
                                                                                                                                                                                        
gi|145605339|ref|XP_365095.2| MVACLPHNGTCLTTSASVLHEGIACDKAASSDAYKDLVDSVASRHPNTKVIPYPFSVAKEDETLALIDELLNTFGRLDIWVCSSGFLGPPSISDTTPDVLQKCFESQSLAPFFALKYAPPAMAKLCAKQSYPNAAPKAQAYGSIVVIASV   150
gi|32417854|ref|XP_329405.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|50307765|ref|XP_453876.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|45200974|ref|NP_986544.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|6323274|ref|NP_013346.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|11386157|ref|NP_001776.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|114554458|ref|XP_001161389.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|58037289|ref|NP_082452.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|34872207|ref|XP_342956.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|119888972|ref|XP_873476.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|57044256|ref|XP_544519.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|118101171|ref|XP_001234309.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|45387777|ref|NP_991242.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|189520649|ref|XP_001923622.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
gi|19115233|ref|NP_594321.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   150
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gi|32417854|ref|XP_329405.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
gi|50307765|ref|XP_453876.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
gi|45200974|ref|NP_986544.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
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gi|11386157|ref|NP_001776.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
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gi|58037289|ref|NP_082452.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
gi|34872207|ref|XP_342956.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
gi|119888972|ref|XP_873476.2| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
gi|57044256|ref|XP_544519.1| ------------------------------------------------------------------------------------------------------------------------------------------------------   300
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gi|145605339|ref|XP_365095.2| DCNDTACISQEAVQPQSLPEIERLQAVLHRHDTLTPHHTALHCPCTMSLPPSIQKLSSSDDAAVDEVCKTYGISREQFQQLQRRSEAAKSTAYCPYSNFRVGATLLSIDDKN----------------SYISGANVENASYPVGTCAERV   450
gi|32417854|ref|XP_329405.1| -----------------------------------------------MAPPTPPILNGHSETVIAQTCQTYNLTPSEFAQLRDRAVAAKATSYSPYSKFRVGAVLLSTGKVNAAVTGERSSSSSSSEGTYTPGANVENASYPVTTCAERV   450
gi|50307765|ref|XP_453876.1| ---------------------------------------------------------------MEIKSKLDGIEPTQVDRAILESQKAKSGSYSPYSKFRVGCCILTK------------------DGTYITGSNVENATYGATICAERA   450
gi|45200974|ref|NP_986544.1| -----------------------------------------------------------------MPSTQG--EPYQG--AVARALAAKELSYSPYSKFRVGCCILTA------------------SGEYIVGANVENASYPAGICAERT   450
gi|6323274|ref|NP_013346.1| -------------------------------------------------------------------MKVGGIEDRQLEALKRAALKACELSYSPYSHFRVGCSILTN------------------NDVIFTGANVENASYSNCICAERS   450
gi|11386157|ref|NP_001776.1| ---------------------------------------------------------------MAQKRPACTLKPECVQQLLVCSQEAKKSAYCPYSHFPVGAALLTQE------------------GRIFKGCNIENACYPLGICAERT   450
gi|114554458|ref|XP_001161389.1| ---------------------------------------------------------------MAQKRPACTLKPECVQQLLVCSQEAKKSAYCPYSHFPVGAALLTQE------------------GRIFKGCNIENACYPLGICAERT   450
gi|58037289|ref|NP_082452.1| ---------------------------------------------------------------MAQERPSCAVEPEHVQRLLLSSREAKKSAYCPYSRFPVGAALLTGD------------------GRIFSGCNIENACYPLGVCAERT   450
gi|34872207|ref|XP_342956.1| ---------------------------------------------------------------MAQERPSCAVEPEHVQRLLLSSREAKKSAYCPYSRFPVGAALLTGD------------------GRIFSGCNVENACYPLGVCAERT   450
gi|119888972|ref|XP_873476.2| ---------------------------------------------------------------MAQERPSLALEPQHVQRLLLSCQEAKKSAYCPYSRFPVGAALLTGD------------------GRIFSGCNIENACYPLSVCAERT   450
gi|57044256|ref|XP_544519.1| ---------------------------------------------------------------MAHERPASALEPELVQRLLLSCQEAKKSAYCPYSHFPVGAAILTQD------------------GRIFSGCNIENVCYPLGVCAERT   450
gi|118101171|ref|XP_001234309.1| ---------------------------------------------------------------MEG--------SECLQLLLRRCREAKDCAYCPYSRFPVGAAVVTAG------------------GEIFSGCNVENACYSLGVCAERI   450
gi|45387777|ref|NP_991242.1| ---------------------------------------------------------MEDQKMMHELINGLNGHLLGIKELTRKSQEAKKFAYCPYSKFRVGAALLTHD------------------GTVFTGCNVENACFNLGICAERV   450
gi|189520649|ref|XP_001923622.1| -------------------------------------------------------------------MSSCN-----PQVLVQRSQEARKLAYCPYSRFRVGAAVLTSD------------------GTVFTGCNVENACYTAGLCAERT   450
gi|19115233|ref|NP_594321.1| ------------------------------------------------------------------------MEKEDIEKLFQEVKKSLQYSYCPYSNFAVGACVVSDDK-----------------NTYIYGANVENASYGNCICAERV   450
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gi|145605339|ref|XP_365095.2| ALGKAVTEGH-RRFRALAVSTDITP-PASPCGMCRQFIREFSD-LHMPIFMFDKDND-FVVMKLEALLPLSFGPEQLPRAGSAGAAK-   538
gi|32417854|ref|XP_329405.1| AFGRAITEGH-RGFKAVAVATDISP-PASPCGMCRQFIREFCE-LSMPILMFDKDEN-FSVLRLEDLLPLSFGPDQMGIEGAA-----   538
gi|50307765|ref|XP_453876.1| AIVKAVTSSHRADWVCVAINSDMRDNYIPPCGICRQTIREFGK-EDLPIIMTNCDTSVKKIMTLNELLPESFGPDHFHR---------   538
gi|45200974|ref|NP_986544.1| AVVKAVTAGH-TNWVCIALSGDSSD-VVTPCGICRQVLREFVDPKKLTVIMMNADGSKVLQRTLEELLPYSFGPDSLR----------   538
gi|6323274|ref|NP_013346.1| AMIQVLMAGHRSGWKCMVICGDSEDQCVSPCGVCRQFINEFVV-KDFPIVMLNSTGSRSKVMTMGELLPMAFGPSHLN----------   538
gi|11386157|ref|NP_001776.1| AIQKAVSEGY-KDFRAIAIASDMQDDFISPCGACRQVMREFGT--NWPVYMTKPDGT-YIVMTVQELLPSSFGPEDLQKTQ-------   538
gi|114554458|ref|XP_001161389.1| AIQKAVSEGY-KDFRAIAIASDMQDDFISPCGACRQVMREFGT--NWPVYMTKPDGT-YIVMTVQELLPSSFGPEDLQKTQ-------   538
gi|58037289|ref|NP_082452.1| AIQKAISEGY-KDFRAIAISSDLQEEFISPCGACRQVMREFGT--DWAVYMTKPDGT-FVVRTVQELLPASFGPEDLQKIQ-------   538
gi|34872207|ref|XP_342956.1| AIQKAISEGY-KDFRAIAIASDLQEEFISPCGACRQVMREFGT--NWAVYMTKPDGT-FVVRTVQELLPASFGPEDLQKIH-------   538
gi|119888972|ref|XP_873476.2| AIQKAISEGY-KEFRAIAIASDLQDDFISPCGACRQVMREFGT--DWAVYMTKLDGT-YVVRTVRELLPESFGPEDLQKIQ-------   538
gi|57044256|ref|XP_544519.1| AIQKAISEGH-REFRAIAISSDLQDDFISPCGACRQFMREFGS--NWVVYMTKPDGT-YVVSTVLELLPAPFGSIGWQKVQ-------   538
gi|118101171|ref|XP_001234309.1| AIQKAISEGH-TRFRAMAIASDMS-DFITPCGACRQVMREFGT--DWDLYLTKPDGT-YIVKTLQELLPLSFGPEDLHKA--------   538
gi|45387777|ref|NP_991242.1| AISKAVSEGY-RDFKAIAIASDMCENFISPCGGCRQFMREFGS--NWEVYLSKPDGS-YVEMTVEELLPASFGPEDLKMKKANIRNEF   538
gi|189520649|ref|XP_001923622.1| AISKAVSEGH-TTFKAIAIASDLEDRFISPCGACRQFMREFGS--QWDVYLSKTDGS-FKQMTVEELLPCSFGPDDLRARENP-----   538
gi|19115233|ref|NP_594321.1| AITKAVSMGY-TKFMAIGVMSAKG--RVTPCGICRQVIREFSK--DINVYMFHDDGG-YDMKTIEELLPDSFGPDDLK----------   538
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