEEESRRKRELDADINRLETRLSEVEFNN  1800
gi|125812931|ref|XP_691611.2| LEELERERRARRDAELEIQRLRVRLNELEIRDKENREKVTVKQKVVLQQDPQQEKEHSILRLQVEEERHKRMLLEKEFNALLQQQEILERTEVREKVVRTEKIQVERDPDAEMDIIRLKKSLEEEERRRRELDQEIVTLNTKLSEMEFTN  1800
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gi|112421039|ref|NP_032935.2| SKSSKELDFLREENHKLQLERQNLQLETRRLQSEIEMAATETRDLK---NITTIDSGTHLNSRLWSLEKELDDLKKMSKDKDLEIDELQRRLGSVAVKREQRENHLRRSIVVIDPDTGRELSPEEAHRAGLIDWKMFVKLRSQECDWEEI  1950
gi|109487761|ref|XP_220174.4| SKSSKELDFLREENHKLQLERQNLQLETRRLQSEIEMAATETRDLK---NITMVDSGTHLNSRLWSLEKELDDLKKMSKDKDLEIDELQRRLGSVAVKREQRENHLRRSIVVIDPDTGRELSPEEAHRAGLIDWKMFVKLRSQECDWEEI  1950
gi|45439327|ref|NP_002696.3| SKSSKELDFLREENHKLQLERQNLQLETRRLQSEINMAATETRDLR---NMTVADSGTNHDSRLWSLERELDDLKRLSKDKDLEIDELQKRLGSVAVKREQRENHLRRSIVVIHPDTGRELSPEEAHRAGLIDWNMFVKLRSQECDWEEI  1950
gi|73959238|ref|XP_547141.2| SKSSKELDFLREENHRLQLERQSLQLETRRLQSEIEMAATETRDLR---NVTAVDSGTNLNSRLWSLERELDDLKRLSKDKDLEIDELQKRLGSVAVKREQRENHLRRSIVVIDPDTGRELSPEEAHRVGLIDWNMFVKLRSQECDWEEI  1950
gi|194678343|ref|XP_601174.4| SKSSKELDFLREENHKLQLERQSLQLEARRLQSEIEMAKAEAQSLRSLPTTTGADPGAQLDSRLRSLERELDDLRRLSRDKDQEIEELQRRLGSVAIKREQRENHLRRSIVVIDPDSGRELSPEEAHRAGLIDWNMFVKLRSQECDWEEI  1950
gi|118098228|ref|XP_414712.2| SKSSKELDLLREENHKLHLEKQNLLMETRRLQSEIELTATEARDLR---NMTHMDSGPNLDSRFQALERELDDLKQLSREKDAEIEQLQNRLKTVAIKREQRENHLRRSIVVIDPDTGKEMSPEEAHVLGLIEWSLFVKLKSQECDWEEI  1950
gi|125812931|ref|XP_691611.2| TKSSKELDYIRDESNRLQQENQRLQNELRKLQSEIEITTTETRHIT---ESSPVESSRNLEIRMESLQRELAELRRIRMEKDDEIEKLQKSLAAMRVKREQRESHLRRSIVVIDPDTGKEMKPEEAYKLGLIEWKMFVNLQSQECDWEEI  1950
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gi|112421039|ref|NP_032935.2| SVKGPNGESSVIHDRKSGKKFSIEDALQSGRLTAAQYDRYVNKDMSIQELAVLVSGQK-------  2015
gi|109487761|ref|XP_220174.4| SVKGPNGESSVIHDRKSGKKFSIEDALQSGRLTPAQYDRYVNKDMSIQELAVLVSGQK-------  2015
gi|45439327|ref|NP_002696.3| SVKGPNGESSVIHDRKSGKKFSIEEALQSGRLTPAQYDRYVNKDMSIQELAVLVSGQK-------  2015
gi|73959238|ref|XP_547141.2| SVKGPSGESSVIHDRKSGRKFSIEEALQKGRLTPAQYDRYVNKDMSIQELAVLVSGQK-------  2015
gi|194678343|ref|XP_601174.4| SVKGPGGESSVIHDRKSGRKFSIEEALQSGRLTPAQYDRYVNKSMSIQELAVLVSGQK-------  2015
gi|118098228|ref|XP_414712.2| SIKGPNGESSVILDRKSGREFSIEDALKSGRLSTAQYNSYLNKQMSIQELAVLVSGSNYPVLAPL  2015
gi|125812931|ref|XP_691611.2| TVKGPSGESSVLHDRKSGKKFSIEDALKAGNITNRQLQQYQNKEISIQEFGVMLSGRGK------  2015
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