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gi|4503029|ref|NP_001869.1| --------MPNFSGNWKIIRSENFEELLKVLGVNVMLRKIAVAAASKPAVEIKQEGD-TFYIKTSTTVRTTEINFKVGEEFEEQTVDGRPCKSLVKWESENKMVCEQKLLKGEGPKTSWTRELTNDGELILTMTADDVVCTRVYVRE   147
gi|114560297|ref|XP_001166367.1| --------MPNFSGNWKIIRSENFEELLKVLGVNVMLRKIAVAAASKPAVEIKQEGD-TFYIKTSTTVRTTEINFKVGEEFEEQTVDGRPCKSLVKWESENKMVCEQKLLKGEGPKTSWTRELTNDGELILTMTADDVVCTRVYVRE   147
gi|73961545|ref|XP_854915.1| --------MPNFSGNWKIIRSENFEDLLKVLGVNVMLRKIAVAAASKPAVEIKQEGD-TFYIKTSTTVRTTEVNFKVGEEFEEQTVDGRPCKSLVKWESENKMVCEQRLLKGDGPKTSWTRELTNDGELVLTMTADDIVCTRVYVRE   147
gi|56710325|ref|NP_001008670.1| --------MPNFSGNWKIIRSENFEDLLKVLGVNVMLRKIAVAAASKPAVEIKQEGD-TFYIKTSTTVRTTEINFKIGEEFEEQTVDGRPCKSLVKWESENKMVCEQRLLKGEGPKTSWTRELTNDGELILTMTADDIVCTRVYVRE   147
gi|33469075|ref|NP_031785.1| --------MPNFSGNWKIIRSENFEEMLKALGVNMMMRKIAVAAASKPAVEIKQEND-TFYIKTSTTVRTTEINFKIGEEFEEQTVDGRPCKSLVKWESGNKMVCEQRLLKGEGPKTSWSRELTNDGELILTMTADDVVCTRVYVRE   147
gi|25453404|ref|NP_058940.1| --------MPNFSGNWKIIRSENFEEMLKALGVNMMMRKIAVAAASKPAVEIKQENDDTFYIKTSTTVRTTEINFKIGEEFEEQTVDGRPCKSLVKWESENKMVCEQRLLKGEGPKTSWSRELTNDGELILTMTADDVVCTRVYVRE   147
gi|125844748|ref|XP_001331049.1| MESNTEKTFADFSGSWKMKSSENFEELLKALGVNVFLRKIAVAAASKPAVEISQQGE-SLSVQTSTSVRTTHVSFTVGESFNETTVDGRPCTSFPKWETDCKISCEQTLQKGEGPETSWTRELTNDGQMILTMRAGDVVCTRVYERD   147
gi|33504501|ref|NP_878279.1| ----MDRKIPDFAGTWKMKSSENFEELLKALGVNVMLRKIAVAAASKPSVEITQEGE-TLTIKTSTSVRTTNVTFTVGQEFNEATVDGRPCTSFPRWVTDSKISCEQTLQKGEGPKTSWTREITNDAELILTMTADDVVCTRVYVRE   147
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